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Elastic net results at time1 (top) and 2 (bottom).
Left: Cross validation curves. Right: Coefficients for individual transcripts
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PCA of transcripts selected by Elastic Net at time 2 plotted at both time 1 (top) and time 2 (bottom)
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Plots of expression at time 2 in all workers
of individual transcripts selected by Elastic Net at time 2
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Plots of expression at time 2 in all workers
of individual transcripts selected by Elastic Net at time 2
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Plots of expression at time 2 in all workers
of individual transcripts selected by Elastic Net at time 2

samples

PLAUR _a
c2
c2
B2y mmmmmmm oo
B2 B2 Cc2 c2 c2
- B2
B2
B2
B2
T T T T T T
2 4 6 8 10 12
samples
PTX3
B2
B2
B2 B2 B2 g2
___________________ ez_ _——— e = = o
B2 B2 c2
c2
c2
c2
T T T T T T
2 4 6 8 10 12




Analysis of all 30 China (Schiffman) marker genes with fold change

ZNF703_a
N
o
B2
N B2
_ o
c|>_) B2 B2
@
g Z g R T R
é Cc2 c2
N
CIJ ] Cc2
B2

I I I I I I
2 4 6 8 10 12

samples

Plots of expression at time 2 in all workers
of individual transcripts selected by Elastic Net at time 2





