Table S1.

Strainclusters [ Type | Length (bp) | Most similar known clusters | Predicted core clusters
CAU B946
Cluster 1 Nrps 65407 Surfactin biosynthetic gene Ho_0 o
cluster (78% of genes show
similarity) e o
Cluster 2 Otherks 41244 Butirosin biosynthetic gene
cluster (7% of genes show -
similarity)
Cluster 3 Terpene 20740 - -
Cluster 4 Transatpks 85884 Macrolactin biosynthetic
gene cluster (100% of genes -
show similarity)
Cluster 5 Transatpks- 102692 Bacillaene biosynthetic gene g
Nrps cluster (100% of genes show _ N y o
similarity) 0/\( fa
(6] R (6] H CHa
Cluster 6 Transatpks- 137829 Fengycin biosynthetic gene -
Nrps cluster (100% of genes show J\ ’C ‘
similarity) )\\i @ J:; ;oA
.AJ\/\C('\ i B ﬁ/}t i\o
Q/ki{ ] \%\K/\%
Cluster 7 Terpene 21883 - -
Cluster 8 T3pks 41109 - -
Cluster 9 Transatpks 95444 Difficidin biosynthetic gene o §
cluster (100% of genes show Y WA 0
similarity)
CHs R
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Table S1. Continued.

Strainclusters |  Type | Length (bp) | Most similar known clusters | Predicted core clusters
CAU B946
Cluster 10 Bacteriocin- 66793 Bacillibactin ~ biosynthetic - bl
Nrps gene cluster (100% of genes H
show similarity) W N/\[( o o
0 S5
o

Cluster 11 Other 41418 Bacilysin biosynthetic gene

cluster (100% of genes show -

similarity)
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Table S1. Continued.

Strainclusters [ Type | Length (bp) | Most similar known clusters | Predicted core clusters

M27

Cluster 1 Other 41418 Bacilysin biosynthetic gene
cluster (100% of genes show -
similarity)

Cluster 2 Bacteriocin- 51793 Bacillibactin  biosynthetic -— R

Nrps gene cluster (100% of genes i
show similarity) H H/ﬁ]/ N i
0 X
(6]

Cluster 3 Transatpks 100450 Difficidin biosynthetic gene o H
cluster (100% of genes show Y \(% 0
similarity)

CHs R

Cluster 4 T3pks 41109 - -

Cluster 5 Terpene 21883 - -

Cluster 6 Nrps 22704 Plipastatin biosynthetic gene
cluster (30% of genes show -
similarity)

Cluster 7 Nrps 14947 Fengycin biosynthetic gene cnirel
cluster (26% of genes show o
similarity)

OH
NS
Q
NHz

Cluster 8 Nrps 10147 Fengycin biosynthetic gene o Chiral
cluster (13% of genes show 7 OH
similarity) s <\/\<

HsC 2 9
N 0
NHz NQ
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Table S1. Continued.

Strainclusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
M27
Cluster 9 Nrps- 87564 Fengycin biosynthetic gene
Transatpks cluster (80% of genes show
similarity)
Cluster 10 Transatpks- 102707 Bacillaene biosynthetic gene
Nrps cluster (100% of genes show
similarity)
Cluster 11 Transatpks 85802 Macrolactin biosynthetic

gene cluster (100% of genes -
show similarity)

Cluster 12 Lantipeptide 28889 - -
Cluster 13 Terpene 20740 - -
Cluster 14 Otherks 41244 Butirosin biosynthetic gene
cluster (7% of genes show -
similarity)
Cluster 15 Nrps 25161 Surfactin biosynthetic gene
cluster (34% of genes show -
similarity)
Cluster 16 Nrps 38342 Surfactin biosynthetic gene & S

cluster (52% of genes show He
similarity) G N
H H
N, N OH
HN N
H
"t i e Q U



http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#transatpks
http://antismash.secondarymetabolites.org/help#transatpks
http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#transatpks
http://antismash.secondarymetabolites.org/help#lantipeptide
http://antismash.secondarymetabolites.org/help#terpene
http://antismash.secondarymetabolites.org/help#otherks
http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#nrps

Table S1. Continued.

Strainclusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
AS43.3
Cluster 1 Nrps 65407 Surfactin biosynthetic gene _— el
cluster (91% of genes show
similarity)
CHs OH
8]
HzN Q Q = CHs
H
N%‘ o
N CHa
i
HsC o] CHz
CHs CHs
Cluster 2 Ladderane 41217 - -
Cluster 3 Otherks 41244 Butirosin biosynthetic gene
cluster (7% of genes show -
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Transatpks 85896 Macrolactin biosynthetic
gene cluster (100% of genes -
show similarity)
Cluster 6 Transatpks- 102678 Bacillaene biosynthetic gene e
Nrps cluster (100% of genes show N N o
similarity) o& j(\g
o] R 0 OH CHs
Cluster 7 Transatpks- 139085 Fengycin biosynthetic gene : L~
Nrps cluster (100% of genes show | I . [
similarity) ﬁ/ e 6 e \%H
Ay fjﬁ T
AN : A [= NH 8" \
nwc\‘(\lf\//\ *‘w’/k e
)\- @ CF [&
«,OW )”\ j.‘ : %/T\u
" Qj .‘1’%("\,/"\:,,
@ CHy
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Table S1. Continued.

Strainclusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
AS43.3
Cluster 8 Terpene 21883 - -
Cluster 9 T3pks 41109 - -
Cluster 10 Transatpks 100449 Difficidin biosynthetic gene o H
cluster (100% of genes show Y \(§ o
similarity)
CHs R
Cluster 11 Bacteriocin- 66790 Bacillibactin  biosynthetic a6 e
Nrps gene cluster (100% of genes H
show similarity) b ) /\[( N -
O \o
Cluster 12 Other 41418 Bacilysin biosynthetic gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strainclusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
FZB42
Cluster 1 Nrps 65407 Surfactin biosynthetic gene Ho_ o e
cluster (91% of genes show
similarity) &, i
Q
CHs o o] O = CHs
K. R, B
N H‘“ CHa
0 ﬁ oo o CHs
' CHs
Cluster 2 Otherks 41244 - -
Cluster 3 Terpene 20740 - -
Cluster 4 Transatpks 85899 Macrolactin biosynthetic
gene cluster (100% of genes -
show similarity)
Cluster 5 Transatpks- 102683 Bacillaene biosynthetic gene
Nrps cluster (100% of genes show
similarity)
Cluster 6 Transatpks- 137825 Fengycin biosynthetic gene
Nrps cluster (100% of genes show
similarity)
Cluster 7 Terpene 21883 -
Cluster 8 T3pks 41109 -
Cluster 9 Transatpks 100447 Difficidin biosynthetic gene
cluster (100% of genes show
similarity)
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Table S1. Continued.

Strainclusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
FzZB42
Cluster 10 Nrps 55810 - -
Cluster 11 Bacteriocin- 66791 Bacillibactin  biosynthetic g g ar
Nrps gene cluster (100% of genes i
show similarity) HO N
N CHs
Y
0 NS
(@)
Cluster 12 Other 41418 Bacilysin biosynthetic gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strainclusters | Type [ Length (bp) [ Most similar known clusters | Predicted core clusters

AQGM01000001

Cluster 1 Nrps 23248 - -

Cluster 2 Other 41418 Bacilysin biosynthetic gene
cluster (100% of genes show -
similarity)

Cluster 3 Terpene 20740 - -

Cluster 4 Otherks 41244 Butirosin biosynthetic gene
cluster (7% of genes show -
similarity)

Cluster 5 Transatpks- 100101 Bacillaene biosynthetic gene 9 e o 5 o4 0 o4 o o o &

Nrps cluster (100% of genes show ")\H/dMMQWO
Slmllarlty) o o OH OH o o0

Cluster 6 Transatpks 45842 Difficidin biosynthetic gene
cluster (53% of genes show -
similarity)

Cluster 7 T3pks 41109 - -

Cluster 8 Transatpks 85902 Macrolactin biosynthetic | HO =0
gene cluster (100% of genes WWW
show similarity) CHs  OH 0 0 OH 0 0 OH 0 OH

Cluster 9 Phosphonate 40902 - -

Cluster 10 Bacteriocin- 51536 Bacillibactin  biosynthetic S

Nrps gene cluster (100% of genes
show similarity) @/N\ /\ﬂ/ \ﬁ\
Cluster 11 Transatpks- 88037 Fengycin biosynthetic gene
Nrps cluster (86% of genes show ﬂ
similarity) R .
CKI ﬁ) _%\
M& @
.;4-‘\',.NH o
o
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Table S1. Continued.

Strainclusters | Type [ Length (bp) [ Most similar known clusters | Predicted core clusters
AQGM01000001
Cluster 12 Transatpks 28292 Difficidin biosynthetic gene i
cluster (46% of genes show )WO
similarity) R
0 OH
Cluster 13 Nrps 28032 Surfactin biosynthetic gene . Chiral
cluster (47% of genes show £
similarity) HOMN CH
o] o] 3 CHa
Q
Cluster 14 Terpene 21883 - -
Cluster 15 Nrps 21780 Plipastatin biosynthetic gene
cluster (30% of genes show -
similarity)
Cluster 16 Transatpks 23101 Difficidin biosynthetic gene
cluster (26% of genes show
similarity)
Cluster 17 Nrps 15078 Surfactin biosynthetic gene
cluster (39% of genes show
similarity)
Cluster 18 Nrps 13069 Fengycin biosynthetic gene
cluster (20% of genes show
similarity)
HO NHe
Cluster 19 Nrps 9559 Surfactin biosynthetic gene - Chiral
cluster (8% of genes show H "
similarity) HsC W N OH
CHs O U
o)
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Table S1. Continued.
Strainclusters | Type [ Length (bp) [ Most similar known clusters | Predicted core clusters
AQGMO01000001
Cluster 20 Nrps 9098 Fengycin biosynthetic gene & hirgl

cluster (13% of genes show o 7% OH
similarity) U <J\—\<
HsC’S/( \\¥\ \\s o
SN
NHz NQ
Cluster 21 Nrps 6895 - -
Cluster 22 Nrps 6499 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
NAU-B3
Cluster 1 Nrps 65408 | Surfactin biosynthetic gene wo_ o e

cluster (82% of genes show

similarity) - -

Q
HzN CHa Q o} Q 2 CHs
HaC o] Q CHs
ﬁs CHs
CHa

Cluster 2 Phosphonate 40902 - -
Cluster 3 Transatpks 100444 Difficidin biosynthetic gene 0 H

cluster (100% of genes show Y \(% o

similarity)

CHs R
Cluster 4 T3pks 41109 - -
Cluster 5 Terpene 21883 - -
Cluster 6 Transatpk 137831 Fengycin biosynthetic gene | ¢ .
s-Nrps cluster (100% of genes show )\\1
similarity)
. \\w ) .
Hc\o(\(f
T Jifé 5
Cluster 7 Transatpks- 102683 Bacillaene biosynthetic gene a o
Nrps cluster (92% of genes show N § o
similarity) O?ﬁ/ j‘/\N
R o R 6] OH CHs

Cluster 8 Transatpks 78518 Macrolactin biosynthetic

gene cluster (90% of genes -

show similarity)
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Table S1. Continued.

Strainclusters | Type [ Length (bp) [ Most similar known clusters | Predicted core clusters
NAU-B3
Cluster 9 Terpene 20740 - -
Cluster 10 Otherks 41244 Butirosin biosynthetic gene

cluster (7% of genes show -

similarity)
Cluster 11 Bacteriocin- 66795 Bacillibactin  biosynthetic & @ o

Nrps gene cluster (100% of genes i
show similarity) HO N
”/\[( CHs
0 N
(6]

Cluster 12 Nrps 65342 - -
Cluster 13 Other 41418 Bacilysin biosynthetic gene

cluster (100% of genes show -

similarity)
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Table S1. Continued.

Strainclusters | Type [ Length (bp) [ Most similar known clusters | Predicted core clusters
SK19.001
Cluster 1 Other 41418 Bacilysin biosynthetic gene
cluster (100% of genes show -
similarity)
CHa OH 6] (6] OH R

Cluster 2 Transatpks- 82374 Bacillaene biosynthetic gene
Nrps cluster (100% of genes show A\W 0
similarity) 2 N

Cluster 3 Transatpks 85902 Macrolactin biosynthetic HO _0
gene cluster (100% of genes WW/

show similarity) CHs O OH © ° OH ©

Cluster 4 Otherks 41244 Butirosin biosynthetic gene
cluster (7% of genes show -
similarity)

Cluster 5 Terpene 20740 - -

Cluster 6 Lantipeptide 28889 - -

Cluster 7 Terpene 21883 - -

Cluster 8 Transatpks 45822 Difficidin biosynthetic gene HO =0
cluster (53% of genes show W/
similarity) CHs  OH 0 OH 0

Cluster 9 Transatpks 28322 Difficidin biosynthetic gene B
cluster (46% of genes show Wo
similarity) R

) OH

Cluster 10 Nrps 25189 Surfactin biosynthetic gene
cluster (39% of genes show -
similarity)

Cluster 11 Nrps- 87842 Fengycin biosynthetic gene N

Transatpks cluster (80% of genes show @

similarity) ht e P s
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Table S1. Continued.

Strainclusters | Type [ Length (bp) [ Most similar known clusters | Predicted core clusters
SK19.001
Cluster 12 Bacteriocin- 51522 Bacillibactin  biosynthetic B B e
Nrps gene cluster (100% of genes H
show similarity) o H/\H/ . -
o s
Cluster 13 Nrps 27628 Surfactin biosynthetic gene . Crl

cluster (47% of genes show

H
similarity) W M N Ghe
O 0 N CHa
O

Cluster 14 Transatpks 23032 Difficidin biosynthetic gene OH
cluster (26% of genes show HSCW

similarity) CH 0 OH o]

Cluster 15 Nrps 21896 Fengycin biosynthetic gene Chirel

cluster (20% of genes show NH
similarity)

0O
H
vy N
- %
0}
Cluster 16 Nrps 14781 Plipastatin biosynthetic gene

cluster (38% of genes show -
similarity)

Cluster 17 Nrps 8947 Surfactin biosynthetic gene Chiral
cluster (8% of genes show

similarity) HsC W N OH
CHs (0] \O(

Cluster 18 Bacteriocin 6571 - -

Cluster 19 Nrps 1883 - -
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Table S1. Continued.

Strainclusters | Type [ Length (bp) [ Most similar known clusters | Predicted core clusters
9912D
Cluster 1 Nrps 65407 Surfactin biosynthetic gene Ho_ _o e
cluster (82% of genes show
similarity) - o
(s]
CHs Q 0 2 CHs
¥ N ‘
., N e N CHs
H H
[o] o] CHa
ﬁa CHs
CHa
Cluster 2 Otherks 41244 Butirosin biosynthetic gene
cluster (7% of genes show -
similarity)
Cluster 3 Terpene 20740 - -
Cluster 4 Lantipeptide 28889 Micrococcin P1 biosynthetic
gene cluster (8% of genes -
show similarity)
Cluster 5 Transatpks 85902 Macrolactin biosynthetic
gene cluster (100% of genes -
show similarity)
Cluster 6 Transatpks- 83665 Bacillaene biosynthetic gene 7
Nrps cluster (100% of genes show _ N 0
similarity) 0/\]/
R (0] OoH CHs
Cluster 7 Transatpks- 136487 | Fengycin biosynthetic gene =
Nrps cluster (93% of genes show
similarity)
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Table S1. Continued.

Strainclusters | Type [ Length (bp) [ Most similar known clusters | Predicted core clusters
9912D
Cluster 8 Terpene 21883 - -
Cluster 9 Transatpks 100447 Difficidin biosynthetic gene o N

cluster (100% of genes show Y ﬁ/% 0

similarity)

CHs R
Cluster 10 Bacteriocin- 66791 Bacillibactin  biosynthetic o o o
Nrps gene cluster (100% of genes o
show similarity) 0 N /ﬁrN -
o >
0

Cluster 11 Other 41418 Bacilysin biosynthetic gene

cluster (100% of genes show -

similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
JJ-D34
Cluster 1 Nrps 65407 | Surfactin biosynthetic gene o _o e
cluster (78% of genes show
similarity) & i
o) o
HzN (o] CHa [e] [e] o] ~ CHa
W, R N, =
N i N N CHs
H H H
HsC 0] o) CHa
[} CHa
Ha
CHa CHs
Cluster 2 Thiopeptide 45069 Kijanimicin biosynthetic

gene cluster (4% of genes -
show similarity)

Cluster 3 Otherks 41244 Butirosin biosynthetic gene
cluster (7% of genes show -
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Transatpks 85887 Macrolactin biosynthetic

gene cluster (100% of genes -
show similarity)

Cluster 6 Transatpks- 102692 | Bacillaene biosynthetic gene o i
Nrps cluster (100% of genes show o N N 0
similarity) O/\( W(\N
R Q R 6] Cl

OH Hs
Cluster 7 Transatpks- 137832 Fengycin biosynthetic gene ! = ,';:"
Nrps cluster (100% of genes show “, Pl
p similarigty) o M A A S
.\/’i\l/;:\) c HA 8 J\\I L\)
HC ‘~\( = . /‘ -

A - o I8

-ec_\/“\_// " J i \l/’\\

e b L EENE

Ol
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Table S1. Continued.

Strainclusters | Type [ Length (bp) [ Most similar known clusters | Predicted core clusters
JJ-D34
Cluster 8 Terpene 21883 - -
Cluster 9 T3pks 41109 - -
Cluster 10 Transatpks 100450 Difficidin biosynthetic gene o H

cluster (100% of genes show %‘/ \[/§ 0

similarity)

CHs R
Cluster 11 Bacteriocin- 66792 Bacillibactin  biosynthetic " e
Nrps gene cluster (100% of genes H
show similarity) e H/ﬁ( N e
o) N
o

Cluster 12 Other 41418 Bacilysin biosynthetic gene

cluster (100% of genes show -

similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
CBMB205_complete
Cluster 1 Other 41418 Bacilysin biosynthetic gene
cluster (100% of genes show -
similarity) '
Cluster 2 Bacteriocin- 66791 Bacillibactin  biosynthetic i 2
Nrps gene cluster (100% of genes H
show similarity) R N
u/ﬁ( CHa
NHz (9] N
0]
Cluster 3 Transatpks 100453 Difficidin biosynthetic gene o H
cluster (100% of genes show N0
similarity)
CHs R
Cluster 4 T3pks 41100 - -
Cluster 5 Terpene 21883 - -
Cluster 6 Transatpks- 137801 Fengycin biosynthetic gene = ~
Nrps cluster (100% of genes show A : ) Jﬁ T T
similarity) < O 3 1%
Py T rr'yh
- e [ D
-\/\\//\»( )/\ N
L s A AN
—m\(\f ) “\/L
' A
AP
A
A
Cluster 7 Transatpks- 102674 Bacillaene biosynthetic gene o 3
Nrps cluster (100% of genes show y N o
similarity) 0 N WW/\H
R (6] R © OH CHs
Cluster 8 Transatpks 85905 Macrolactin biosynthetic
gene cluster (100% of genes -
show similarity)
Cluster 9 Lantipeptide 28888 - -
Cluster 10 Terpene 20740 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
CBMB205_complete
Cluster 11 Otherks 41244 Butirosin biosynthetic gene
cluster (7% of genes show -
similarity) '
Cluster 12 Nrps 65407 Surfactin biosynthetic gene . chiral
cluster (82% of genes show
similarity)
CHs OH
(o]
(e} (0] ~ 5 CHs
" m““\ CHs

CHs
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
CBMB205_assembly
Cluster 1 Transatpks- 87730 Fengycin biosynthetic gene
Nrps cluster (80% of genes show
similarity)
Cluster 2 Transatpks- 102674 Bacillaene biosynthetic gene
Nrps cluster (100% of genes show
similarity)
OH CHs
Cluster 3 Transatpks 85905 Macrolactin biosynthetic
gene cluster (100% of genes -
show similarity)
Cluster 4 Lantipeptide 28888 - -
Cluster 5 Terpene 20740 - -
Cluster 6 Otherks 41244 Butirosin biosynthetic gene
cluster (7% of genes show -
similarity)
Cluster 7 Other 41418 Bacilysin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 8 Bacteriocin- 66791 | Bacillibactin  biosynthetic A el
Nrps gene cluster (100% of genes "
show similarity) : w/u\ /\[( " CHs
NH2 o}
(6]
Cluster 9 Nrps 22185 Plipastatin biosynthetic gene
cluster (30% of genes show -
similarity)
Cluster 10 Terpene 21883 - -
Cluster 11 T3pks 41100 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters

CBMB205_assembly

Cluster 12 Transatpks 75784 Difficidin biosynthetic gene ‘
cluster (86% of genes show _0
similarity) .

