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Average gene expression without fold change with time in genes selected by Elastic Net in data with fold change

Green: Exposed workers, Pink: Referents
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Average gene expression without fold change with time in 20 genes selected by Elastic Net in data with fold change

Green: Exposed workers, Pink: Referents
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Average gene expression without fold change with time in 20 genes selected by Elastic Net in data with fold change

Green: Exposed workers, Pink: Referents




