Mean-Squared Error Mean-Squared Error

Mean-Squared Error

06 08 10 12

14 18 22

1.0

16 20 24

1.2

Analysis of all 30 Schiffman marker genes without fold change

11 11 11 11 11 11 9 9 9 7 6 3 O 0 5 6 7
T //C
: 1114 c o
W : ot K} S !
| Off o
M, | 4 = ]
..""W".' 8 4
| o <
o T 7
T
1 : B
T T T T T T T T
-3 -2 -1 0 0.0 0.5 1.0 1.5
log(Lambda) L1 Norm
9 988 77 7 7 755 432 0 2 5 6

0.2
|

Coefficients
-0.2
]

©
o il
T T T T T T T T T
-3 -2 -1 0 0.0 0.5 1.0 15
log(Lambda) L1 Norm
99 9889999887884 414 0 5 6 7 8
° ] /&1
o 1
E
|2} — 1
c E
2L o
mwu““““mm““ o CI) -
“u'“mo..m."'.. . E ] — 4
o
1A ©
$ S —
: ! 9
T T T T T T T T T
-3 -2 -1 0 0.0 0.5 1.0 15 2.0
log(Lambda) L1 Norm

Elastic net results at time0 (top), 1 (middle) and 2 (bottom).
Left: Cross validation curves. Right: Coefficients for individual transcripts
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PCA of transcripts selected by Elastic Net at time 0

plotted at both time 0 (top) and time 2 (bottom)
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Plots of expression in all workers at time 0
of individual transcripts selected bv Elastic Net at time 0
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Plots of expression at time 0 in all workers
of individual transcripts selected by Elastic Net at time 0
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Plots of expression at time 0 in all workers of
individual transcripts selected by Elastic Net at time 0
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	Fig S8b Ellens version All data PCA on Schif genes selected by glmnet, full CV, time 2. displayed for both times
	Fig S8c Unfold 1D plot unscaled on selected Schif genes time 0
	Fig S8d Unfold 1D plot unscaled on selected Schif genes time 1