0] OH OH OH (0] OH OH
Cluster 13 Nrps 26566 Surfactin biosynthetic gene T Chiral
cluster (39% of genes show
similarity) ch/K/\[( \E\r
Cluster 14 Nrps 28255 Surfactin biosynthetic gene v Chiral

cluster (47% of genes show

L : H
similarity) HOMN CH
0 0 U

0
Cluster 15 Transatpks 24565 Difficidin biosynthetic gene HO 29
cluster (26% of genes show Y\[W
0

similarity) CHs

Cluster 16 Nrps 13586 Fengycin biosynthetic gene
cluster (20% of genes show
similarity)

HO

Cluster 17 Nrps 10519 Surfactin biosynthetic gene
cluster (8% of genes show
similarity)
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Table S1. Continued.

Predicted core clusters

Type

| Length (bp) | Most similar known clusters |

Chiral

Strain clusters |
CBMB205_assembly

o}

Cluster 18

Nrps

10053 Fengycin biosynthetic gene
cluster (13% of genes show

similarity)

OH
CHs 3
0 &

HsC O\\\ N§ 0
SN
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
FKM10
Cluster 1 Other 41418 Bacilysin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 2 Bacteriocin- 51791 Bacillibactin  biosynthetic —_ e
Nrps gene cluster (100% of genes o
show similarity) HO N
H/\[( CHs
oY
0
Cluster 3 Transatpks 100453 Difficidin biosynthetic gene o “
cluster (100% of genes show Y \(% o
similarity)
CHs R
Cluster 4 T3pks 41109 - -
Cluster 5 Terpene 21883 - -
Cluster 6 Nrps- 137801 Fengycin biosynthetic gene
Transatpks cluster (100% of genes show
similarity)
Cluster 7 Transatpks- 102674 Bacillaene biosynthetic gene
Nrps cluster (100% of genes show
similarity)
Cluster 8 Transatpks 85905 Macrolactin biosynthetic
gene cluster (90% of genes -
show similarity)
Cluster 9 Lantipeptide 28888 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
FKM10
Cluster 10 Terpene 20740 - -
Cluster 11 Otherks 41244 Butirosin biosynthetic gene
cluster (7% of genes show -
similarity) .
Cluster 12 Nrps 65407 Surfactin biosynthetic gene . chiral
cluster (78% of genes show
similarity)
CHs OH
o
HzN O o = CHs
N CHs

HsC

CHa
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters

K26

Cluster 1 Other 41418 Bacilysin biosynthetic gene
cluster (100% of genes show -
similarity)

Cluster 2 Transatpks 85902 Macrolactin biosynthetic Ho _0
gene cluster (100% of genes Y\(\H/WYYW\/
show Simi]arity) CHs OH o o OH o o OH ¢ OH

Cluster 3 Transatpks- 82375 Bacillaene biosynthetic gene G oo 8 N

Nrps cluster (100% of genes show OMN WWO
similarity) H
OH CH OH o]
Cluster 4 Transatpks- 111670 | Fengycin biosynthetic gene
Nrps cluster (93% of genes show
similarity) Q ),//©,

Cluster 5 Terpene 21883 - -

Cluster 6 Transatpks 100444 Difficidin biosynthetic gene "
cluster (100% of genes show RWWYWO
similar |ty) o OH  OH 0 oH O OH OH OH OH O OH o OH

Cluster 7 Lantipeptide 28889 - -

Cluster 8 Terpene 20740 - -

Cluster 9 Otherks 41244 Butirosin biosynthetic gene
cluster (7% of genes show -
similarity)

Cluster 10 Nrps 27949 Surfactin biosynthetic gene i kel
cluster (47% of genes show H i3
similarity) HO M N CHs

o 0 >~ Che
0
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
K26
Cluster 11 Nrps 26083 Surfactin biosynthetic gene
cluster (39% of genes show -
similarity)
Cluster 12 Ladderane 41217 - - .
Cluster 13 Bacteriocin- 66792 Bacillibactin  biosynthetic o o ey
Nrps gene cluster (100% of genes "
show similarity) HO N
H/\[( CHe
o =
QO
Cluster 14 Nrps 10159 Surfactin biosynthetic gene Chiral
NHz
cluster (8% of genes show 5
similarity) HeC W § OH
GCHs 0] U
0
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
B26
Cluster 1 Transatpks 75787 Difficidin biosynthetic gene H
@] N
cluster (86% of genes show X
similarity)
CHs R
Cluster 2 T3pks 41109 - -
Cluster 3 Terpene 21883 - -
Cluster 4 Nrps 48404 Plipastatin biosynthetic gene - el
cluster (53% of genes show
similarity) o

Cluster 5 Nrps 24757 -

Cluster 6 Other 41418 Bacilysin biosynthetic gene
cluster (100% of genes show
similarity)

Cluster 7 Terpene 20740 -

Cluster 8 Transatpks 85896 Macrolactin biosynthetic
gene cluster (100% of genes
show similarity)

Cluster 9 Nrps- 102689 Bacillaene biosynthetic gene

Transatpks cluster (100% of genes show
similarity)

Cluster 10 Nrps- 88616 Fengycin biosynthetic gene

Transatpks cluster (86% of genes show
similarity)

Cluster 11 Nrps 35338 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters

B26

Cluster 12 Nrps 37080 Surfactin biosynthetic gene heG e i
cluster (47% of genes show CHs
similarity) 2

HaN o] CHa
H
o, N CHz
s CHs
(2]

Cluster 13 Nrps 28237 Surfactin biosynthetic gene Chiral
cluster (47% of genes show
similarity) CHs

> CHa

Cluster 14 Bacteriocin- 51794 Bacillibactin  biosynthetic 5 ” 8El"a'

Nrps gene cluster (100% of genes
show similarity) HO N
H/\H/ CHs
¢ S
0

Cluster 15 Otherks 41244 Butirosin biosynthetic gene
cluster (7% of genes show -
similarity)

Cluster 16 Transatpks 24629 Difficidin biosynthetic gene OH
cluster (26% of genes show HsC W
similarity)

OH @) OH @]

Cluster 17 Nrps 7256 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
LS69
Cluster 1 Nrps 65407 Surfactin biosynthetic gene o e
cluster (82% of genes show
similarity) = &
o
CHa ] [¢] o] e CHs
K K
= N 5 H‘”’ CHa
o] E i o CHa
) CHa
Cluster 2 Otherks 41244 Butirosin biosynthetic gene
cluster (7% of genes show -
similarity)
Cluster 3 Terpene 20740 - -
Cluster 4 Lantipeptide 28888 - -
Cluster 5 Transatpks 85905 Macrolactin biosynthetic
gene cluster (100% of genes -
show similarity)
Cluster 6 Nrps- 102674 Bacillaene biosynthetic gene
Transatpks cluster (100% of genes show
similarity)
Cluster 7 Nrps- 137801 Fengycin biosynthetic gene
Transatpks cluster (100% of genes show
similarity)
Cluster 8 Terpene 21883 - -
Cluster 9 T3pks 41109 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
L.S69
Cluster 10 Transatpks 100453 Difficidin biosynthetic gene o H

cluster (100% of genes show Y % o

similarity)

CHs R .
Cluster 11 Bacteriocin- 66791 | Bacillibactin  biosynthetic e g S
Nrps gene cluster (100% of genes o
show similarity) hO N /\[( N e
0 X
O

Cluster 12 Other 41418 Bacilysin biosynthetic gene

cluster (100% of genes show -

similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
RC218
Cluster 1 Nrps 65407 | Surfactin biosynthetic gene Ho_ o ol
cluster (91% of genes show
similarity) i 2
HzN CHa o (o] (o} 7 CHa
N f |
N = N CHs
HsC O [¢] CHs
[ CHs
Ha
CHa CHa
Cluster 2 Otherks 41244 Butirosin biosynthetic gene
cluster (7% of genes show -
similarity)
Cluster 3 Transatpks 24266 Difficidin biosynthetic gene e OH
cluster (26% of genes show : W
similarity) OH o) OH 0
Cluster 4 Transatpks- 102695 Bacillaene biosynthetic gene 9 i
Nrps cluster (100% of genes show N it o
similarity) 04\( \(\H
R 6] R 8] CH CHa
Cluster 5 Transatpks 85905 Macrolactin biosynthetic
gene cluster (100% of genes -
show similarity)
Cluster 6 Terpene 20740 - -
Cluster 7 Transatpks- 88755 Fengycin biosynthetic gene oH e
Nrps cluster (86% of genes show
similarity)
ol
(o} =
L
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
RC218
Cluster 8 Other 41418 Bacilysin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 9 Lantipeptide 27056 Subtilin  biosynthetic gene
cluster (100% of genes show -
similarity) .
Cluster 10 Bacteriocin- 51792 | Bacillibactin  biosynthetic " col
Nrps gene cluster (100% of genes Y
imilari HO N
show similarity) N /ﬁ}/ -
0 S
(0]
Cluster 11 Transatpks 28662 Difficidin biosynthetic gene NHz
cluster (46% of genes show o
similarity) B =
0 OH ,
Cluster 12 Nrps 49224 Plipastatin biosynthetic gene HO ol
cluster (53% of genes show
similarity) ”
NH:z HO
E o
0 n@ HN 4 5
o , % ! 13‘g /O OH
HsC H m o o\ w
HeN 4 o]
OH / %, }‘f
HsGC o \
28
Cluster 13 Terpene 21883 - -
Cluster 14 T3pks 41109 - -
Cluster 15 Transatpks 46720 Difficidin biosynthetic gene HO =P
cluster (53% of genes show
similarity) CHs O OH 0 OH
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
AP183
Cluster 1 Bacteriocin- 51792 Bacillibactin  biosynthetic e

OH 0}
Nrps gene cluster (100% of genes - H
.. R N
show similarity) H/\ﬂ/ o
0 X
(©)
Cluster 2 Transatpks 75784 Difficidin biosynthetic gene L
cluster (86% of genes show .0
similarity) R

6] OH OH OH o] OH 6] OH
Cluster 3 Other 41418 Bacilysin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 4 Transatpks 46090 Myxovirescin  biosynthetic HO 0
gene cluster (17% of genes \(\(\W
show similarity) CHs _ OH OH o 0
Cluster 5 Transatpks- 30008 Thiomarinol biosynthetic
T1pks gene cluster (5% of genes
show similarity)
Cluster 6 Transatpks- 102692 Bacillaene biosynthetic gene
T1pks cluster (100% of genes show
similarity)
Cluster 7 Transatpks- 103075 Fengycin biosynthetic gene
T1lpks cluster (93% of genes show
similarity)
Cluster 8 Transatpks 68255 Macrolactin biosynthetic

gene cluster (80% of genes -
show similarity)

Cluster 9 Terpene 20740 - -

Cluster 10 Otherks 41244 Butirosin biosynthetic gene
cluster (7% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
AP183
Cluster 11 Nrps 25177 Surfactin biosynthetic gene
cluster (43% of genes show -
similarity) ,
Cluster 12 Nrps 38360 Surfactin biosynthetic gene - e
cluster (47% of genes show B e
similarity) HaG °©
N K oA
N
o] CHs O H
o]
CHs
Cluster 13 Transatpks 47375 Difficidin biosynthetic gene HO OH
cluster (26% of genes show
similarity) e} OH o} OH OH o o}
Cluster 14 Nrps 19928 Fengycin biosynthetic gene
cluster (20% of genes show
similarity)
HO &
CHa
\X\(O
0]
2N 3 V‘J&\‘&\LN
b
J o
Cluster 15 Transatpks 8122 Bryostatin biosynthetic gene
cluster (80% of genes show
similarity) HsC
Cluster 16 T3pks 26386 - -
Cluster 17 Terpene 21883 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
G341
Cluster 5 Nrps 65407 Surfactin biosynthetic gene o " St
cluster (91% of genes show
similarity)
CHs OH
o]
CHs [9] (8] (o] o~ CHa
§ y
i, ﬁ i, ﬁ\* CHe
O o] CHa
G CHs
Hs
CHa CHa
Cluster 2 Otherks 41244 Butirosin biosynthetic gene
cluster (7% of genes show -
similarity)
Cluster 3 Lantipeptide- 45895 - i
Terpene
Cluster 4 Transatpks 85893 Macrolactin biosynthetic
gene cluster (100% of genes -
show similarity)
Cluster 5 Nrps- 102698 Bacillaene biosynthetic gene e
Transatpks cluster (100% of genes show N N 8
similarity) 04\[/ w-hu
0 R 0 OH CHa
Cluster 6 Nrps- 139131 Fengycin biosynthetic gene )\ N = - g
Transatpks cluster (100% of genes show | - e /‘\ O > .
similarit © A /i i
y) j\.' ' /\J/ (U\‘; ! \(‘LE/&}W
\/\/\“/ . n cH 2 ”
A
Y Y "£
mcf\f\i ( g .
Oy Y“t(\
Cluster 7 Terpene 21883 - -
Cluster 8 T3pks 41109 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
G341
Cluster 9 Transatpks 100450 Difficidin biosynthetic gene o H

cluster (100% of genes show Y \]/§ 0

similarity)

CHs R _
Cluster 10 Bacteriocin- 66794 Bacillibactin  biosynthetic P i
Nrps gene cluster (100% of genes i
show similarity) 22 X /ﬁr i -
0 N
(6]

Cluster 11 Other 41418 Bacilysin biosynthetic gene

cluster (100% of genes show -

similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
AP194
Cluster 1 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 2 Transatpks 85893 Macrolactin biosynthetic gene | +o 0
cluster (100% of genes show WYWW\H/\/
S|m||ar|ty) CHs OH o} OH (o] 0 OH (0] OH (o]
Cluster 3 Transatpks 45699 Difficidin  biosynthetic gene HO 58
cluster (53% of genes show \mm/\/
similarity) CHs O oH_ 0O o
Cluster 4 Lantipeptide 27137 Haloduracin alpha / haloduracin
beta biosynthetic gene cluster -
(40% of genes show similarity)
Cluster 5 Transatpks- 85704 Bacillaene biosynthetic gene g B P 8GN E DB W B g o
Nrps cluster (100% of genes show #\MMMW
similarity) ° o ol oen o o
Cluster 6 T3pks 41100 - -
Cluster 7 Nrps 23938 Plipastatin  biosynthetic gene
cluster (46% of genes show -
similarity)
Cluster 8 Terpene 21883 - -
Cluster 9 Transatpks 30074 Difficidin  biosynthetic gene NH:
cluster (46% of genes show OH
similarity) R
0 CH
Cluster 10 Transatpks 24406 Difficidin  biosynthetic gene - W\/OH
cluster (26% of genes show °
similarity) OH 0 OH 0
Cluster 11 Nrps 13196 Fengycin  biosynthetic  gene o ol
cluster (20% of genes show aat
similarity) % 4
N
N
HO
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters
AP194
Cluster 12 Nrps 9648 Fengycin biosynthetic gene A chiral
cluster (13% of genes show - 7 O
similarity) N
HsC &
/8/4 }}\N\s (0]
NH: NQ
Cluster 13 Transatpks- 77730 Rhizocticin biosynthetic - ohiral
Nrps gene cluster (16% of genes
show similarity) o) 0 0
H H
N, N
H H
(0] o] (0] o o R
CHs NHz2
CHs -
Cluster 14 Nrps 65413 Surfactin biosynthetic gene - cniel
cluster (91% of genes show
similarity)
0]
Y, H‘ CHs
CHs
CHs CHs
Cluster 15 Otherks 41244 Butirosin biosynthetic gene
cluster (7% of genes show -
similarity)
Cluster 16 Terpene 20740 - - ,
Cluster 17 Bacteriocin- 66789 Bacillibactin  biosynthetic & @ s
Nrps gene cluster (100% of genes H
show similarity) - H/\H/ ' CHa
(0] NS
o
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Table S1. Continued.

similarity)

Strain clusters | Type | Length (bp) | Most similar known clusters | Predicted core clusters

AP194

Cluster 18 Nrps- 87890 Fengycin biosynthetic gene on o
Transatpks cluster (80% of genes show
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
B25
Cluster 1 Nrps 65407 Surfactin  biosynthetic  gene Ho_ o o
cluster (78% of genes show
similarity) &b a
(0]
HzN CHs o] [e] o] = CHa
N { !
e, N o N GHa
H H
HsC o] o] CHa
Ea CHs
CHa
Cluster 2 Thiopeptide 45069 Kijanimicin biosynthetic gene
cluster (4% of genes show -
similarity)
Cluster 3 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Lantipeptide 28676 - -
Cluster 6 Transatpks 85869 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 7 Transatpks- 102704 Bacillaene biosynthetic gene - i
Nrps cluster (100% of genes show N o
similarity) Ofﬁ/ \"(\H
0 R o] OH CHs
Cluster 8 Transatpks- 137827 Fengycin  biosynthetic  gene g P
Nrps cluster (100% of genes show P o wle - { A(\»-*‘
similarity) v © @gj ,g i ,»\f :
b N e b1
: W P i i i =
| N " N
|c\(\f “\(/k
L
BRI o S
wo s AL YT
O Y
CNA
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
B25
Cluster 9 Terpene 21883 - -
Cluster 10 T3pks 41109 - -
Cluster 11 Transatpks 100438 Difficidin  biosynthetic gene o H
cluster (100% of genes show Y W/%o
similarity)
CHs R _
Cluster 12 Bacteriocin- 66792 Bacillibactin biosynthetic gene o o s
Nrps cluster (100% of genes show "
similarity) . /ﬁ(N
N CHa
H
O Y
O
Cluster 13 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
D2-2
Cluster 1 Nrps 65407 Surfactin  biosynthetic  gene Ho ol
cluster (82% of genes show
similarity) i ”
CHs O 0 o @
O » CHs
»013 CHs
Chs CHs
Cluster 2 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 3 Terpene 20740 - -
Cluster 4 Transatpks 85887 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 5 Transatpks- 102698 Bacillaene biosynthetic gene c
Nrps cluster (100% of genes show - § 0
similarity) O/\f \K\H
R (0] R 0] OH CHa -
Cluster 6 Transatpks- 137962 Fengycin  biosynthetic  gene j » ‘
Nrps cluster (100% of genes show )\\\i % ¢ ; g
similarity) \/\/H( LA (ﬁ \(‘(,\r
Cluster 7 Terpene 21883 - -
Cluster 8 T3pks 41100 - -
Cluster 9 Transatpks 98975 Difficidin  biosynthetic gene o y
cluster (100% of genes show Y \K\o
similarity) o R
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Table S1. Continued.

