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Figure S1. Electrospray-time of flight (ESI-TOF) (A) and UV (B) spectra of compound 1.
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Figure S2. '"H NMR (CDsOD, 500 MHz) of compound 1.
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Figure S3. *C NMR (CDsOD, 125 MHz) of compound 1.
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Figure S4. COSY of compound 1.
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Figure S5. Heteronuclear single quantum coherence (HSQC) spectrum of compound 1.
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Figure S7. NOESY of compound 1.
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Epimer a Epimer b Overlay: a (lemon) b (cyan)

Figure S8. Energy-minimized molecular models of the two possible epimers at C-3 of compound 1.

>CA-271078 165 rRNA gene sequence
ATGATCCGGTTTCGGCCGGGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAA
TCTGCCCTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATAGTAC
CTTCGGGCGCATGCCTGTTGGTGGAAAGCTCCGGCGGTGCAGGATGGGCCCGCGG
CCTATCAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGTAGCCGGC
CTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG
AGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCG
CGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAG
AGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGT
AATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGC
GGCTTGTCGCGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATA
CGGGCAGGCTGGAGTTCGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGGAAT
GCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGATACT
GACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTC
CACGCCGTAAACGGTGGGCACTAGGTGTGGGCGGCATTCCACGTCGTCCGTGCCG
TAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCA
AAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTAATTCGACGC
AACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAACACCTGGAGACAGG
TGCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTG
AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCTGTGTTGCCAGCACG
CCTTTCGGGGTGGTGGGGACTCACGGGAGACTGCCGGGGTCAACTCGGAGGAAGG
TGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACA
ATGGCCGGTACAATGAGCTGCGATACCGCGAGGTGGAGCGAATCTCAAAAAGCC
GGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGT
AATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCC
CGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCC

Text §9. 16S rRNA gene sequence from strain CA-271078.



