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Figure S1. Colony morphology of A. albispora WP1T on ISP2 agar plate. 

 

Figure S2. The 16S rRNA phylogram of representative Amycolatopsis strains. With an outgroup 

containing S. griseus. Ribosomal RNA sequences for all strains but A. albispora WP1T were obtained 

from GenBank database. 

 

Figure S3. CAS activity guided isolation of siderophore from the supernatant extract of A. albispora 

WP1T. 
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Figure S4. HR-ESI-MS spectrum of albisporachelin in negative mode. 

 

Figure S5. 1H NMR spectrum of albisporachelin in DMSO-d6. 

 



 

 

 

Figure S6. 13C NMR spectrum of albisporachelin in DMSO-d6. 

 

 

Figure S7. FT-IR-spectrum of albisporachelin. 



 

 

 

Figure S8. 1H- 1H COSY spectrum of albisporachelin in DMSO-d6. 

 

Figure S9. TOCSY spectrum of albisporachelin in DMSO-d6. 



 

 

 

Figure S10. HSQC spectrum of albisporachelin in DMSO-d6. 

 

Figure S11. HMBC spectrum of albisporachelin in DMSO-d6. 



 

 

 

Figure S12. NOESY spectrum of albisporachelin in DMSO-d6. 
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Figure S13. Observed main fragments list of compound 1 during MS2 fragmentation experiments. 
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Figure S14. Main fragments observed during MS2 fragmentation experiments and assignment of the 

molecular ion peak. 

 

 

Figure S15. HPLC trace of FDAA-derivatized albisporachelin hydrolysate with standard. Trace A is 

albisporachelin hydrolysate; trace B is standard L-Orn-L-FDAA; trace C is standard 

L-Me-Orn-L-FDAA; trace D is standard L-Ser-L-FDAA. 



 

 

Figure S16. LC-MS-traces of FDAA-derivatized albisporachelin hydrolysate. 
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Figure S17. MS spectrum of mono-αN-Me-L-Orn-L-FDAA in albisporachelin hydrolysate. 
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Figure S18. MS spectrum of mono-αL-Orn-L-FDAA in albisporachelin hydrolysate. 
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Figure S19. MS spectrum of mono-ωL-Orn-L-FDAA in albisporachelin hydrolysate. 
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Figure S20. MS spectrum of mono-ωN-Me-L-Orn-L-FDAA in albisporachelin hydrolysate. 
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Figure S21. MS spectrum of L-Ser-L-FDAA in albisporachelin hydrolysate. 

 

Figure S22. UV-visible spectra of albisporachelin and ferric complex of albisporachelin. 