Predicted core clusters

Strain clusters | Type | Length (bp) [ Most similar known clusters |
D2-2
Cluster 10 Bacteriocin- 66796 Bacillibactin biosynthetic i B e
Nrps genecluster (100% of genes o
show similarity) HO " /ﬁ( N -
N
0 9
O
Cluster 11 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 12 Thiopeptide 29487 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
KACC 18228
Cluster 1 Transatpks- 88593 Fengycin  biosynthetic gene HoO ol
Nrps cluster (86% of genes show
similarity)
HaN (o] o
HN
\i‘/g HN NH:
(e]
(0] NH ﬂ
[¢] I;JH
HO Ké\fo
OH HN
R OH
o] V;JH
OH HNTQ
HO CHs
Cluster 2 Transatpks- 102686 Bacillaene biosynthetic gene . a o o "
Nrps cluster (100% of genes show )\(MM/LW
similarity) or oo
Cluster 3 Transatpks 85907 Macrolactin biosynthetic gene 0
cluster (100% of genes show
similarity) OH  OH
Cluster 4 Nrps 14235 Fengycin  biosynthetic  gene Chiral
cluster (26% of genes show
similarity)
NH2
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
KACC 18228
Cluster 5 Bacteriocin- 66794 Bacillibactin biosynthetic gene i SR
Nrps cluster (100% of genes show .
similarity) HO N
N CHs
Y
0 N
(6]
Cluster 6 Transatpks 46832 Difficidin  biosynthetic gene HO 29
cluster (53% of genes show W
similarity) CHs O OH OH 0
Cluster 7 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 8 Terpene 20740 - -
Cluster 9 Nrps 11190 Fengycin  biosynthetic  gene " Chiral
cluster (20% of genes show 7 OH
similarity) CHa w
o] 0
HsC \ § 0
NH: NQ
Cluster 10 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 11 Transatpks 53381 Difficidin  biosynthetic gene e
cluster (60% of genes show WWO
similarity) R
0 OH OH 0 OH o} OH OH
Cluster 12 T3pks 41109 - -
Cluster 13 Nrps 22464 Plipastatin  biosynthetic gene
cluster (30% of genes show -
similarity)
Cluster 14 Thiopeptide- 26819 -
Lantipeptide i
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Table S1. Continued.

cluster (82% of genes show
similarity)

CHs OH

CHs

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
KACC 18228
Cluster 15 Nrps 65410 Surfactin  biosynthetic gene | o 5 chiral

CHs
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
S3-1
Cluster 1 Nrps 65407 Surfactin  biosynthetic  gene o o o
cluster (82% of genes show
similarity) & i
CHa o 0] o /O CHs
N H‘“‘“ CHs
] (o] CHs
ﬁg CHs
CHa
Cluster 2 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 3 Terpene 20740 - -
Cluster 4 Lantipeptide 28888 - -
Cluster 5 Transatpks 85905 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 6 Transatpks- 102674 Bacillaene biosynthetic gene o B
Nrps cluster (100% of genes show _ N 8 o
similarity) O/Y WN/\H
0 R o] OH CHs _
Cluster 7 Transatpks- 137801 Fengycin  biosynthetic  gene ) Yoop =
Nrps cluster (100% of genes show /,\ i '}4)\\\‘”"\-~
similarity) ~" @ Q e
>y AITo
\/\/\( e l -.,Y,M‘n e
B e NAL
\( - NN
Y\( A A
L EAL AT
Cluster 8 Terpene 21883 - -
Cluster 9 T3pks 41109 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
S3-1
Cluster 10 Transatpks 100453 Difficidin  biosynthetic gene o ﬂ
cluster (100% of genes show N
similarity) Y W/\
CHs R _
Cluster 18 Bacteriocin- 66791 Bacillibactin biosynthetic gene S E e
Nrps cluster (100% of genes show K
similarity) HO N
ﬁ/\[( CHa
O Y
0]
Cluster 19 Other 41418 Bacilysin  biosynthetic gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
NBIF-003
Cluster 1 Nrps- 114892 Fengycin  biosynthetic  gene
Transatpks cluster (93% of genes show
similarity)
Cluster 2 Transatpks- 102674 Bacillaene biosynthetic gene
Nrps cluster (100% of genes show
similarity)
Cluster 3 Transatpks 85905 Macrolactin biosynthetic gene 20
cluster (100% of genes show | M€
similarity) OH o] OH o] 0 OH OH o OH
Cluster 4 Transatpks 100453 Difficidin  biosynthetic gene o H
cluster (100% of genes show Y Y%o
similarity)
CHs R
Cluster 5 T3pks 41109 - -
Cluster 6 Terpene 21883 - -
Cluster 7 Nrps 22957 Plipastatin biosynthetic gene
cluster (30% of genes show -
similarity)
Cluster 8 Bacteriocin- 51791 Bacillibactin biosynthetic gene " S
Nrps cluster (100% of genes show H
similarity) RO u/\H/’\‘ -
0 X
(6]
Cluster 9 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
NBIF-003
Cluster 10 Nrps 65407 Surfactin  biosynthetic  gene ol
cluster (82% of genes show
similarity) = o
CHs (o} (e} CHa
i, q,
. E . CHa
0 o}
c CHa
Hs
Cluster 11 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 12 Terpene 20740 - -
Cluster 13 Lantipeptide 28888 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
AP214
Cluster 1 Transatpks 53090 Difficidin  biosynthetic gene e
cluster (60% of genes show 0
similarity) R
Cluster 2 Transatpks- 77735 Rhizocticin biosynthetic gene cnrel
Nrps cluster (22% of genes show
similarity)
§
\|/§O
R
Cluster 3 Transatpks- 87728 Fengycin  biosynthetic  gene oH o
Nrps cluster (80% of genes show =°
similarity) H“@wgm
O%s/NH
Cluster 4 Nrps 36551 Surfactin  biosynthetic  gene Chiral
cluster (47% of genes show
similarity)
CHs
CHs
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

AP214

Cluster 5 Nrps 41963 Bacillibactin biosynthetic gene oy 3 e
cluster (100% of genes show
similarity)

Cluster 6 Nrps 37288 Plipastatin  biosynthetic gene
cluster (46% of genes show
similarity)

Cluster 7 Transatpks 45022 Difficidin  biosynthetic gene
cluster (46% of genes show -
similarity)

Cluster 8 T3pks 41109 - -

Cluster 9 Terpene 21883 - -

Cluster 10 Nrps 27924 Surfactin  biosynthetic  gene it Chiral
cluster (47% of genes show ]
similarity) HO MH CHe

0 0 . CHs
0
Cluster 11 Transatpks- 102683 Bacillaene biosynthetic gene WO G on 0 ow o O oi B
Nrps cluster (100% of genes show a)j(‘M/UU\MHW“

similarity) ° o or oen oo
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
AP214
Cluster 12 Nrps 9651 Fengycin  biosynthetic  gene " thiral

7/

cluster (20% of genes show / OH
similarity) ChHs <\/\\<
o) o
Hac’w \ \\\ 0
S—N
NHz NQ

Cluster 13 Terpene 20740 - -
Cluster 14 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 15 Nrps 84176 Bacilysin  biosynthetic  gene s Chiral
cluster (100% of genes show
similarity)
0O o R O R
O N
o} NH2 (0} R e} CHs
CHa
o

Cluster 16 Transatpks 85888 Macrolactin biosynthetic gene | ro o
cluster (100% of genes show WW(\H/\/

similarity) CHs  OH o) OH o 0 OH o} OH o
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
JS25R ,
Cluster 1 Nrps 65407 Surfactin  biosynthetic  gene Ho. _o e
cluster (82% of genes show
similarity) - ”
o]
CHa 0 O o] = CHs
H /¢q |
o, N Yo N CHa
H H
o] o] CHa
o] CHa
Ha
CHs CHs
Cluster 2 Phosphonate 40902 - -
Cluster 3 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Transatpks 85899 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 6 Nrps- 102683 Bacillaene biosynthetic gene - H
Transatpks cluster (100% of genes show N N 0
similarity) 04\( j(\u
0 R o] OH CHs -
Cluster 7 Nrps- 137830 Fengycin  biosynthetic  gene I o ‘
Transatpks cluster (100% of genes show | ° ‘\\/.,_ A 6\, s oy T
similarity) L8 ﬁr/c\i Ca L
e Somi | B “/
“C\/.\1¢‘ (o n HIM\/ ¥
J\l) 1:\
Nj\'"; Y H/'ﬁ
\x/ { /C )L L
L <WW “(.J.\ ) ,' N
R Se:
L
Cluster 8 Terpene 21883 - -
Cluster 9 T3pks 41109 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
JS25R
Cluster 10 Transatpks 100444 Difficidin  biosynthetic gene o ﬁ
cluster (100% of genes show N
similarity) Y Y\
CHs R
Cluster 11 Bacteriocin- 66795 Bacillibactin biosynthetic gene - e
Nrps cluster (100% of genes show .
similarity) HO N
u/ﬁr CHs
oY
0
Cluster 12 Nrps 65342 - -
Cluster 13 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
UCMB5036
Cluster 1 Nrps 65407 Surfactin  biosynthetic  gene chiral
cluster (91% of genes show
similarity)
CHs
CHs
Cluster 2 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 3 Terpene 20740 - -
Cluster 4 Transatpks 85881 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 5 Transatpks- 102392 Bacillaene biosynthetic gene 0
Nrps cluster (100% of genes show § o
similarity) 04\/ \H/\H
0 R o} _
Cluster 6 Transatpks- 137815 Fengycin  biosynthetic  gene S P
Nrps cluster (100% of genes show ) /(\‘
similarity) . L3
NS 0
A
A,
- A
PAve
-\/»J‘\«%/xxﬁ'\[«
A,
A
Cluster 7 Terpene 21883 - -
Cluster 8 T3pks 41100 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
UCMB5036
Cluster 9 Transatpks 100447 Difficidin  biosynthetic gene 0 H
cluster (100% of genes show %‘/ w/%o
similarity)
CHs R
Cluster 10 Bacteriocin- 66791 Bacillibactin biosynthetic gene " 83”3'
Nrps cluster (100% of genes show
similarity) R \Hk §
N/\[( CHs
H
NHz 0 N
0
Cluster 11 Nrps 44115 - -
Cluster 12 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SB1216
Cluster 1 Nrps 65407 Surfactin  biosynthetic  gene Ho_ o o
cluster (91% of genes show
similarity) i i
0
CHs o] o] (o] s CHs
- N " u*‘ CHs
o o CHa.
aa CHa
GHa
Cluster 2 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 3 Terpene 20740 - -
Cluster 4 Transatpks 83565 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 5 Nrps- 102692 Bacillaene biosynthetic gene o
Transatpks cluster (100% of genes show N y o
similarity) 04\( \H/\H
R 0 R 0 OH Chs
Cluster 6 Nrps- 13172 Fengycin  biosynthetic  gene i ; B 13
Transatpks cluster (100% of genes show )H % /¢ ; /g
similarit BTN N A A E
y) ,\/L r K
U o ng
EPSTILLN
s g ‘,:é@?n
Cluster 7 Other 41418 Bacilysin_biosynthetic_gene_cl
uster (85% of genes show -
similarity)
Cluster 8 T3pks 41109 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SB1216
Cluster 9 Transatpks 100456 Difficidin  biosynthetic gene o §
cluster (100% of genes show Y \ﬁo
similarity)
CHs R _
Cluster 10 Bacteriocin- 66792 Bacillibactin biosynthetic gene - e
Nrps cluster (100% of genes show i
similarity) Rw)J\ N
H/\[( CHs
NHz 0 S
O T
Cluster 11 Terpene 21883 Bacillibactin biosynthetic gene B s
cluster (100% of genes show H
Filari HO N
similarity) H/ﬁ]/ e
0 -
(6]
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
CC09
Cluster 1 Nrps- 128301 Fengycin  biosynthetic  gene "o (i/
Transatpks- cluster (93% of genes show » &“’
Bacteriocin similarity) })\N %/gﬁ o o d N
mc\‘/i\fJ ‘:I L \L !
HC <’7/J\}1 1\ deA
Cluster 2 Transatpks- 102683 Bacillaene biosynthetic gene o R
Nrps cluster (100% of genes show § § o
similarity) o%\( \”/\u
R o) OH CHs
Cluster 3 Transatpks 85887 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity) _
Cluster 6 Nrps 65407 Surfactin  biosynthetic  gene | .o . S
cluster (91% of genes show
similarity)
CHs OH
o]
O o] = CHa
H
N"’"r.« -
H CHs
0 0 CHa
CHa CHa
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
CC09
Cluster 7 Transatpks- 77757 Rhizocticin biosynthetic gene - chiel
Nrps cluster (22% of genes show
similarity) 0 o 0
H H
(0] [¢] (0] o o R
CHs NHz
CHs
Cluster 8 Other 41418 Bacilysin  biosynthetic  gene
cluster (85% of genes show -
similarity)
Cluster 9 Nrps 60005 - -
Cluster 10 Bacteriocin- 51794 Bacillibactin biosynthetic gene - e
Nrps cluster (100% of genes show 5
similarity) HO N
N CHs
Y
O T
0
Cluster 11 Transatpks 100450 Difficidin  biosynthetic gene o H
cluster (100% of genes show NS
similarity) Y \(\
CHs R
Cluster 12 T3pks 41109 - -
Cluster 13 Terpene 21883 - -
Cluster 14 Nrps 22720 Plipastatin biosynthetic gene
cluster (30% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
CFSANO034338
Cluster 1 Terpene 13634 - -
Cluster 2 Terpene 29871 - -
Cluster 3 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 4 Transatpks 68716 Macrolactin biosynthetic gene | ro 0
cluster (100% of genes show M}/\[mmm/\ﬂ/\/\/
S|m||ar|ty) CHs OH (0] (0] OH (0] (6] OH [¢] OH
Cluster 5 Transatpks- 59131 Bacillaene biosynthetic gene 0
Nrps cluster (85% of genes show “\H\NW\H/\W\/W
similarity) &
NH- [o] OH OH o OH o] OH (o] OH
Cluster 6 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 7 Transatpks 28165 Difficidin  biosynthetic gene hliE
cluster (46% of genes show 0
similarity) i
0 OH
Cluster 8 Nrps 25179 Surfactin ~ biosynthetic  gene
cluster (43% of genes show -
similarity)
Cluster 9 Bacteriocin- 26509 Bacillibactin biosynthetic gene
Nrps cluster (76% of genes show -
similarity)
Cluster 10 T3pks 23877 - -
Cluster 11 Nrps 27595 Surfactin  biosynthetic  gene - i
cluster (47% of genes show o I o
similarity) M
o @) \O CHa
Cluster 12 Transatpks 22682 Difficidin  biosynthetic gene OH
cluster (26% of genes show HGC/\(W\H/V
similarity) OH 0 OH 0
Cluster 13 Transatpks 39780 Bacillaene biosynthetic gene HO =0
cluster (21% of genes show W
similarity) CHs  OH 0
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
CFSANO034338 ‘
Cluster 14 Transatpks- 76026 Bacillomycin biosynthetic gene s
Nrps cluster (100% of genes show HNL o C/
similarity) N &
(e]
Cluster 15 Nrps 13938 Fengycin  biosynthetic  gene
cluster (20% of genes show
similarity)
Cluster 16 Nrps 9325 Fengycin  biosynthetic  gene & Chiral
cluster (13% of genes show 7% OH
similarity) Ctk <\/\<
HsC O\ \\s o
SN
NH: NQ
Cluster 17 Nrps 8901 Surfactin  biosynthetic  gene il Chiral
cluster (8% of genes show gz
similarity) HsC W y oH
CHs O \E\@/
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
CFSANO034338
Cluster 18 Nrps 7875 Fengycin  biosynthetic  gene g, e
cluster (20% of genes show 0 =
similarity)
H“‘“ CHa
NH2 CHa
HO ‘
Cluster 19 Nrps 6339 Bacillibactin biosynthetic gene e
cluster (23% of genes show 5
similarity) N
HZN/\H/ CHs
o =
o
Cluster 20 Other 3125 - -
Cluster 21 Nrps 1906 - -
Cluster 22 Transatpks 45630 Difficidin  biosynthetic gene HO =0
cluster (53% of genes show mm/\ﬂ/\/
similarity) CHs OH 0O oH 0
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
NRRL B-4257
Cluster 1 Transatpks 100453 Difficidin  biosynthetic gene o H
cluster (100% of genes show ~ g
similarity) Y \(\
CHs R
Cluster 2 T3pks 41109 - -
Cluster 3 Terpene 20740 - -
Cluster 4 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 5 Terpene 21883 - -
Cluster 6 Nrps 13862 Fengycin  biosynthetic  gene
cluster (26% of genes show
similarity)
0
N
HO NH>
Cluster 7 Nrps 14408 Plipastatin biosynthetic gene
cluster (30% of genes show -
similarity)
Cluster 8 Nrps 8922 Surfactin  biosynthetic  gene T Chiral
cluster (8% of genes show £
similarity) HsC W N OH
CHs 0 U
0
Cluster 9 Nrps 27617 Surfactin  biosynthetic  gene Chiral
NH2
cluster (47% of genes show £
similarity) HO M § CHs
O (@] ol CHs
0
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
NRRL B-4257
Cluster 10 Nrps 11967 Fengycin biosynthetic  gene . il
cluster (20% of genes show 7 OH
similarity) ah <\/\\<
HaG O 0o
Y ¢ 2
Cluster 11 Nrps 2335 - -
Cluster 12 Nrps 1883 - -
Cluster 13 Nrps 1223 - -
Cluster 14 Phosphonate 40902 - i
Cluster 15 Transatpks- 102677 Bacillaene biosynthetic gene W P D o1 R N RE I W Bw g
Nrps cluster (100% of genes show )\ﬂ/ W/\ﬂ/v
similarity) ° Moo Mo
Cluster 16 Transatpks 85902 Macrolactin biosynthetic gene 0
cluster (100% of genes show HSCWW
similarity) oH © 0 oH 0O OH OH O
Cluster 17 Nrps 25178 Surfactin  biosynthetic  gene
cluster (39% of genes show -
similarity)
Cluster 18 Nrps- 88020 Fengycin  biosynthetic  gene o
Transatpks cluster (80% of genes show
similarity)



http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#phosphonate
http://antismash.secondarymetabolites.org/help#transatpks
http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#transatpks
http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#transatpks

Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
NRRL B-4257
Cluster 19 Nrps 40295 - -
Cluster 20 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 21 Lantipeptide 23984 Mersacidin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 22 Nrps- 66793 Bacillibactin biosynthetic gene B B e
Bacteriocin cluster (100% of genes show H
similarity) = N/ﬁ]/N il
H
0 X
o
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
YAU B9601-Y2
Cluster 1 Nrps 54640 Surfactin  biosynthetic ~ gene - Chirs!
cluster (82% of genes show
similarity) HsC
H
HaN N
% H
N o)
o —0
N e CHs
H
(0] CHs
HsC CHs
Cluster 2 Phosphonate 40884 - -
Cluster 3 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Transatpks 85902 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 6 Transatpks- 102680 Bacillaene biosynthetic gene O R
Nrps cluster (100% of genes show H H -
similarity) O/\( \H/\N
H
R 0 R 0 OH CHs _
Cluster 7 Transatpks- 137831 Fengycin  biosynthetic  gene I -;
Nrps cluster (100% of genes show 1. /‘(g\\ 0O e X
.. . ~ \3/ \ VY z
similarity) (o 7w B
o) ﬁ/& ) . /‘\,]/"*’)\/ Y
\/\/\W\‘/ I \(/Q : .
o ATy
AN
T T
\ Fa
C <77J\ /‘\J/ \"/‘j\"”?\'\
A o
QL
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
YAU B9601-Y2
Cluster 8 Terpene 21883 - -
Cluster 9 T3pks 41100 - -
Cluster 10 Transatpks 100444 Difficidin  biosynthetic gene H
@) N
cluster (100% of genes show g
similarity)
CHs R .
Cluster 11 Bacteriocin- 66796 Bacillibactin biosynthetic gene Chiral
Nrps cluster (100% of genes show O o
imilari H
similarity) R \Hk §
N/\H/ CHs
H
NH2 O N
)
Cluster 12 Nrps 68420 - o o
(o] (o] o} R o -~ (o]
A ]Y% jw“% o @t
N N N N s
NH: (o} R o} R (e} O
NH>
Cluster 13 Other 41400 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 14 Lantipeptide 23984 Mersacidin biosynthetic gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
OB9
Cluster 1 Nrps 59996 - -
Cluster 2 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 3 Transatpks 29287 Difficidin  biosynthetic gene NH2
cluster (46% of genes show i
O =
similarity)
o) CH
Cluster 4 Terpene 20740 - -
Cluster 5 Transatpks 85896 Macrolactin biosynthetic gene | ro
cluster (100% of genes show
similarity) CHs  OH 0 OH o] 0 OH o] OH o]
Cluster 6 Nrps- 102689 Bacillaene biosynthetic gene W o @ o e o o o n
Transatpks cluster (100% of genes show )ﬁ( W
similarity) o o o o m o
Cluster 7 Nrps- 88306 Fengycin  biosynthetic  gene Ho o
Transatpks cluster (86% of genes show
similarity)
HzN OHN (o]
\iﬁgo HNIYNH:
HO E o
Y
Og OH N;\h)‘\cy{
OH HNTO
Cluster 8 Transatpks 46467 Difficidin  biosynthetic gene
cluster (53% of genes show -
similarity)
Cluster 9 T3pks 41109 - -
Cluster 10 Terpene 21883 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

OB9

Cluster 11 Nrps 34385 Plipastatin  biosynthetic gene Ho ol
cluster (46% of genes show e ; oH
similarity) 4 N 0 & B w

28

Cluster 12 Nrps 26341 Surfactin  biosynthetic  gene
cluster (47% of genes show -
similarity)

Cluster 13 Nrps 39021 Surfactin  biosynthetic  gene oHe e
cluster (52% of genes show & o
similarity) e 1l %4

an, N OH

iy N \E\H/

Hilly,, o o Chs o] \c e}

CHa
HO o]
Cluster 14 Bacteriocin- 51794 Bacillibactin biosynthetic gene * o o
Nrps cluster (100% of genes show s y
similarit N CHo
y) A[O( g

Cluster 15 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)

Cluster 16 Transatpks 24960 Difficidin  biosynthetic gene HO 0
cluster (26% of genes show W\/
similarity) CHs O OH OH OH

Cluster 17 Nrps 14478 Fengycin  biosynthetic  gene ol
cluster (26% of genes show i
similarity) NOH

\O
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
Z1.918
Cluster 1 Nrps 65407 Surfactin  biosynthetic  gene Ciirel
cluster (78% of genes show
similarity) o o
o}
CHa 0} 6] (0] = CHa
N, N
N & N CHa
0 /ELL o] CHs
Ea CHs
CHs
Cluster 2 Thiopeptide 27295 Kijanimicin biosynthetic gene
cluster (4% of genes show -
similarity)
Cluster 3 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Transatpks 85887 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 6 Transatpks- 102692 Bacillaene biosynthetic gene & B
Nrps cluster (100% of genes show N s 0
similarity) o/\/ W(\H
R (6] R (0] OH CHs
Cluster 7 Transatpks- 122420 Fengycin  biosynthetic  gene -
Nrps cluster (93% of genes show
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
Z1.918
Cluster 8 Terpene 21883 - -
Cluster 9 T3pks 41100 - -
Cluster 10 Transatpks 100450 Difficidin  biosynthetic gene o H
cluster (100% of genes show Y \’/§o
similarity)
CHs R
Cluster 11 Bacteriocin- 66792 Bacillibactin biosynthetic gene 5 e
Nrps cluster (100% of genes show H
similarity) Rﬁ/u\u/ﬁ(N ChHs
NH2 8] D
(6]
Cluster 12 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
YJ11-1-4
Cluster 1 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity) '
Cluster 2 Bacteriocin- 66789 Bacillibactin biosynthetic gene & gwra'
Nrps cluster (100% of genes show .
similarity) Rw)k N
N CHs
HW
NH2 (0] N
0
Cluster 3 Transatpks 100451 Difficidin  biosynthetic gene 0 m
cluster (100% of genes show N
similarity)
CHs R
Cluster 4 T3pks 41100 - -
Cluster 5 Terpene 21883 - - ‘
Cluster 6 Transatpks- 137810 Fengycin_biosynthetic_gene_cl ]
Nrps uster (100% of genes show K)\
similarity) ‘ 1
Y O e O
\/\/\\“( i { P o
P oy
F I Y,
Oy,
NA
QL
Cluster 7 Transatpks- 102670 Bacillaene biosynthetic gene O R
Nrps cluster (100% of genes show H H o
similarity) O&\r \H/\N
H
R 0 R 0 OH CHs
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Table S1. Continued.

similarity)

CHs

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
YJ11-1-4
Cluster 8 Transatpks 85889 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 9 Terpene 20740 - -
Cluster 10 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 11 Transatpks- 106587 Bacillaene biosynthetic gene R
T1lpks cluster (64% of genes show oM
similarity)
OH 0
Cluster 12 Nrps 65406 Surfactin  biosynthetic gene | o cniral
cluster (78% of genes show

CHs

OH
0
o] 0 ~”  CHs
H
N, -
N N CHs
H H
(o] CHs
CHs



http://antismash.secondarymetabolites.org/help#transatpks
http://antismash.secondarymetabolites.org/help#terpene
http://antismash.secondarymetabolites.org/help#otherks
http://antismash.secondarymetabolites.org/help#transatpks
http://antismash.secondarymetabolites.org/help#t1pks
http://antismash.secondarymetabolites.org/help#nrps

Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
V4
Cluster 1 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 2 Nrps 25488 Surfactin  biosynthetic  gene
cluster (39% of genes show -
similarity)
Cluster 3 Nrps 28039 Surfactin  biosynthetic  gene - Chiral
cluster (47% of genes show 5
similarity) HO M § CHs
(@] 0] = CHs
0
Cluster 4 Transatpks 23766 Difficidin  biosynthetic  gene OH
cluster (26% of genes show HSCW
Slmllarlty) OH 0 OH
Cluster 5 Nrps 13267 Fengycin  biosynthetic  gene " Chiral
cluster (20% of genes show
similarity) CHa
(0]
OH
Cluster 6 Nrps 10261 Fengycin  biosynthetic  gene
cluster (20% of genes show
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
\z!
Cluster 7 Bacteriocin- 66791 Bacillibactin biosynthetic gene
Nrps cluster (100% of genes show
similarity)
Cluster 8 Nrps 9654 Surfactin  biosynthetic  gene
cluster (8% of genes show
similarity)
Cluster 9 Transatpks- 87854 Fengycin  biosynthetic  gene
Nrps cluster (80% of genes show
similarity)
Cluster 10 Transatpks- 102674 Bacillaene biosynthetic gene
Nrps cluster (100% of genes show
similarity)
Cluster 11 Transatpks 85905 Macrolactin biosynthetic gene 0
cluster (100% of genes show | ™°
similarity) OH o} OH o o] OH OH o} OH
Cluster 12 Transatpks 28966 Difficidin  biosynthetic gene NH2
cluster (46% of genes show
similarity) 5
R
O OH
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
V4
Cluster 13 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 14 Terpene 20740 - -
Cluster 15 Lantipeptide 28888 - -
Cluster 16 Transatpks 46296 Difficidin  biosynthetic gene
cluster (53% of genes show -
similarity)
Cluster 17 T3pks 41100 - -
Cluster 18 Terpene 21883 - -
Cluster 19 Nrps 21910 Plipastatin  biosynthetic gene
cluster (30% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
W2
Cluster 1 Nrps 26386 - -
Cluster 2 Bacteriocin- 66179 Bacillibactin biosynthetic gene i 8*;'"3'
Nrps cluster (100% of genes show
similarity) R H
N/\[( CHs
H
NH2 (e} o )
0
Cluster 3 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity) _
Cluster 6 Nrps 65408 Surfactin  biosynthetic gene | .» o ohiral
cluster (91% of genes show
similarity)
CHa OH
(0]
HaN o 0] = CHs
H
N,
" u““ CHs
HsC (¢] CHs
CHs CHs
Cluster 7 Transatpks 85899 Macrolactin biosynthetic gene | +o _0
cluster (100% of genes show
sim“arity) CHs [¢) o o o o) 0 o OH e
Cluster 8 Transatpks 100449 Difficidin  biosynthetic gene Y
cluster (100% of genes show | = 0
similarity) - ’ Ry kD . .
Cluster 9 T3pks 41100 - -
Cluster 10 Terpene 21883 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
W2
Cluster 11 Bacteriocin- 150962 Fengycin  biosynthetic  gene o g
Transatpks- cluster (100% of genes show A : \f -
I ‘ ‘ N A e
Nrps similarity) \;; @ QJ/)\:\(\/MS
H 4 - A ks
Y .
i I e s ollo
Tl A
e 0
e <,\/J\/%(, :\/‘/\ ’\f\[ N
AN
Cluster 12 Transatpks- 102680 Bacillaene biosynthetic gene HoO4 o o4 o o o o oi A
Nrps cluster (100% of genes show )\I(MWWW
similarity) ‘
Cluster 13 Other 22150 - -
Cluster 14 Nrps 8736 - Chiral
I:JHZ
H
HS : N
W \ho
0 R ,
Cluster 15 Nrps 7328 - , & Chiral
HaN “\\“WH\ )J\(H
o N
A
U O NH:
0
Cluster 16 Nrps 2543 - -
Cluster 17 Other 1086 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
UCMB5113
Cluster 1 Lantipeptide 22615 Locillomycin biosynthetic gene
cluster (35% of genes show -
similarity)
Cluster 2 Nrps 65407 Surfactin  biosynthetic  gene W cnrel
cluster (91% of genes show
similarity) o o
CHa (0] [e] [¢] /’v CHs
N k N‘ CHa
O o] CHs
Ea CHa
CHs
Cluster 3 Ladderane 41121 - -
Cluster 4 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 5 Terpene 20740 - -
Cluster 6 Transatpks 85899 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 7 Transatpks- 102698 Bacillaene biosynthetic gene & R
Nrps cluster (100% of genes show N N o
similarity) O%Y WAH
R (6] R (6] OH CHs
Cluster 8 Transatpks- 137848 Fengycin  biosynthetic  gene I ‘ . o
Nrps cluster (100% of genes show | \ //\*» f\, i TP
similarity) Y (rj% AAA L.
YL ix‘r DR
,;;\/v‘\%‘/ i o
B O
,/X{ - Yg
it <’7 A /\‘v/ \r/k j’\}/\m
QL
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
UCMB5113
Cluster 9 Terpene 21883 - -
Cluster 10 T3pks 41100 - -
Cluster 11 Transatpks 100453 Difficidin  biosynthetic gene 0 ',;J'
cluster (100% of genes show No
similarity)
CHs R .
Cluster 12 Nrps 52066 - - 8’;'“3'
H
N
R)\H/ CHs
o) NS
o H
Cluster 13 Bacteriocin- 66793 Bacillibactin biosynthetic gene N gn”a'
Nrps cluster (100% of genes show
similarity) R §
H/\[( CHs
NH2 (0] oy
0
Cluster 14 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
UCMB5033
Cluster 1 Transatpks- 69228 Locillomycin biosynthetic gene = & " w 20D
Nrps cluster (100% of genes show H " H
similarity) . /\KN | No,, i /\”/N ) _0
H H H
HO (0] (6] (0] R
HsC
OH _
Cluster 2 Nrps 65407 Surfactin  biosynthetic  gene | ., 5 chiral
cluster (91% of genes show
similarity)
(0]
HzN e CHs
CHa
HaC
Cluster 3 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Transatpks 85896 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 6 Transatpks- 102695 Bacillaene biosynthetic gene 9) R
Nrps cluster (100% of genes show H H
similarity) N N O
I
H
R o R ] OH CHs
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
UCMB5033
Cluster 7 Transatpks- 122436 Fengycin  biosynthetic  gene
Nrps cluster (93% of genes show
similarity)
Cluster 8 Terpene 21883 -
Cluster 9 T3pks 41100 -
Cluster 10 Transatpks 100450 Difficidin  biosynthetic gene
cluster (100% of genes show
similarity)
Cluster 11 Bacteriocin- 66792 Bacillibactin biosynthetic gene
Nrps cluster (100% of genes show
similarity)
Cluster 12 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

similarity)

HN

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SYBC H47
Cluster 1 Transatpks 75781 Difficidin  biosynthetic gene 0 H
cluster (86% of genes show Y \’/QO
similarity)
CHs R
Cluster 2 T3pks-Nrps 87478 Plipastatin  biosynthetic gene 5 Chiral
cluster (23% of genes show
similarity) CHo
0
OH
NH2
Cluster 3 Terpene 21883 -
Cluster 4 Transatpks- 111281 Fengycin  biosynthetic  gene el
Nrps cluster (93% of genes show
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SYBC H47
Cluster 5 Transatpks- 102701 Bacillaene biosynthetic gene 0 B
Nrps cluster (100% of genes show § § o
similarity) o%\( \H/\H
R 0 R o) OH CHs
Cluster 6 Transatpks 85877 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 7 Terpene 20740 - -
Cluster 8 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 9 Nrps 65407 Surfactin  biosynthetic  gene Ho_ o el
cluster (91% of genes show
similarity) o
o] (o]
HaN o) e} 0 <3 CHa
i
n, N/// W
(o] CHa
CHs ]
Cluster 10 Transatpks- 77730 Rhizocticin biosynthetic gene i cnial
Nrps cluster (22% of genes show
similarity) 0 0 0 0
N §
N N OH
H H
: | ¢O/\L(\g/ \E\)J\
o}
CHs NH2
CHs _
Cluster 11 Bacteriocin- 66794 Bacillibactin biosynthetic gene " 8&”3'
Nrps cluster (100% of genes show ’
similarity) R N
N/\H/ CHs
H
NH2 (0] S
0
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SYBC H47
Cluster 12 Nrps 68423 - s : iy
(o] [e] (0] R (o] -~ (o]
N N N N® NH
H H H H
NH: (e} R (0] R (6] o
NH:
Cluster 13 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
TrigoCor1448
Cluster 1 Nrps 65407 Surfactin  biosynthetic  gene | . A chiral
cluster (91% of genes show
similarity)
CHs OH
¢]
HaN (0] 0] 7~ CHs
H
N///, o
K u“‘ CHs
HsC o} (0] CHa
CHs
Cluster 2 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 3 Terpene 20740 - -
Cluster 4 Transatpks 85905 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 5 Transatpks- 102692 Bacillaene biosynthetic gene O R
Nrps cluster (100% of genes show H H 5
similarity) & &\( \{(\ "
H
0 R 0 OH CHs
Cluster 6 Transatpks- 137813 Fengycin  biosynthetic  gene Mok
Nrps cluster (100% of genes show | [ "
similarity) H@ O /& ‘ '\;‘F'\k
3 KW) Y&&(\/L@
Y A
7 \ | I N
. oo :
- &
Hc\\/i\{ ; /j/ ’{
) (j)\/gf\fu\ :‘“j\ir/\c
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
TrigoCorl1448
Cluster 7 Terpene 21883 - -
Cluster 8 T3pks 41100 - -
Cluster 9 Transatpks 100455 Difficidin  biosynthetic gene o H
cluster (100% of genes show Y WAO
similarity)
CHs R
Cluster 10 Nrps 52666 Micrococcin  P1  biosynthetic Chiral
gene cluster (8% of genes show
similarity)
Cluster 11 Bacteriocin- 66791 Bacillibactin biosynthetic gene
Nrps cluster (100% of genes show
similarity)
Cluster 12 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SSBW-19
Cluster 1 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 2 Bacteriocin- 66794 Bacillibactin biosynthetic gene Chiral
Nrps cluster (100% of genes show o il
similarity) R \HJ\ §
N/\H/ CHs
H
NH2 O N
O
Cluster 3 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Transatpks 85885 Macrolactin biosynthetic gene | +o _0
cluster (100% of genes show
S|m||ar|ty) CHs OH (e] OH (o] (0] OH OH
Cluster 6 Transatpks- 102677 Bacillaene biosynthetic gene Hoo4 o o4 o o o o o
Nrps cluster (100% of genes show )}(MMWW
similarity)
Cluster 7 Transatpks- 87842 Fengycin  biosynthetic  gene el
Nrps cluster (80% of genes show
similarity)
R
OH >
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Table S1. Continued.

cluster (20% of genes show
similarity)

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
SSBW-19
Cluster 8 Nrps 37950 Plipastatin biosynthetic ~ gene W chiral
cluster (46% of genes show 0 o)
similarity) H
H OH
HN o} 0 N
HO (¢}
NH
NHz
(0]
NHz
(0] OH
Cluster 9 Terpene 21883 - -
Cluster 10 T3pks 41100 - -
Cluster 11 Transatpks 100459 Difficidin  biosynthetic gene N
cluster (100% of genes show | = Z°
similarity) ) o4 oM O O O O+ OH O OH O O O oM
Cluster 12 Nrps 65407 Surfactin  biosynthetic  gene B o6 Chirat
cluster (78% of genes show
similarity) - -
o (o]
HN o) /<;CH3 o) /¢o 0 E)ci
H H
HN n, N ‘n, N m, -
o, N ", N , N W CHa
H H H
HsC 0 fj\ 0 icm
C CHa
Ha
CHs CHa
Cluster 13 Lantipeptide 18500 - - _
Cluster 14 Nrps 9486 Fengycin biosynthetic gene chiral

OH

(@)
CHs 7
HsC gL 2 e
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

SSBW-19

Cluster5 |  Nrps | 1525 |- | -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
sx01604
Cluster 1 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity) .
Cluster 2 Bacteriocin- 66791 Bacillibactin biosynthetic gene & 83“3'
Nrps cluster (100% of genes show
similarity) R % R
N/\H/ CHs
H
NH2 (0] 2
0
Cluster 3 Transatpks 96784 Difficidin  biosynthetic gene
cluster (66% of genes show -
similarity)
Cluster 4 T3pks 41100 - -
Cluster 5 Terpene 21883 - -
Cluster 6 Transatpks- 137801 Fengycin  biosynthetic  gene o
Nrps cluster (100% of genes show | . ‘ i £
similarity) 1«' @) JCJ)j "'&_ ; }S
T sE D
A~ v
& P A
Y P /1 i ;
P~ o .
es 2
* A
//\\“ o
S
Cluster 7 Transatpks- 102674 Bacillaene biosynthetic gene [ R
Nrps cluster (100% of genes show H N o
similarity) o%\( \H/\N
H
R o) R o) OH CHs
Cluster 8 Transatpks 85905 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 9 Lantipeptide 28888 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
sx01604
Cluster 10 Terpene 20740 - -
Cluster 11 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity) _
Cluster 12 Nrps 65407 Surfactin  biosynthetic gene | .» o cniral
cluster (82% of genes show
similarity)
CHs OH
O
HzN (¢] o} = CHs
K u“‘“ CHs
HsC o CHs

