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Figure S1. (A) Colony morphology of Streptomyces sp. 0C1610.4. (B) 16S rRNA
gene sequence of Streptomyces sp. OC1610.4 (GenBank number: MK045847). (C)
Neighbor-joining phylogenetic tree based on 16S rRNA gene sequences of
Streptomyces sp. 0C1610.4.

B.
GTGCAGTCGGGTCTTACCATGCAGTCGACGATGAAGCCCTTCGGGGTGGATTAGTGG
CGAACGGGTGAGTAACACGTGGGCAATCTGCCCTGCACTCTGGGACAAGCCCTGGAA
ACGGGGTCTAATACCGGATACGAGCCTCCCGGGCATCTGGGAGGTTGGAAAGCTCCG
GCGGTGCAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAACGGCTCACCAA
GGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACAC
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCT
GATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCA
GGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCA
GCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAG
CTCGTAGGCGGCTTGTCGCGTCGATTGTGAAAGCCCGGGGCTTAACTCCGGGTCTGCA
GTCGATACGGGCAGGCTAGAGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGT
GAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTA
CTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC
ACGCCGTAAACGGTGGGCACTATGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAG
CTAACGCATTAAGAGCCCCGCCTGGGGGAGTACGGCCGCAACGCTGATACTCAAAAG
AATTGATGGGGGCGCGCACAAGCAGCGGAGCATGTGGCTTATTTCGACGCAACGCGC
AGAACTTACCGAGGCTTGACATACACCAGTAACATCCAGACATGAGTGCCCCCCTCC
TGGTCGGGGTACAGTAGTGCATGGGCTTGTCGTCAACTCAGTCGTGACATGTTGAGG
AGAAACCCCCCAGCACATCAGA
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Figure S2. HR-ESI-MS of 1.
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Figure S3. *H-NMR spectrum (500 MHz, CD;0D) of 1.
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Figure S4. *C-NMR spectrum (125 MHz, CD;0D) of 1.
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Figure S5. HMQC spectrum (500 MHz, CD3;0D) of 1.
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Figure S6. HMBC spectrum (500 MHz, CD3;0D) of 1.
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Figure S7. 'H-'H COSY spectrum (500 MHz, CD30OD) of 1.
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Figure S8. NOESY spectrum (500 MHz, CDs0OD) of 1.
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Figure S9. HR-ESI-MS of 2.
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Figure S$10. *H-NMR spectrum (500 MHz, acetone-ds) of 2.
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Figure S11. *C-NMR spectrum (125 MHz, acetone-dg) of 2.
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Figure S13. HMBC spectrum (500 MHz, acetone-dg) of 2.
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Figure S14. *H-'H COSY spectrum (500 MHz, acetone-ds) of 2.
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Figure S15. NOESY spectrum (500 MHz, acetone-dg) of 2.
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