CHs CHa
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SSBW-18
Cluster 1 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 2 Terpene 20740 - -
Cluster 3 Transatpks 85887 Macrolactin biosynthetic gene | +Ho _0
cluster (100% of genes show YWYWY\”/\/
S|m||ar|ty) CHs OH (e] OH (e] O OH (0] OH o}
Cluster 4 Transatpks- 102692 Bacillaene biosynthetic gene o o4 0 o4 o o o o oi A
Nrps cluster (100% of genes show )\[(VU\/WJ\/K/“\/K/IU\/KW
similarity)
Cluster 5 Transatpks- 115398 Fengycin  biosynthetic  gene K d
Nrps cluster (93% of genes show ; v O (Y
similarity) S~ 7 ;/\h«“ﬁ/ s (.
AT KA
@/\)\ N o
neeh A
S o NN,
DA
TI i C, iy
(_j /\/"/ &(/ .f‘\}/\w
Cluster 6 Bacteriocin- 66793 Bacillibactin biosynthetic gene . P
Nrps cluster (100% of genes show H
similarity) R N
%H/ﬁ( CHa
NH2 0 e
0
Cluster 7 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 8 Nrps 21974 Plipastatin  biosynthetic gene
cluster (30% of genes show -
similarity)
Cluster 9 Terpene 21883 - -
Cluster 10 T3pks 41100 - -



http://antismash.secondarymetabolites.org/help#otherks
http://antismash.secondarymetabolites.org/help#terpene
http://antismash.secondarymetabolites.org/help#transatpks
http://antismash.secondarymetabolites.org/help#transatpks
http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#transatpks
http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#bacteriocin
http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#other
http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#terpene
http://antismash.secondarymetabolites.org/help#t3pks

Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
SSBW-18
Cluster 11 Transatpks 100453 Difficidin  biosynthetic gene "
cluster (100% of genes show RWWYWWC
similarity) > 4 O 0 O 0 o4 O O O O o O on
Cluster 12 Nrps 25942 Surfactin  biosynthetic  gene
cluster (39% of genes show -
similarity)
Cluster 13 Nrps 27929 Surfactin  biosynthetic  gene - Chiral
cluster (47% of genes show 5
similarity) HO M N CHs
o} o) U
0
Cluster 14 Lantipeptide 22609 Locillomycin biosynthetic gene
cluster (35% of genes show -
similarity)
Cluster 15 Nrps 9998 Surfactin  biosynthetic  gene - Chiral
cluster (8% of genes show <
similarity) HeC W § OH
CHs (0] U
0
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SSBW-8
Cluster 1 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 2 Terpene 20740 - -
Cluster 3 Transatpks 85885 Macrolactin biosynthetic gene
cluster (100% of genes show
similarity)
Cluster 4 Transatpks- 102677 Bacillaene biosynthetic gene
Nrps cluster (100% of genes show
similarity)
Cluster 5 Transatpks- 88472 Fengycin  biosynthetic  gene
Nrps cluster (86% of genes show
similarity)
Cluster 6 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 7 Bacteriocin- 66794 Bacillibactin biosynthetic gene " 8*;"&'
Nrps cluster (100% of genes show ’
similarity) N
N CHs
Y
NH2 0} NN
o)
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
SSBW-8
Cluster 8 T3pks 41100 - -
Cluster 9 Transatpks 100459 Difficidin  biosynthetic gene "t
cluster (100% of genes show | = Z°
Si m i Iarity) OH OH (o] OH o OH OH OH OH o] OH o] OH _
Cluster 10 Nrps 65407 Surfactin  biosynthetic gene | . o cnral
cluster (78% of genes show
similarity)
CHs OH
HzN (o} (0] /O CHs
N N N CHa
H H H
HsC (o) o} CHs
CHs CHa
Cluster 11 Terpene 21883 - - ‘
Cluster 12 Nrps 38094 Plipastatin  biosynthetic gene —_— onial
cluster (46% of genes show G f
similarity) N
H OH
HN (o) 0 NS
HO (0]
NH
NHz
o
NHz
(6] OH
Cluster 13 Lantipeptide 18500 - - '
Cluster 14 Nrps 10260 Fengycin biosynthetic gene - chiral
cluster (20% of genes show i 74 i
similarity) i o
Hacw \\.‘ § 5
SN
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SSBW-10
Cluster 1 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 2 Terpene 20740 - -
Cluster 3 Transatpks 85885 Macrolactin biosynthetic gene
cluster (100% of genes show
similarity)
Cluster 4 Transatpks- 102677 Bacillaene biosynthetic gene
Nrps cluster (100% of genes show
similarity)
Cluster 5 Transatpks- 88472 Fengycin  biosynthetic  gene
Nrps cluster (86% of genes show
similarity)
Cluster 6 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 7 Bacteriocin- 66794 Bacillibactin biosynthetic gene Chiral
Nrps cluster (100% of genes show @ G
similarity) R N
N/ﬁ( CHe
H
NH2 (0] .
O
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
SSBW-10
Cluster 8 Nrps 38094 | Plipastatin _biosynthetic gene o chs el
cluster (46% of genes show o o
similarity) §
u OH
HN o (0] S
HO (0]
NH
NHz
0]
NHz
o OH
Cluster 9 Terpene 21883 - -
Cluster 10 T3pks 41100 - -
Cluster 11 Transatpks 100459 Difficidin  biosynthetic gene Y
cluster (100% of genes show | = e
Slmllarity) OH OH (¢] OH o OH OH OH OH o] OH o] OH _
Cluster 12 Nrps 65407 Surfactin  biosynthetic gene | .o o chiral
cluster (78% of genes show
similarity)
CHs OH
(o] o] /O CHa
no/
(0] [e] CHs
CHs CHs
Cluster 13 Lantipeptide 18500 - - _
Cluster 14 Nrps 10260 Fengycin  biosynthetic  gene . chiral
cluster (20% of genes show - % o
similarity) o & 6
NHz NQ
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SSBW-2
Cluster 1 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 2 Terpene 20740 - -
Cluster 3 Transatpks 85885 Macrolactin biosynthetic gene
cluster (100% of genes show
similarity)
Cluster 4 Transatpks- 102677 Bacillaene biosynthetic gene
Nrps cluster (100% of genes show
similarity)
Cluster 5 Transatpks- 88472 Fengycin  biosynthetic  gene
Nrps cluster (86% of genes show
similarity)
Cluster 6 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 7 Bacteriocin- 66794 Bacillibactin biosynthetic gene % 8"jra'
Nrps cluster (100% of genes show
similarity) H
N CHs
Y
NH2 (0] > )
0
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SSBW-2
Cluster 8 Nrps 38094 Plipastatin  biosynthetic gene - e chiral
cluster (46% of genes show 0 0
similarity) H
u OH
HN (3] (6]
HO O
NH
NH2
(0]
NH2
o OH
Cluster 9 Terpene 21883 - -
Cluster 10 T3pks 41100 - -
Cluster 11 Transatpks 100459 Difficidin  biosynthetic gene Y
cluster (100% of genes show | = A
similarity) o om . HoOOH oM oM on
Cluster 12 Nrps 65407 Surfactin  biosynthetic  gene ol
cluster (78% of genes show
similarity)
(o]
(o} =~ CHs
N“‘“ CHa
CHa
CHa
Cluster 13 Lantipeptide 18500 - - '
Cluster 14 Nrps 10260 Fengycin  biosynthetic  gene " Chiral
cluster (20% of genes show s 74 2
similarity) S
HsC o
NHz NQ
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

OEE-1

Cluster 1 Nrps 7846 - -

Cluster 2 Nrps 10988 Surfactin  biosynthetic  gene % Chiral
cluster (8% of genes show E/D)\
similarity)

HC oF OH

Cluster 3 Nrps 9364 - -

Cluster 4 Transatpks- 23017 -

Nrps )

Cluster 5 Nrps 4955 - -

Cluster 6 Terpene 20740 - -

Cluster 7 Nrps 23700 Locillomycin biosynthetic gene
cluster (35% of genes show -
similarity)

Cluster 8 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)

Cluster 9 Nrps 26782 Bacillibactin biosynthetic gene Chiral
cluster (30% of genes show i
similarity) H

HzN/\[( CHs
O
0]

Cluster 10 Nrps 25628 Surfactin  biosynthetic  gene
cluster (39% of genes show -
similarity)

Cluster 11 Nrps 27856 Surfactin  biosynthetic  gene Chiral
cluster (43% of genes show ’%JHZ
similarity) HO M ¥ CHs

0 0 X CHs
0
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
OEE-1
Cluster 12 Nrps 23107 Plipastatin  biosynthetic gene
cluster (38% of genes show -
similarity)
Cluster 13 Terpene 21883 - -
Cluster 14 Transatpks- 82873 Fengycin  biosynthetic  gene 8 o
Nrps cluster (66% of genes show >f’>,/< %
similarity) T —%: N9 g\(‘“’
Cluster 15 Otherks 24921 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 16 Bacteriocin- 40625 Bacillibactin biosynthetic gene
Nrps cluster (76% of genes show -
similarity)
Cluster 17 Transatpks 15750 Difficidin  biosynthetic gene OH
cluster (33% of genes show HSCW
similarity) OH 0
Cluster 18 Nrps 2469 - -
Cluster 19 Lantipeptide 28889 - -
Cluster 20 Transatpks- 35059 Bacillaene biosynthetic gene . i
Nrps cluster (28% of genes show HO N
CHs (2] OH (0] OH OH R
Cluster 21 Nrps 6118 Fengycin  biosynthetic  gene
cluster (26% of genes show -
similarity)
Cluster 22 Nrps 14974 Plipastatin  biosynthetic gene a
cluster (23% of genes show y \N
similarity) /©/\H\E/\W «
D!
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters

OEE-1

Cluster 23 Transatpks- 13475 Bacillaene biosynthetic gene =0

Nrps cluster (21% of genes show HZNW

similarity) 0 OH OH

Cluster 24 Nrps 2552 - -

Cluster 25 Transatpks 75766 Difficidin  biosynthetic gene e
cluster (86% of genes show WO
similarity) R

(6] OH OH OH (6] OH (6] OH

Cluster 26 Transatpks 7967 - -

Cluster 27 Transatpks 32457 Bacillaene biosynthetic gene HO 29
cluster (28% of genes show Y\H/\/
similarity) CHs 0

Cluster 28 T3pks 41100 - -

Cluster 29 Transatpks 85887 Macrolactin biosynthetic gene | +o _0
cluster (100% of genes show W\[(\[W
similarity) CHs  OH o} o} OH 0 o} OH o) OH
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

NRRL B-41580

Cluster 1 Nrps 27617 Surfactin  biosynthetic ~ gene - chiral
cluster (47% of genes show H
similarity) HOMN Cre

0 (6} I\CE
(0]

Cluster 2 Nrps 25178 Surfactin  biosynthetic  gene
cluster (39% of genes show -
similarity)

Cluster 3 Nrps 14787 Fengycin biosynthetic gene & chiral
cluster (26% of genes show 7 -
similarity)

HO 2

Cluster 4 Transatpks 42887 Bacillaene biosynthetic gene e
cluster (28% of genes show )\[(YYY\H/VO
similarity) R

0 OH OH OH o

Cluster 5 Transatpks 100453 Difficidin  biosynthetic gene o “
cluster (100% of genes show N o
similarity) Y Y\

CHs R

Cluster 6 T3pks 41100 - -

Cluster 7 Terpene 21883 - -

Cluster 8 Nrps 2334 - -

Cluster 9 Nrps 1883 - -

Cluster 10 Bacteriocin- 66793 Bacillibactin biosynthetic gene " Ll

Nrps cluster (100% of genes show "
similarity) R W/U\ N
N CHs
Y
NHz (0] \i\
0
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
NRRL_B-41580
Cluster 11 Transatpks- 59808 Bacillaene biosynthetic gene 2 ! B
Nrps cluster (85% of genes show 0 N 0
similarity) V\H)J\r M
R 0 OH CHs
Cluster 12 Transatpks 85902 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 13 Terpene 20740 - -
Cluster 14 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 15 Nrps 40295 - -
Cluster 16 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 17 Lantipeptide 23984 Mersacidin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 18 Transatpks- 100306 Fengycin  biosynthetic  gene
Nrps cluster (86% of genes show
similarity)
H‘C/\;ﬁ
Cluster 19 Phosphonate 40884 - -
Cluster 20 Nrps 8922 Surfactin  biosynthetic  gene i chiral
cluster (8% of genes show "
similarity) HaCWN o
CHa O \E\L(
(0]
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SRCM100731
Cluster 1 Transatpks 85902 Macrolactin biosynthetic gene | +o _0
cluster (100% of genes show WWW]/\/
similarity) CHs o] 0 OH OH o OH o] OH o]
Cluster 2 Transatpks 22266 Bacillaene biosynthetic gene
cluster (78% of genes show -
similarity)
Cluster 3 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 4 Bacteriocin 13078 - -
Cluster 5 Lantipeptide 28889 - -
Cluster 6 Bacteriocin- 66791 Bacillibactin biosynthetic gene " S
Nrps cluster (100% of genes show . N
similarity) u/\( oo
NHa o} \O
Cluster 7 Transatpks 75781 Difficidin  biosynthetic gene T
cluster (86% of genes show R)WWO
similarity)
(6] OH OH OH O OH (0] OH
Cluster 8 Terpene 21883 - -
Cluster 9 Terpene 20740 - -
Cluster 10 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 11 Lassopeptide 22221 - -
Cluster 12 Transatpks- 60356 Bacillaene biosynthetic gene
Nrps cluster (42% of genes show
similarity)
Cluster 13 Transatpks- 134616 Fengycin  biosynthetic  gene
Nrps cluster (93% of genes show
similarity) ,
!
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
SRCM100731
Cluster 14 Thiopeptide 22491 - -
Cluster 15 Nrps 65407 Surfactin  biosynthetic  gene Ho_ o o
cluster (82% of genes show
similarity) B i
CHa ) o] /“ CHs

CHs

CHa

CHa
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SRCM100730
Cluster 1 Bacteriocin 13078 - -
Cluster 2 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 3 Transatpks 75781 Difficidin  biosynthetic gene e
cluster (86% of genes show )\H/WWO
similarity) R
0 OH OH OH 0 OH (0] OH
Cluster 4 Terpene 20740 - -
Cluster 5 Lantipeptide 28889 - -
Cluster 6 Thiopeptide 22368 - -
Cluster 7 Terpene 21883 - -
Cluster 8 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show
similarity)
Cluster 9 Lassopeptide 22221 - -
Cluster 10 Transatpks 22266 Bacillaene biosynthetic gene
cluster (78% of genes show -
similarity)
Cluster 11 Transatpks 85902 Macrolactin biosynthetic gene | +o _0
cluster (100% of genes show YWWYY\”/\/
S|m||ar|ty) CHs o} OH (6] (e] OH OH (0] OH o}
Cluster 12 Transatpks- 134616 Fengycin  biosynthetic  gene o
Nrps cluster (93% of genes show
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SRCM100730
Cluster 13 Transatpks- 60217 Bacillaene biosynthetic gene vl - w =
Nrps cluster (42% of genes show )\)W _0
similarity) o N
0 OH OH o 0o
Cluster 14 Nrps 65407 Surfactin  biosynthetic  gene Ho_ _o el
cluster (82% of genes show
similarity) o o
(o] (o)
HaN [¢] CHs (0] o] o) = CHs
) N N CHs
H H
(¢] (0] CHa
(o} CHs
Ha
__ CHs
Cluster 15 Bacteriocin- 66791 Bacillibactin biosynthetic gene 5 2
Nrps cluster (100% of genes show " H
- - - N
similarity) N/\H/ AT
NH2 (0] NS
(6]
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SQR9
Cluster 1 Nrps 65407 Surfactin  biosynthetic  gene Ho_ o e
cluster (78% of genes show
similarity)
(¢]
O (o] o CHa
u“‘“ CHs
CHa
CHs
Cluster 2 Transatpks- 110709 Phormidolide biosynthetic gene
T1pks cluster (26% of genes show R
similarity) OH
CHa
Cluster 3 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Transatpks 85890 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 6 Transatpks- 102671 Bacillaene biosynthetic gene Q i
Nrps cluster (100% of genes show H § o
similarity) 04\( W‘/\H
R (6] R (0] OH CHs —
Cluster 7 Transatpks- 137813 Fengycin  biosynthetic  gene I g
Nrps cluster (100% of genes show - f‘\ﬂ r{) \/E - ;( r
similarity) L ¥ YN L L
i/ Y RN Y
\/\/\T\( ;C ,%‘/ !
»;\/"\( . /g\/u\
b e T
A
/)\.:_,,{/ v r
LA Ay
s AL
\"N ;
QL
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SQR9
Cluster 8 Terpene 21883 - -
Cluster 9 T3pks 41100 - -
Cluster 10 Transatpks 100453 Difficidin  biosynthetic gene 0 H
cluster (100% of genes show No
similarity) Y \K\
CHs R
Cluster 11 Bacteriocin- 66791 Bacillibactin biosynthetic gene & 8*;'"?"
Nrps cluster (100% of genes show ’
similarity) R W/[k N
N CHa
g
NHz o} \Ek
0
Cluster 12 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
KCTC 13012
Cluster 1 Terpene 21883 - -
Cluster 2 T3pks 41100 - -
Cluster 3 Transatpks 100473 Difficidin  biosynthetic gene "
cluster (100% of genes show HWWWC
similarity) M 0 O o4 O o4 OH Oi O O o4 O o
Cluster 4 Transatpks- 102677 Bacillaene biosynthetic gene 9 i
Nrps cluster (100% of genes show § N o
similarity) 04\( \H/\H
R 0 R 0 OH CHs
Cluster 5 Transatpks 85902 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 6 Terpene 20740 - -
Cluster 7 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 8 Transatpks- 88416 Fengycin  biosynthetic  gene o
Nrps cluster (86% of genes show
similarity)
Cluster 9 Nrps 23335 -
Cluster 10 Bacteriocin- 66793 Bacillibactin biosynthetic gene o
Nrps cluster (100% of genes show
similarity) -
X
(6]
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

KCTC 13012

Cluster 11 Phosphonate 40884 - -

Cluster 12 Lantipeptide 23984 Mersacidin biosynthetic gene
cluster (100% of genes show -
similarity)

Cluster 13 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)

Cluster 14 Nrps 42050 - -

Cluster 15 Nrps 27660 Surfactin  biosynthetic  gene - Chiral
cluster (47% of genes show H H
similarity) HOMN ks

(6] o} \E\CE
6)

Cluster 16 Nrps 2587 - -

Cluster 17 Nrps 25221 Surfactin  biosynthetic  gene
cluster (39% of genes show -
similarity)

Cluster 18 Nrps 1961 - -

Cluster 19 Nrps 14360 Fengycin  biosynthetic  gene g
cluster (33% of genes show o) ~
similarity) CHs

3
HN (0] OH
HO
NH
)\/NHQ
(6]
NH2 R _

Cluster 20 Nrps 9008 Surfactin  biosynthetic  gene - Chiral
cluster (8% of genes show H b
similarity) HsC W N OH

CHs O U
o)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

KCTC 13012

Cluster 21 Nrps 10378 Fengycin  biosynthetic  gene & Chiral
cluster (20% of genes show - 7 OH
similarity) Hao’g/z o\ <\/\<

> °
NH: NQ
Cluster 22 Nrps 1883 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
NB91
Cluster 1 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 2 Terpene 20740 - -
Cluster 3 Transatpks 85884 Macrolactin biosynthetic gene | +Ho _0
cluster (100% of genes show YYWWWW\/
S|m||ar|ty) CHs OH (e] (6] OH O (o] OH [e] OH
Cluster 4 Transatpks- 102698 Bacillaene biosynthetic gene oH &
Nrps cluster (100% of genes show \‘W
similarity) s o
Cluster 5 Transatpks- 88134 Fengycin  biosynthetic  gene o
Nrps cluster (86% of genes show _0
similarity) N __0O \Qu
G
(Y O
Cluster 6 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 7 Bacteriocin- 66792 Bacillibactin biosynthetic gene 8 gg‘ra'
Nrps cluster (100% of genes show "
similarity) R\Hk N
N CHs
Y
NH2 O \El\
6]
Cluster 8 Terpene 21883 - -
Cluster 9 T3pks 41100 - -
Cluster 10 Transatpks 100438 Difficidin  biosynthetic gene Y
cluster (100% of genes show HWWWW“
similarity) > oM OH O OH O Oi OH O OH O O O OH
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
NB91
Cluster 11 Nrps 65407 Surfactin  biosynthetic  gene Ho o
cluster (82% of genes show
similarity) o o
o o} /O CHs
N,
& N® CHs
CHs
CHs
Cluster 12 Nrps 15277 Fengycin  biosynthetic  gene ol
cluster (26% of genes show 0
similarity)
OH
NS
(¢]
Cluster 13 Nrps 9685 Fengycin  biosynthetic  gene Chiral
cluster (13% of genes show Z I
similarity) =
o
Cluster 14 Nrps 8965 Plipastatin biosynthetic gene
cluster (30% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
KACC 13105
Cluster 1 Nrps 36146 Surfactin  biosynthetic  gene WE oHs Chiral
cluster (39% of genes show Gtte
similarity) - -
.
N CHs
(0] N CHs
o}
Cluster 2 Transatpks 85905 Macrolactin biosynthetic gene | +o _0
cluster (100% of genes show WW/\H/\(\H/\/
similarity) CHs OH 0 OH o o OH o] OH o]
Cluster 3 Terpene 21883 - -
Cluster 4 Nrps 23186 Plipastatin biosynthetic gene
cluster (38% of genes show -
similarity)
Cluster 5 Transatpks- 114098 Fengycin  biosynthetic  gene s _\,v?'
Nrps cluster (93% of genes show AL >« ¥
similarity) 1 A Y
A [ 1 A\
A\ Y I
3@ & PP L
/.\\( ( = \./\‘
| \/ r N
SO
\“ P J‘,“ T
< Yy \I.‘ AN ;
Cluster 6 Transatpks 100453 Difficidin  biosynthetic gene o ﬂ
cluster (100% of genes show AN
similarity)
CHs R
Cluster 7 T3pks 41100 - - .
Cluster 8 Bacteriocin- 66791 Bacillibactin biosynthetic gene § g
Nrps cluster (100% of genes show o
L B N
similarity) N/\[( \E\CHB
NH2 (6] NS
(0]
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
KACC 13105
Cluster 9 Nrps 36146 Surfactin  biosynthetic  gene cnrel
cluster (39% of genes show
similarity)
CHs
N CHs
o}
Cluster 10 Transatpks 85905 Macrolactin biosynthetic gene | +o _0
cluster (100% of genes show WW/\H/\(\H/\/
similarity) CHa OH OH o o) OH o] OH o]
Cluster 11 Terpene 21883 - -
Cluster 12 Nrps 23186 Plipastatin biosynthetic gene
cluster (38% of genes show -
similarity)
Cluster 13 Transatpks- 114098 Fengycin  biosynthetic  gene s _\,v?'
Nrps cluster (93% of genes show AL >« ¥
similarity) . 2 A )
it ‘ N, )
oP :
A2 2 i [
e g S et
i \/ ,, X
«x»'; ; \f IA{\
wh: N J‘,“ T
< Yy \I.‘ AN ;
\\Ktjj\
Cluster 14 Transatpks 100453 Difficidin  biosynthetic gene o ﬂ
cluster (100% of genes show AN
similarity)
CHs R
Cluster 15 T3pks 41100 - - .
Cluster 16 Bacteriocin- 66791 Bacillibactin biosynthetic gene § g
Nrps cluster (100% of genes show o
L B N
similarity) N/\[( \E\CHB
NH2 (6] NS
(0]
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
KACC 13105
Cluster 17 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 18 Transatpks- 102674 Bacillaene biosynthetic gene o4 o o4 o o o o oi A
Nrps cluster (100% of genes show )}(\)J\/K/UJ\/UWK/K/KW
similarity)
Cluster 19 Nrps 29170 Surfactin  biosynthetic  gene Bl cniral
cluster (52% of genes show i
similarity)
CHs
Cluster 20 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 21 Terpene 20740 - -
Cluster 22 Lantipeptide 28888 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

CFSAN034340

Cluster 1 Terpene 20740 - -

Cluster 2 Transatpks 28132 Difficidin  biosynthetic gene N
cluster (46% of genes show o
similarity) R =

0 OH ]

Cluster 3 Nrps 27638 Surfactin  biosynthetic  gene - gl
cluster (47% of genes show E 5
similarity) HOMN Ghia

o} o} e CHs
(6]

Cluster 4 Nrps 25179 Surfactin  biosynthetic  gene
cluster (39% of genes show -
similarity)

Cluster 5 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)

Cluster 6 Bacteriocin- 66792 Bacillibactin biosynthetic gene & onal

Nrps cluster (100% of genes show "
similarity) R N
N CHs
Y
NH2 e} NS
0
Cluster 7 Lantipeptide- 38496 Locillomycin biosynthetic gene
Nrps cluster (35% of genes show -
similarity)

Cluster 8 Nrps 22475 Plipastatin biosynthetic gene
cluster (30% of genes show
similarity)

Cluster 9 Terpene 21883 - -

Cluster 10 T3pks 41100 - -

Cluster 11 Transatpks 45652 Difficidin  biosynthetic gene HO ZM
cluster (53% of genes show W
similarity) CHs O OH _© OH

Cluster 12 Transatpks- 32808 -

Nrps i
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
CFSAN034340
Cluster 13 Transatpks 23278 Difficidin  biosynthetic gene HO =0
cluster (26% of genes show W
similarity) CHs O OH OH o
Cluster 14 Transatpks 86193 Macrolactin biosynthetic gene | +Ho _0
cluster (100% of genes show WW(\K\/
S|m||ar|ty) CHs OH (¢] (6] OH O (0] OH (0] OH
Cluster 15 Nrps 12704 Fengycin  biosynthetic  gene chiral
cluster (20% of genes show
similarity)
Cluster 16 Nrps 9119 Fengycin  biosynthetic  gene
cluster (13% of genes show
similarity)
Cluster 17 Nrps 8944 Surfactin ~ biosynthetic  gene
cluster (8% of genes show
similarity)
Cluster 18 Transatpks 8685 - -
Cluster 19 Transatpks 7213 Bacillaene biosynthetic gene
cluster (14% of genes show -
similarity)
Cluster 20 Nrps 6519 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
CFSAN034340
Cluster 21 Other 3084 - -
Cluster 22 Transatpks 31155 Bacillaene biosynthetic gene HO =0
cluster (28% of genes show Y\H/\/
similarity) CHs 0 _
Cluster 23 Transatpks- 87560 Fengycin  biosynthetic  gene "
Nrps cluster (80% of genes show
similarity)
Cluster 24 Nrps 1863 -
Cluster 25 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show
similarity)
Cluster 26 Transatpks- 52635 Bacillaene biosynthetic gene
Nrps cluster (85% of genes show
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
NJIN-6
Cluster 1 Transatpks- 77723 Rhizocticin biosynthetic gene Chrel

0 ==
o I=Z

(o]

OH
Nrps cluster (22% of genes show . o .
similarity) i G
/\H/\[( oH
HN o] o] o} 8
:?/cw NHz
HoNY

CHs

Chiral

CHa OH
CHs O o o] Z”  CHs
H
Na, , o
N N N® CHa
H H H
o o]
C CHs
Hs

CHs

Cluster 2 Nrps 65406 Surfactin  biosynthetic  gene Ho_ o
cluster (78% of genes show
similarity)

zT

Cluster 3 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Lantipeptide 28889 - -
Cluster 6 Transatpks 85887 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 7 Transatpks- 102704 Bacillaene biosynthetic gene
Nrps cluster (100% of genes show
similarity)
Cluster 8 Transatpks- 13828 Fengycin  biosynthetic  gene
Nrps cluster (100% of genes show

similarity)



http://antismash.secondarymetabolites.org/help#transatpks
http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#otherks
http://antismash.secondarymetabolites.org/help#terpene
http://antismash.secondarymetabolites.org/help#lantipeptide
http://antismash.secondarymetabolites.org/help#transatpks
http://antismash.secondarymetabolites.org/help#transatpks
http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#transatpks
http://antismash.secondarymetabolites.org/help#nrps

Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
NJN-6
Cluster 9 Terpene 21883 -
Cluster 10 T3pks 41100 -
Cluster 11 Transatpks 100438
Cluster 12 Bacteriocin- 66792 Bacillibactin biosynthetic gene - s
Nrps cluster (100% of genes show i
similarity) Rw)k N
CHs
NHz
o
Cluster 13 Other 41418 Bacilysin  biosynthetic gene
cluster (100% of genes show
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

GR4-5

Cluster 1 Nrps 28112 Surfactin  biosynthetic  gene ™ Chiral
cluster (43% of genes show = .
similarity) HO M N CHs

0 o} \E\CE
0

Cluster 2 Nrps 12207 Surfactin  biosynthetic  gene - Ghire)
cluster (8% of genes show "
similarity) HsC \|/\[( N OH

CHs 0 U
0

Cluster 3 Nrps 25694 Surfactin  biosynthetic  gene
cluster (39% of genes show -
similarity)

Cluster 4 Ladderane 41121 - -

Cluster 5 Nrps 27397 Bacitracin  biosynthetic gene Chiral
cluster (55% of genes show CHs
similarity)

CHs

Cluster 6 Other 22533 Bacitracin  biosynthetic gene
cluster (33% of genes show -
similarity)

Cluster 7 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)

Cluster 8 Terpene 20740 - -

Cluster 9 Transatpks 85890 Macrolactin biosynthetic gene | +o _0
cluster (100% of genes show %/WW/\H/\/
Sim“arity) CHs OH 0o OH o} 0 OH o} OH 0

Cluster 10 Transatpks- 102683 Bacillaene biosynthetic gene o4 0 o o o o o oi A

Nrps cluster (100% of genes show %M\MW
similarity) Wi OHL o
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
GR4-5
Cluster 11 Transatpks- 88084 Fengycin_biosynthetic_gene_cl
Nrps uster (80% of genes show o
similarity)
)K)\/%
Cluster 12 Transatpks 24569 Difficidin  biosynthetic gene
cluster (26% of genes show
similarity)
Cluster 13 Nrps 6577 Bacitracin  biosynthetic gene
cluster (33% of genes show
similarity)
Cluster 14 Nrps 1880 -
Cluster 15 Nrps 15022 Fengycin  biosynthetic  gene
cluster (20% of genes show
similarity)
Cluster 16 Nrps 10690 Fengycin  biosynthetic  gene
cluster (20% of genes show
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

GR4-5

Cluster 17 Nrps 21836 Plipastatin  biosynthetic gene
cluster (30% of genes show -
similarity)

Cluster 18 Terpene 41883 - -

Cluster 19 T3pks 41100 - -

Cluster 20 Transatpks 47216 Difficidin  biosynthetic gene HO 229
cluster (53% of genes show W
similarity) CHs 0 OH 0 OH

Cluster 21 Transatpks 28411 Difficidin  biosynthetic gene e
cluster (46% of genes show o
L =
similarity) R

0 OH
Cluster 22 Bacteriocin- 66792 Bacillibactin biosynthetic gene - Ci
Nrps cluster (100% of genes show )
similarity) R N
Y
NH2 o) \EL
0

Cluster 23 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)

Cluster 24 Nrps 13235 Bacitracin  biosynthetic gene g o
cluster (33% of genes show =
similarity) i

m““““ CHs
CHs
Cluster 25 Nrps 4143 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
M75
Cluster 1 Nrps 65407 Surfactin  biosynthetic  gene Chirel
cluster (82% of genes show
similarity) cHe oH
o} CHa. (o] o] O /O CH:
ﬁ B ﬁj\ rp r\’i‘; :1 CHa
[¢] (o] CHa
ﬁ: CHsa
CHs
Cluster 2 Thiopeptide 27301 Kijanimicin biosynthetic gene
cluster (4% of genes show -
similarity)
Cluster 3 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Lantipeptide 28889 - -
Cluster 6 Transatpks 85884 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 7 Transatpks- 102701 Bacillaene biosynthetic gene o
Nrps cluster (100% of genes show 2 N N o
similarity) O/Y Y\H
o R (0] OH CHs -
Cluster 8 Transatpks- 137829 Fengycin  biosynthetic  gene Wos
Nrps cluster (100% of genes show A ‘ ) Jﬁ L Sx\’
e . L _» % J() r \
similarity) : © O iy
s I LYo
ﬁ/\(\\)ﬁ I =N
P~ o /(g
N5 P e
i <j)\/kf\f{\j
Cluster 9 Terpene 21883 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
M75
Cluster 10 T3pks 41100 - -
Cluster 11 Transatpks 100447 Difficidin  biosynthetic gene 0 H
cluster (100% of genes show o
similarity)
CHs R ]
Cluster 12 Bacteriocin- 66791 Bacillibactin biosynthetic gene B el
Nrps cluster (100% of genes show &
similarity) R% N
H/\[( CH
NH2 (0] NS
0
Cluster 13 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
GB1
Cluster 1 Phosphonate 40884 - -
Cluster 2 Nrps 65407 Surfactin  biosynthetic  gene Ho_ _o e
cluster (82% of genes show
similarity) Chs on
CHs (o] o] 0 /O CH:
N ij\ﬁ & N CHs
‘ o] ‘ [o] CH:
Eh CHs
CHs
Cluster 3 Lantipeptide 23984 Mersacidin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 4 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 5 Nrps 68420 - -
Cluster 6 Bacteriocin- 66793 Bacillibactin biosynthetic gene & e
Nrps cluster (100% of genes show
similarity)
Cluster 7 Transatpks 100453 Difficidin  biosynthetic gene
cluster (100% of genes show
similarity)
Cluster 8 T3pks 24956 -
Cluster 9 Terpene 21883 -
Cluster 10 Transatpks- 137832 Fengycin  biosynthetic  gene
Nrps cluster (100% of genes show
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
GB1
Cluster 11 Transatpks- 102680 Bacillaene biosynthetic gene o i
Nrps cluster (100% of genes show § N o
similarity) oN jﬁu
R o} R 0 OH CHs
Cluster 12 Transatpks 85902 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 13 Terpene 20740 - -
Cluster 14 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
JTYP2
Cluster 1 Nrps 65407 Surfactin  biosynthetic  gene Ho_ _o el
cluster (82% of genes show
similarity) - e
o}
CHas 0 (o] 0O = CHs
H H
No, : N,,%
fj\b H Chis
e} O CHs
E{a CHs
CHs CHs
Cluster 2 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 3 Terpene 20740 - -
Cluster 4 Lantipeptide 28888 - -
Cluster 5 Transatpks 85904 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 6 Transatpks- 102674 Bacillaene biosynthetic gene &
Nrps cluster (100% of genes show y N o
similarity) 04\/ \[(\H
0 R 0 OH Ha
Cluster 7 Transatpks- 137801 Fengycin  biosynthetic  gene how =
Nrps cluster (100% of genes show }T ‘ [ his %4{'\/
similarity) ) O [ 5y
A T 1 rivhA
H \/ \T/& I L}
O N
& e A
Tk \ﬁf e
Y L
2 ?/ p\/'g
"~ 1 7 R
o <\’k 1 \f
e [ r "' \‘—‘/\ 2
o
A
Cluster 8 Terpene 21883 - -
Cluster 9 T3pks 41100 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
JTYP2
Cluster 10 Transatpks 100453 Difficidin  biosynthetic gene o Kj
cluster (100% of genes show |
similarity) Y \’/\
CHs R ]
Cluster 11 Bacteriocin- 66792 Bacillibactin biosynthetic gene ” gg"a‘
Nrps cluster (100% of genes show
similarity) R \Hk N
N CHs
Y
NH2 O .
0
Cluster 12 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
HJ18-4
Cluster 1 Transatpks- 77723 Rhizocticin biosynthetic gene o o
Nrps cluster (22% of genes show . o .
similarity) N | "
K(CHS NHz
CHs
Cluster 2 Nrps 65434 Surfactin  biosynthetic  gene Ho ol
cluster (78% of genes show
similarity) CHs oH
HzN ¥ o CHs o} o (o] /:: CHa
T, N, N N, CHs
3 o] ﬁl o (o]
CHs
Cluster 3 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Lantipeptide 28889 - -
Cluster 6 Transatpks 85890 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 7 Transatpks- 102689 Bacillaene biosynthetic gene g
Nrps cluster (100% of genes show o
similarity)
o} OH CHs _
Cluster 8 Transatpks- 137838 Fengycin  biosynthetic  gene ‘ N [
Nrps cluster (100% of genes show g %
similarity) =
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
HJ18-4
Cluster 9 Terpene 21883 - -
Cluster 10 T3pks 41100 - -
Cluster 11 Transatpks 100435 Difficidin  biosynthetic gene o ﬂ
cluster (100% of genes show
similarity) Y Y\
CHs
Cluster 12 Bacteriocin- 66793 Bacillibactin biosynthetic gene " 82”3'
Nrps cluster (100% of genes show
similarity) R w)J\ N
N CHs
Y
NH2 0 N\
o)
Cluster 13 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

cluster (7% of genes show
similarity)

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters

CFSANO034339

Cluster 1 Bacteriocin- 66055 Bacillibactin biosynthetic gene i e

Nrps cluster (100% of genes show T
similarity) R% N
H/\[( CHs
NH2 (0] S
o)

Cluster 2 Transatpks 23024 Difficidin  biosynthetic gene HO OH
cluster (26% of genes show W
similarity) CHs O 0 OH 0 ,

Cluster 3 Nrps 13961 Fengycin  biosynthetic  gene ™~ - Chiral
cluster (20% of genes show o) o)
similarity) N

u OH
o &
HO (0]
NH2 .

Cluster 4 Nrps 10021 Surfactin  biosynthetic  gene e e
cluster (8% of genes show H
similarity) HGCY\H/N e

CHas (0] \E\L(
(6]

Cluster 5 Nrps 9308 Fengycin  biosynthetic  gene 5 Chiral
cluster (13% of genes show — 74 o
similarity) R— <\/\\<

HSC’S/« \\\ \\\s‘ o
NH: NQ
Cluster 6 Otherks 41244 Butirosin  biosynthetic  gene
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
CFSANO034339
Cluster 7 Terpene 20740 - -
Cluster 8 Transatpks 85892 Macrolactin biosynthetic gene
cluster (100% of genes show
similarity)
Cluster 9 Transatpks- 102671 Bacillaene biosynthetic gene
Nrps cluster (100% of genes show
similarity)
Cluster 10 Transatpks- 87722 Fengycin  biosynthetic  gene
Nrps cluster (80% of genes show
similarity)
Cluster 11 Transatpks 28377 Difficidin  biosynthetic gene
cluster (46% of genes show
similarity)
Cluster 12 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 13 Nrps 39773 - -
Cluster 14 Lantipeptide 27057 Subtilin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 15 T3pks 41100 - -
Cluster 16 Terpene 21883 - -
Cluster 17 Nrps 23565 Plipastatin  biosynthetic gene
cluster (38% of genes show -
similarity)
Cluster 18 Nrps 25682 Surfactin  biosynthetic  gene
cluster (39% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
CFSANO034339
Cluster 19 Transatpks- 77735 Rhizocticin biosynthetic gene i chiral
Nrps cluster (22% of genes show
Similarity) 1) o 16) 1)
H H
N, N
N ", H/\H/\[( o
HN O (0] O o] (0]
3 CHa NH:
HoN™
CHs _
Cluster 20 Nrps 28212 Surfactin  biosynthetic ~ gene - chial
cluster (47% of genes show ! Y
similarity) HO\H/\/‘\H/N o
(e} (0] e CHs
o
Cluster 21 Transatpks 46427 Difficidin  biosynthetic gene HO =0
cluster (53% of genes show W]/\/
similarity) CHs O OH OH 0
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
CH13
Cluster 1 Nrps 65632 Surfactin  biosynthetic gene | » o chiral
cluster (91% of genes show
similarity)
CHa
CHs
Cluster 2 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 3 Terpene 20740 - -
Cluster 4 Transatpks 85899 Macrolactin biosynthetic gene 0
cluster (100% of genes show | ™°
similarity) OH o} OH OH o} OH o o} OH
Cluster 5 Transatpks- 102683 Bacillaene biosynthetic gene HoO4 o o4 o o o o oi A
Nrps cluster (100% of genes show )\WMWWW
similarity) ‘
Cluster 6 Transatpks- 114360 Fengycin  biosynthetic  gene K d
Nrps cluster (93% of genes show » v O (A
similarity) W“ [ "%/\;F"i ¢ § C(
o7 Sl aas:
S \/ . f [
i K B
DS
YT 0, iy
T
@
Cluster 7 Nrps 22514 Plipastatin_biosynthetic_gene ¢
luster (30% of genes show -
similarity)
Cluster 8 Terpene 21883 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
CH13
Cluster 9 T3pks 41100 - -
Cluster 10 Transatpks 71039 Difficidin  biosynthetic gene | o
cluster (66% of genes show
Si mi |arity) CHa OH OH OH (o] OH (o} OH OH
Cluster 11 Transatpks 28584 Difficidin  biosynthetic gene e
cluster (46% of genes show B
similarity) R
6] OH
Cluster 12 Nrps 30002 - -
Cluster 13 Nrps 22198 - - ‘
Cluster 14 Bacteriocin- 66791 Bacillibactin biosynthetic gene " ol
Nrps cluster (100% of genes show n
similarity) R\Hk N
N CHs
H/ﬁ‘/
NH2 0 N\
o)
Cluster 15 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
GH1-13
Cluster 1 Transatpks- 77727 Rhizocticin biosynthetic gene o
Nrps cluster (22% of genes show
similarity)
Cluster 2 Nrps 65410 Surfactin  biosynthetic  gene o
cluster (82% of genes show
similarity)
CHs
CHa
Cluster 3 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Transatpks 85884 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 6 Transatpks- 102701 Bacillaene biosynthetic gene
Nrps cluster (100% of genes show
similarity)
Cluster 7 Transatpks- 137853 Fengycin  biosynthetic  gene
Nrps cluster (100% of genes show
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
GH1-13
Cluster 8 Terpene 21883 - -
Cluster 9 T3pks 41100 - -
Cluster 10 Transatpks 100447 Difficidin  biosynthetic gene o ﬂ
cluster (100% of genes show No
similarity) Y \(\
CHs R
Cluster 11 Bacteriocin- 66793 Bacillibactin biosynthetic gene g g
Nrps cluster (100% of genes show \HL ¥
similarity) R N
N CHs
Y
NH2 0 \i\
0
Cluster 12 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 13 Lantipeptide 23983 Mersacidin biosynthetic gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
AH159-1
Cluster 1 Nrps 9337 Fengycin  biosynthetic  gene 5 ohial
cluster (13% of genes show - 4 i
similarity) o o
HsC &N\\\“ o)
NH2 NQ
Cluster 2 Nrps 29784 Fengycin biosynthetic gene - chiel
cluster (73% of genes show S
similarity) 0
-
N
N o
H
NHz o] jl/\
HO i
Cluster 3 Transatpks- 41926 Bacillomycin biosynthetic gene chial
Nrps cluster (60% of genes show
similarity)
(0]
Ko C
OH
Cluster 4 Transatpks 10567 Bacillaene biosynthetic gene
cluster (14% of genes show
similarity)
Cluster 5 Transatpks- 21950 Bacillaene biosynthetic gene
Nrps cluster (35% of genes show OH
similarity) R
o) OH CH
Cluster 6 Transatpks- 47403 Bacillaene biosynthetic gene e
Nrps cluster (85% of genes show | R OH
similarity) H/WW
NH2 o OH OH o] OH [¢] OH (o]



http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#transatpks
http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#transatpks
http://antismash.secondarymetabolites.org/help#transatpks
http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#transatpks
http://antismash.secondarymetabolites.org/help#nrps

Table S1. Continued.

similarity)

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

AH159-1

Cluster 7 Transatpks 71015 Macrolactin biosynthetic gene | +o 0
cluster (90% of genes show WW
similarity) CHs OH o] o] o] OH o] OH 0 o}

Cluster 8 Terpene 15536 - -

Cluster 9 Nrps 2846 - -

Cluster 10 Terpene 14261 - -

Cluster 11 T3pks 15359 - -

Cluster 12 Transatpks 30066 Difficidin  biosynthetic gene OH
cluster (33% of genes show )\/\
similarity) HaC N o

Cluster 13 Transatpks 15801 Difficidin  biosynthetic gene e 29
cluster (26% of genes show WY\/
similarity) CHs O OH

Cluster 14 Transatpks 22943 Difficidin  biosynthetic gene =0
cluster (26% of genes show HaCW
similarity) OH o} OH OH

Cluster 15 Transatpks 14496 Difficidin  biosynthetic  gene e
cluster (46% of genes show R)\H/\(vo
similarity)

(o) OH

Cluster 16 Lantipeptide 2029 - -

Cluster 17 Other 24406 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)

Cluster 18 Nrps 7132 Surfactin  biosynthetic  gene
cluster (21% of genes show -
similarity)

Cluster 19 Nrps 9506 Surfactin  biosynthetic  gene e chial
cluster (8% of genes show i H 5
similarity)

Cluster 20 Nrps 27847 Surfactin  biosynthetic  gene - chiel
cluster (47% of genes show

HO \n/\/\ﬂ/ N CHs
[e] (o] \E\(E
(6]
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Table S1. Continued.

cluster (20% of genes show
similarity)

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

AH159-1

Cluster 21 Bacteriocin 8561 Amylocyclicin biosynthetic
gene cluster (100% of genes -
show similarity)

Cluster 22 Nrps 30192 Bacillibactin biosynthetic gene & oy
cluster (100% of genes show H
similarity) RW)J\N/W(N -

NHz (0] NS
o
Cluster 23 Ladderane 41121 - -
Cluster 24 Nrps 12665 Fengycin biosynthetic gene 5 chiral

IZ

HO
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
2A-2B
Cluster 1 Transatpks 85899 Macrolactin biosynthetic gene | +o 0
cluster (100% of genes show Y\K\[mm/\ﬂ/\(\ﬂ/\/
similarity) CHs OH (o] OH o] 0 OH o] OH o]
Cluster 2 Transatpks- 102686 Bacillaene biosynthetic gene W Om Mo omoR @R oMo o
Nrps cluster (100% of genes show )\ff Hﬁ/ﬁ/\/\m{\/
similarity) o i o
Cluster 3 Transatpks- 87921 Fengycin  biosynthetic  gene o
Nrps cluster (80% of genes show
similarity)
(e] o OH HN r o
Cluster 4 Bacteriocin- 66791 Bacillibactin biosynthetic gene & i T
Nrps cluster (100% of genes show H
O R §
similarity) H/\H/ _—
NH2 (0] N
o
Cluster 5 Nrps 35335 - -
Cluster 6 Terpene 21883 - -
Cluster 7 T3pks 41100 - -
Cluster 8 Transatpks 45760 Difficidin  biosynthetic gene HO 228
cluster (53% of genes show Wm/\/
similarity) CHa e) OH 0 OH
Cluster 9 Transatpks 28251 Difficidin  biosynthetic gene ik
cluster (46% of genes show _0
similarity) R
0 OH
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

2A-2B

Cluster 10 Terpene 20740 - -

Cluster 11 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)

Cluster 12 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)

Cluster 13 Nrps 24050 - -

Cluster 14 Nrps 28056 Surfactin  biosynthetic  gene - S
cluster (47% of genes show H
similarity) HOMN Ghls

(6] o) S CHs
(0]

Cluster 15 Transatpks 22899 Difficidin  biosynthetic gene HO OH
cluster (26% of genes show W
similarity) CHs 0 0 OH 0

Cluster 16 Nrps 15095 Surfactin ~ biosynthetic  gene
cluster (39% of genes show -
similarity)

Cluster 17 Nrps 12809 Fengycin  biosynthetic  gene " chiral
cluster (26% of genes show </ -
similarity) -

N
HO NHa

Cluster 18 Nrps 9454 Fengycin  biosynthetic  gene & chiral
cluster (20% of genes show -~ MOH
similarity) 5 0
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
2A-2B
Cluster 19 Nrps 8988 Surfactin  biosynthetic  gene i Chiral
cluster (8% of genes show H .
similarity) HaC W N OH
CHs O U
0
Cluster 20 Nrps 7816 - -
Cluster 21 Nrps 1482 - -
Cluster 22 Nrps 1413 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

ARYD01000001

Cluster 1 Nrps 23248 - -

Cluster 2 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)

Cluster 3 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)

Cluster 4 Terpene 20740 - -

Cluster 5 Transatpks- 99966 Bacillaene biosynthetic gene o+ o4 o o 0 o4 0o o4 on A

Nrps cluster (100% of genes show )YM/WW
similarity)

Cluster 6 Transatpks 45842 Difficidin  biosynthetic gene
cluster (53% of genes show -
similarity)

Cluster 7 T3pks 41100 - -

Cluster 8 Transatpks 85902 Macrolactin biosynthetic gene | +o 20
cluster (100% of genes show me/
similarity) CHs OH o o] OH o o] OH o OH

Cluster 9 Bacteriocin- 65849 Bacillibactin biosynthetic gene - Ll

Nrps cluster (100% of genes show
similarity)

Cluster 10 Transatpks- 88037 Fengycin  biosynthetic  gene

Nrps cluster (86% of genes show
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
ARYD01000001
Cluster 11 Transatpks 28283 Difficidin  biosynthetic gene L
cluster (46% of genes show Wo
similarity) R
0 OH ]
Cluster 12 Nrps 27868 Surfactin  biosynthetic ~ gene i ey
cluster (47% of genes show H
similarity) HOMN CHs
) O W CHs
(6)
Cluster 13 Phosphonate 40890 - -
Cluster 14 Terpene 21883 - -
Cluster 15 Nrps 21780 Plipastatin  biosynthetic gene
cluster (30% of genes show -
similarity)
Cluster 16 Transatpks 23101 Difficidin  biosynthetic gene HO OH
cluster (26% of genes show W
similarity) CHs O 0 OH 0
Cluster 17 Nrps 15228 Surfactin  biosynthetic  gene
cluster (39% of genes show -
similarity)
Cluster 18 Nrps 13069 Fengycin  biosynthetic  gene o ol
cluster (20% of genes show </ oS
similarity) 5
N
HO
Cluster 19 Nrps 9721 Surfactin  biosynthetic  gene "
cluster (8% of genes show H
similarity) HSCY\H/N
CHs O
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

ARYD01000001

Cluster 20 Nrps 9091 Fengycin biosynthetic gene & Chiral
cluster (13% of genes show - 4 S
similarity) 5 B <\/\\<

HsC &
SO
Cluster 21 Nrps 6895 - -
Cluster 22 Nrps 6499 - -
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Table S1. Continued.

Nrps

similarity)

CHs

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
9D-6
Cluster 1 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 2 Nrps 65407 Surfactin  biosynthetic  gene ol
cluster (91% of genes show
similarity)
CHa
CHa
Cluster 3 Ladderane 41121 - -
Cluster 4 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 5 Terpene 20740 - -
Cluster 6 Lantipeptide 28888 - -
Cluster 7 Transatpks 85893 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 8 Transatpks- 102686 Bacillaene biosynthetic gene 9
Nrps cluster (100% of genes show s o)
b AN Y
(0] R 6] OH CHs -
Cluster 9 Bacteriocin- 125093 Fengycin  biosynthetic  gene o
Transatpks- cluster (93% of genes show N \L
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Table S1. Continued.

Predicted core clusters

similarity)

Strain clusters | Type | Length (bp) | Most similar known clusters
9D-6
Cluster 10 Terpene 21883 - -
Cluster 11 T3pks 41100 - -
Cluster 12 Transatpks 100453 Difficidin  biosynthetic gene o H
cluster (100% of genes show No
similarity) Y \(\
CHs R ]
Cluster 13 Bacteriocin- 66810 Bacillibactin biosynthetic gene o
Nrps cluster (100% of genes show

o)
H
N /ﬁ( CHa
H
NHz (o) NS
0
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
GQJIK49
Cluster 1 Nrps 65407 Surfactin  biosynthetic  gene Ho_ o ol
cluster (82% of genes show
similarity) Che oH
o
CHa [0} 0 (o} ~ CHs
N K )
N o N N CHs
H H H
(o] (0] CHs
c CHs
Ha
CHs CHa
Cluster 2 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 3 Terpene 20740 - -
Cluster 4 Lantipeptide 28888 - -
Cluster 5 Transatpks 85905 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 6 Transatpks- 102674 Bacillaene biosynthetic gene " K
Nrps cluster (100% of genes show _ y N o
similarity) O/\r fﬁ
) R ) CHs -
Cluster 7 Transatpks 137800 Fengycin  biosynthetic  gene o [F
-Nrps cluster (100% of genes show S ‘ ) Jw iy S§ N
similarity) L oy O ¢ @ %
X \YQKWY*>
P L
Rt !
7 \W //\\‘? “ V
LS g
T YT
C*’km*»\
Wﬁ CHa
A
Cluster 8 Terpene 21883 - -
Cluster 9 T3pks 41100 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
GQJIK49
Cluster 10 Transatpks 100452 Difficidin  biosynthetic gene 0 N
cluster (100% of genes show Y %O
similarity) cHs R
Cluster 11 Bacteriocin- 66791 Bacillibactin biosynthetic gene & o
Nrps cluster (100% of genes show RW)J\ H
similarity) N CHs
SR
Cluster 12 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
T20E-257
Cluster 1 Nrps 65410 Surfactin  biosynthetic  gene Ho_ _o el
cluster (82% of genes show
similarity) o o
9}
HzN CHa o (¢} 0o ~”  CHs
\ . \ o
HaC (o] (o] CHs
ga CHs
CHs
Cluster 2 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 3 Terpene 20740 - -
Cluster 4 Lantipeptide 28889 - -
Cluster 5 Transatpks 85887 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 6 Transatpks- 102707 Bacillaene biosynthetic gene f i
Nrps cluster (100% of genes show _ s s 0
similarity) o“( WAH
(0] R (0} CHs _
Cluster 7 Transatpks 137831 Fengycin  biosynthetic  gene ‘ Kig P
-Nrps cluster (100% of genes show A ‘ ) Jw iy S"(\’
similarity) ) Q [ 5 oy
L, & ToryA A
Y e Yo T O
Ve b an N
@ e A
H P~ A
e o
<jl)\/%/:\()‘,\i)\;/\
1@
A
Cluster 8 Terpene 21883 - -
Cluster 9 T3pks 41100 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
T20E-257
Cluster 10 Transatpks 100450 Difficidin  biosynthetic gene o §
cluster (100% of genes show Y \ho
similarity)
CHs R _
Cluster 11 Bacteriocin- 66793 Bacillibactin biosynthetic gene % g
Nrps cluster (100% of genes show ”
O R H
similarity) N/\H/ -
NHz ] NS
o
Cluster 12 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
157
Cluster 1 Nrps 65407 Surfactin_biosynthetic_gene_cl - chial
uster (82% of genes show
similarity)
OH
/¢ O
HaN (0] (o] = CHs
PPt
Ny, -
N NY CHs
H H
HsC (o} ¢CH3
CHs
Cluster 2 Phosphonate 40884 - -
Cluster 3 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Transatpks 82191 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 6 Transatpks- 102683 Bacillaene biosynthetic gene 9 B
Nrps cluster (100% of genes show § § o
similarity) O%Y W(\E
R 0 R 0 OH CHs
Cluster 7 Transatpks 137833 Fengycin  biosynthetic  gene i o
-Nrps cluster (100% of genes show | g h O (Y
similarity) T \} N i Co S
T \[/§ ‘ o~ )\ N
V\/\/\( - I
a5 A A
e X
P N o [
H,;\\/'\l& J\ /J »Y%
We \ He J \/
A
Cluster 8 Terpene 21883 - -
Cluster 9 T3pks 41100 - -
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Table S1. Continued.

cluster (100% of genes show
similarity)

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
157
Cluster 10 Transatpks 100444 Difficidin  biosynthetic gene o §
cluster (100% of genes show Y Y%o
similarity)
CHs R _
Cluster 11 Bacteriocin- 66795 Bacillibactin biosynthetic gene " e
Nrps cluster (100% of genes show . :
similarity) m/\H/ &l
NHz O NS
(6]
Cluster 12 Nrps 65342 - -
Cluster 13 Other 41418 Bacilysin  biosynthetic gene
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

TB1501

Cluster 1 Bacteriocin- 66794 Bacillibactin biosynthetic gene o o

Nrps cluster (100% of genes show ] N
similarity) H/ﬁ]/ o
NHz [¢] S
o

Cluster 2 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)

Cluster 3 Nrps 65407 Surfactin  biosynthetic  gene e
cluster (91% of genes show
similarity) CHo oH

CHs (0] o o] /O CHs
. \ Ny o
(0] (o} CHs
g CHa
CHa

Cluster 4 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)

Cluster 5 Terpene 20740 - -

Cluster 6 Transatpks 85900 Macrolactin biosynthetic gene _0
cluster (100% of genes show HSCWYW\/
similarity) oH O OH O OH © 0 0 OH

Cluster 7 Transatpks 102691 Bacillaene biosynthetic gene o4 o o o o4 o o on A

-Nrps cluster (100% of genes show )}(QK/WWMMJY\‘/W
similarity) ‘

Cluster 8 Transatpks- 137820 Fengycin  biosynthetic  gene -

Nrps cluster (100% of genes show /}\'1 /H ‘ “/.,gﬁ L N
similarity) e @) v o gt
- /\) ~ \‘/‘ \[/\ \r /
P ‘ Y N
e i W N
e Ve
¢‘ \\‘r/‘ H\ K
v s !
1o (:“, AL /\(”‘1\‘\\
A ¢
A
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Table S1. Continued.

cluster (100% of genes show
similarity)

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
TB1501

Cluster 9 Terpene 21883 - -

Cluster 10 T3pks 41100 - -

Cluster 11 Transatpks 100449 Difficidin  biosynthetic gene
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
NJAU-Z9
Cluster 1 Transatpks 100450 Difficidin  biosynthetic gene 0 N
cluster (100% of genes show Y Y%O
similarity) CH: R
Cluster 2 T3pks 41100 - -
Cluster 3 Terpene 21883 - -
Cluster 4 Transatpks- 137830 Fengycin  biosynthetic  gene g g
Nrps cluster (100% of genes show PA ‘ ) \ s
similarity) e A oNeNE2A
X, ¥ T /(\« : 8
PO TN ) L
5 s oAl
Y\Q “/1* |
tv iy
a 'Qr A j»,«
A o
A
Cluster 5 Transatpks- 102701 Bacillaene biosynthetic gene ] 0 i A
Nrps cluster (100% of genes show Y N J\KNMO
.. . (0] N
similarity) /1/ I}AH I | oI
Cluster 6 Transatpks 85887 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 7 Lantipeptide 28889 - -
Cluster 8 Terpene 20740 - -
Cluster 9 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 10 Nrps 65407 Surfactin  biosynthetic  gene KO0 "
cluster (82% of genes show
similarity) ) /ii/ /qi i
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Table S1. Continued.

similarity)

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
NJAU-Z9
Cluster 11 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 12 Bacteriocin- 66838 Bacillibactin biosynthetic gene » ar
Nrps cluster (100% of genes show H
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SCDB_291
Cluster 1 Terpene 21883 - -
Cluster 2 Transatpks- 137836 Fengycin biosynthetic ~ gene | |
Nrps cluster (100% of genes show |~ | p e f/\ rom, B i
similarity) . (& N WL # g //«
L . o Y e =
A S SN A
o \I/ /Iw\\ S
=L T F LS
4 {;j‘ ”*\;A\("r‘*?/l' ’“‘T\-*\C
T ey
A
Cluster 3 Transatpks- 102701 Bacillaene biosynthetic gene 0 " i
Nrps cluster (100% of genes show Yz N /[%/NMO
similarity) I
0 R o H CHa
Cluster 4 Transatpks 85890 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 5 Terpene 20740 - -
Cluster 6 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity) _
Cluster 7 Nrps 65407 Surfactin  biosynthetic  gene o o o
cluster (82% of genes show
similarity) o -
(o]
CHa (o] o) 0} ~ CHa
H H
N N
N NY CHa
H H
(¢] (o} CHs
C CHs
Ha
CHs CHs
Cluster 8 Lantipeptide 22615 Locillomycin biosynthetic gene
cluster (35% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SCDB_291
Cluster 9 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 10 Bacteriocin- 66794 Bacillibactin biosynthetic gene o &
Nrps cluster (100% of genes show H% H
similarity) N CHs
NH2 /jo( \o
Cluster 11 Transatpks 100411 Difficidin  biosynthetic gene 0 N
cluster (100% of genes show Y w/%o
similarity) CHs R
Cluster 12 T3pks 41100 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SCGB_1
Cluster 1 T3pks 41100 - -
Cluster 2 Transatpks 100411 Difficidin  biosynthetic gene o N
cluster (100% of genes show Y Y%o
similarity)
CHs R
Cluster 3 Bacteriocin- 66794 Bacillibactin biosynthetic gene & I
Nrps cluster (100% of genes show H
similarity) R%mAﬂ/N CHs
NHz o} N
o
Cluster 4 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 5 Lantipeptide 22615 Locillomycin biosynthetic gene
cluster (35% of genes show -
similarity)
Cluster 6 Nrps 65407 Surfactin  biosynthetic  gene cniel
cluster (82% of genes show
similarity) o
(o]
0 o} 7 CHs
u‘ CHs
0 CHa
CHs
Cluster 7 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 8 Terpene 20740 - -
Cluster 9 Transatpks 85890 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 10 Transatpks- 102701 Bacillaene biosynthetic gene i
Nrps cluster (100% of genes show g § o
similarity) O/\/ \[(\N
6] R O CHs
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SCGB_1
Cluster 11 Transatpks- 137846 Fengycin  biosynthetic  gene : ]
Nrps cluster (100% of genes show )\\, ,%Y\ r{) \% e j
similarity) L. ¥ X n ‘ P
Y RO
A~ ;{ o5 T
Y Y
/)\g? - :
*‘C\(\{ | r ¢ il
% oy A /\r 3 rl %f\\
Cluster 12 Terpene 21883 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
LABIM40
Cluster 1 Thiopeptide 26798 - -
Cluster 2 Nrps 65407 Surfactin  biosynthetic  gene o
cluster (82% of genes show
similarity)
/C CH;
CHa
Cluster 3 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Transatpks 85908 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 6 Transatpks- 102695 Bacillaene biosynthetic gene - A
Nrps cluster (100% of genes show _ )S/H\”/\‘/Kfo
similarity) O/ﬁ/ Y\N
(0] R (6] CHs
Cluster 7 Transatpks 137654 Fengycin  biosynthetic  gene I ‘ ; i
-Nrps cluster (100% of genes show | ° L\Y %‘3 @ S o
similarity) . Y Kr(% \(‘( AN Q
Y I ‘ S 1 ‘
”\‘/ﬁ\f\)‘/\b q\/‘\'\k
)\} - ) A
N 7 P \r
e <(\/ /J\“/\Jr" '\/k )\/\‘/\
QL
Cluster 8 Terpene 21883 - -
Cluster 9 T3pks 41100 - -
Cluster 10 Transatpks 100450 Difficidin  biosynthetic gene 0 y
cluster (100% of genes show Y w/%o
similarity) Gy B
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
LABIMA40
Cluster 11 Bacteriocin- 66791 Bacillibactin biosynthetic gene " &
Nrps cluster (100% of genes show R%
similarity) N CHs
NHz /\L(
(0]

Cluster 12 Other 41418 Bacilysin  biosynthetic  gene

cluster (100% of genes show -

similarity)



http://antismash.secondarymetabolites.org/help#bacteriocin
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

L-1

Cluster 1 Bacteriocin- 66793 Bacillibactin biosynthetic gene N o

Nrps cluster (100% of genes show . K
similarity) /\[( e
NHz o] \O

Cluster 2 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)

Cluster 3 Nrps 65407 Surfactin  biosynthetic  gene o
cluster (91% of genes show
similarity)

o} o /C CHa
N GHs
CHa

Cluster 4 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)

Cluster 5 Terpene 20740 - -

Cluster 6 Transatpks 85905 Macrolactin biosynthetic gene | +o _0
cluster (100% of genes show YWW
similarity) CHs  OH o o OH 0 o] OH o OH

Cluster 7 Transatpks- 102689 Bacillaene biosynthetic gene o w0 o4 O o1 o ow o A

Nrps cluster (100% of genes show )YVU\/WJ\/K/“\/K/IU\/KW
similarity)

Cluster 8 Transatpks- 137823 Fengycin  biosynthetic  gene ; ‘ -y

Nrps cluster (100% of genes show %\L i A K\ /}(\”'
similarity) ;’ C %\ \\,-;y’,y - \,
e W TN W
i A ;-j\* .
" Y s g
w}/‘»\( i (j/ : \,,T
™Y N s
(,J I r\h\\;
QL
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Table S1. Continued.

cluster (100% of genes show
similarity)

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
L-1

Cluster 9 Terpene 21883 - -

Cluster 10 T3pks 41100 - -

Cluster 11 Transatpks 100449 Difficidin  biosynthetic gene
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SCGB_574
Cluster 1 T3pks 41100 - -
Cluster 2 Transatpks 100444 Difficidin  biosynthetic gene o N
cluster (100% of genes show Y %o
similarity)
CHas R _
Cluster 3 Bacteriocin- 66795 Bacillibactin biosynthetic gene & i
Nrps cluster (100% of genes show H
imilari R N
similarity) u/\H/ s
NH2 (0] N
(0]
Cluster 4 Nrps 68420 - -
Cluster 5 Other 41418 Bacilysin  biosynthetic gene
cluster (100% of genes show -
similarity) _
Cluster 6 Nrps 65407 Surfactin  biosynthetic gene | o o ol
cluster (82% of genes show
similarity)
CHa OH
(0]
(0] (0] = CHs
g
N,
u‘ CHs
o} (0] CHa
CHs CHs
Cluster 7 Phosphonate 40884 - -
Cluster 8 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 9 Terpene 20740 - -
Cluster 10 Transatpks 89899 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 11 Transatpks- 102683 Bacillaene biosynthetic gene - i
Nrps cluster (100% of genes show N s 0
similarity) 04\/ \[ﬁu
R o R 0 OH CHs
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SCGB_574
Cluster 12 Transatpks- 137830 Fengycin  biosynthetic  gene : ]
Nrps cluster (100% of genes show )\\, ,%Y\ r{) \% e j
similarity) T © ¥u Foa !
7 ‘ N 8 /\W/«(k/ G
A~ ;{ o5 A
Ay ) AN
Y Y
>~ o (
"YU RS
% oy A NS rl %f\\
Cluster 13 Terpene 21883 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
OSY-S3
Cluster 1 Nrps 61941 Surfactin  biosynthetic  gene el
cluster (91% of genes show
similarity)
N CHs
Cluster 2 Terpene 20740 -
Cluster 3 Transatpks 80746 Macrolactin biosynthetic gene
cluster (100% of genes show
similarity)
Cluster 4 Transatpks- 102364 Bacillaene biosynthetic gene
Nrps cluster (100% of genes show N N
similarity) /ﬁf ﬁ/\o
O H gggggg
Cluster 5 Nrps 131633 Fengycin  biosynthetic  gene
cluster (100% of genes show I8
.. . A =
similarity) X | H“ K Y \(»Lw\/
\\ N
‘/\( / Y 7 —24\
@ wrh A
X, ity
o L
P \[\A
A - .
0 1 [ \‘/Q
YN VLIF\
— ‘K ‘ ) o
O
p—
Cluster 6 Terpene 20746 - -
Cluster 7 T3pks 41100 - -
Cluster 8 Transatpks 93770 Difficidin  biosynthetic  gene W oW R
cluster (100% of genes show R )\¢o
similarity) N
R
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
OSY-S3
Cluster 9 Nrps 47309 - -
Cluster 10 Bacteriocin- 66779 Bacillibactin biosynthetic gene 5 B i
Nrps cluster (100% of genes show H )K/H
similarity) ) \ 5
(0] (6]
Cluster 11 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 12 Nrps 34459 Bacitracin  biosynthetic gene o chiral
cluster (33% of genes show
similarity) oG [\
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
TJ02
Cluster 1 Nrps 65407 Surfactin  biosynthetic ~ gene Ho_ o o
cluster (91% of genes show
Similarity) CHy OH
(o]
CHa o] o o] 7 CHz
N : N ,, u - S
(@) (o] CHa
gz CHa
CHs
Cluster 2 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 3 Terpene 20740 - -
Cluster 4 Transatpks 85905 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 5 Transatpks- 102695 Bacillaene  biosynthetic gene o . A
Nrps cluster (100% of genes show 2 N )S/NMO
similarity) O/\r \H/\H
o R o H CHs -
Cluster 6 Transatpks- 137823 Fengycin  biosynthetic  gene e a o
Nrps cluster (100% of genes show A A ] ’ 4{\/'
.. . \ AN ,Q T
similarity) ~ O W W =
//"‘\.S ~ /(\ﬂ/ A ; ,>
/\\/\Y\/ \[ \ =
o~y Tq =
. 1 /“ {»,. A
\\/\(\/ ”7\/\
)\? b il \/g 7
S S i J/ i -
ke b ~Na ‘ 2
O
|
Cluster 7 Terpene 21883 - -
Cluster 8 T3pks 41100 - -
Cluster 9 Transatpks 100449 Difficidin  biosynthetic gene 0 N
cluster (100% of genes show Y ﬁAO
similarity) CHs R
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Table S1. Continued.

Strain clusters |

Type

| Length (bp) |

Most similar known clusters

TJO02

Cluster 10

Bacteriocin-
Nrps

66791

Bacillibactin biosynthetic gene
cluster (100% of genes show
similarity)

Cluster 11

Other

41418

Bacilysin  biosynthetic  gene
cluster (100% of genes show
similarity)

Predicted core clusters



http://antismash.secondarymetabolites.org/help#bacteriocin
http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#other

Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
C2
Cluster 1 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 2 Terpene 20740 - -
Cluster 3 Transatpks 85902 Macrolactin biosynthetic gene | +o _0
cluster (100% of genes show WW
S|m||ar|ty) CHs OH (¢] (0] OH O (0] OH (0] OH
Cluster 4 Transatpks- 102692 Bacillaene biosynthetic gene o+ o4 o ow 0 o4 0o o4 on A
Nrps cluster (100% of genes show )YM\W%W
similarity)
Cluster 5 Transatpks- 137833 Fengycin  biosynthetic  gene I o
Nrps cluster (100% of genes show | KA\\ ((5 \/& - r
similarity) ~ LY )/ e
Iy S A
?\; ,»-‘\/Q
Y A
1) e
i R
T EALA Y
N on
QL
Cluster 6 Terpene 21883 - -
Cluster 7 T3pks 41100 - -
Cluster 8 Transatpks 100477 Difficidin  biosynthetic gene N
cluster (100% of genes show HWWC
similarity) O o o4 O 4 0 o4 O O OH O o4 o o
Cluster 9 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 10 Nrps 40483 - -
Cluster 11 Bacteriocin- 66795 Bacillibactin biosynthetic gene o 821"3'
Nrps cluster (100% of genes show ’
similarity) R N
LT
NH2 o ol
(&)
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
C2
Cluster 12 Nrps 23634 - -
Cluster 13 Nrps 65407 Surfactin  biosynthetic  gene Ho_ o0 Chic
cluster (82% of genes show
similarity) - =
o] (o]
HzN o] CHs (o] ¢} (o} e CHs
N N N \d CHs
HaC o] (o] CHs
az CHs
CHs CHs
Cluster 14 Phosphonate 40884 - -
Cluster 15 Nrps 1853 - -
Cluster 16 Nrps 1477 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
3A-25B
Cluster 1 Transatpks 85910 Macrolactin biosynthetic gene | +o _0
cluster (100% of genes show Y\mmm/\ﬂ/\y/\/
similarity) CHs OH 0 (¢ OH o (o) OH o OH
Cluster 2 Transatpks- 102677 Bacillaene biosynthetic gene Hooon o w
Nrps cluster (100% of genes show )\H/\\/W
similarity) O oHI oM
Cluster 3 Transatpks- 87670 Fengycin  biosynthetic  gene o
Nrps cluster (80% of genes show
similarity) .
R ! Mca:
Cluster 4 Nrps 24279 - -
Cluster 5 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 6 Bacteriocin- 73515 Bacillibactin biosynthetic gene o S
Nrps cluster (100% of genes show o H
similarity) u/ﬁ( CHs
NHz 0] \O
Cluster 7 Nrps 22502 Plipastatin  biosynthetic gene
cluster (30% of genes show -
similarity)
Cluster 8 Terpene 21883 - -
Cluster 9 T3pks 41100 - -
Cluster 10 Transatpks 45657 Difficidin  biosynthetic gene HO 0
cluster (53% of genes show W/\[m/\/
similarity) CHs O OH 0 OH
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
3A-25B
Cluster 11 Terpene 20740 - -
Cluster 12 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 13 Transatpks 29069 Difficidin  biosynthetic gene NHe
cluster (40% of genes show WO
similarity) R
0 OH
Cluster 14 Phosphonate 40884 - -
Cluster 15 Nrps 27800 Surfactin  biosynthetic  gene - Chiral
cluster (47% of genes show H
similarity) “O\n/\/\H/N o
O (6] K CHs
(0]
Cluster 16 Nrps 25589 Surfactin  biosynthetic  gene
cluster (39% of genes show -
similarity)
Cluster 17 Transatpks 23620 Difficidin  biosynthetic gene HO OH
cluster (26% of genes show W
similarity) CHs O 0 OH 0
Cluster 18 Nrps 13266 Fengycin  biosynthetic  gene & chiral
cluster (20% of genes show 7 -
similarity)
0 —
N
HO _NHe
Cluster 19 Nrps 9516 Surfactin  biosynthetic  gene i S
cluster (8% of genes show H "
similarity) HeC Y\H/ N OH
CHs (0] \E\L(
)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
3A-25B
Cluster 20 Nrps 9270 Fengycin  biosynthetic  gene " chiral
cluster (13% of genes show - 74 P
similarity) - 6 B
NHz NQ
Cluster 21 Nrps 7952 - -
Cluster 22 Nrps 6394 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

7551-2

Cluster 1 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)

Cluster 2 Terpene 20740 - -

Cluster 3 Transatpks 85887 Macrolactin biosynthetic gene | +o _0
cluster (100% of genes show WWW\(\/
similarity) CHs  OH o] o] OH 0 OH o] 0 OH

Cluster 4 Transatpks- 102704 Bacillaene biosynthetic gene Woon

Nrps cluster (100% of genes show )\(\\AW
similarity) G o
Cluster 5 Transatpks- 87556 Fengycin  biosynthetic  gene o
Nrps cluster (80% of genes show =°
similarity) gz ® \L

Cluster 6 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)

Cluster 7 Bacteriocin- 66792 Bacillibactin biosynthetic gene 5 o

Nrps cluster (100% of genes show o N
similarity) ﬁ/\[( ChHs
NHz o] \O

Cluster 8 Transatpks 28182 Difficidin  biosynthetic gene e
cluster (46% of genes show WO
similarity) R

o OH

Cluster 9 Nrps 21920 Plipastatin  biosynthetic gene
cluster (30% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

7551-2

Cluster 10 Terpene 21883 - -

Cluster 11 T3pks 41100 - -

Cluster 12 Transatpks 45970 Difficidin  biosynthetic gene Ho @
cluster (53% of genes show W
similarity) CH: O OH © OH

Cluster 13 Nrps 25182 Surfactin  biosynthetic  gene
cluster (39% of genes show -
similarity) _

Cluster 14 Nrps 27661 Surfactin  biosynthetic  gene NHe chral
c_Ius_ter. (47% of genes show ™ H s
similarity) M

(@] (0] . CHa
(0]

Cluster 15 Transatpks 22804 Difficidin  biosynthetic gene HO 0
cluster (26% of genes show YW
similarity) CHs O OH o) OH

Cluster 16 Nrps 13190 Fengycin  biosynthetic  gene o enrel
cluster (20% of genes show 7 o
similarity) o

N§
N
HO

Cluster 17 Nrps 1676 - - ‘

Cluster 18 Nrps 9040 Fengycin biosynthetic gene o C“”a('w
cluster (13% of genes show cHs </\/\<
similarity) HeG 2 O\\HN &

Cluster 19 Nrps 8970 Surfactin  biosynthetic  gene N chiel
cluster (8% of genes show HCW“ i
similarity)

CHs (@] \E\g/
0}
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
7551-2
Clustr20 | Other | 1795 |- | -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SRCM101413
Cluster 1 Nrps 65407 Surfactin  biosynthetic  gene Wo_ _o el
cluster (82% of genes show
similarity) - i
CHa (o] 0 o] /” CHa
N N N ¥ CHs
(o] ﬁ:\ s (e] CHa
CHs CHs
Cluster 2 Ladderane 41121 - -
Cluster 3 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Transatpks 84066 Macrolactin biosynthetic gene o o
cluster (100% of genes show H
similarity) R R
Cluster 6 Transatpks- 82334 Bacillaene biosynthetic gene . gitirgl
Nrps cluster (100% of genes show n
similarity)
Cluster 7 Transatpks- 135064 Fengycin  biosynthetic  gene
Nrps cluster (93% of genes show
similarity)
Cluster 8 Terpene 21883 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SRCM101413
Cluster 9 Transatpks 93068 Difficidin  biosynthetic gene o N
cluster (100% of genes show Y %o
similarity)
CHs R i
Cluster 10 Bacteriocin- 66784 Bacillibactin biosynthetic gene 5 g
Nrps cluster (100% of genes show Y
- - - R N
similarity) HW CHs
NH2 O NS
6]
Cluster 11 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
GF610
Cluster 1 Nrps 10013 Fengycin  biosynthetic  gene chrel
cluster (20% of genes show
similarity)
Cluster 2 Bacteriocin- 101372 Fengycin  biosynthetic  gene
Transatpks- cluster (80% of genes show
Nrps similarity)
Cluster 3 Transatpks- 92444 Bacillaene biosynthetic gene
Nrps cluster (100% of genes show
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Otherks 34430 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 6 Lantipeptide 27137 Haloduracin_alpha / haloduracin
beta biosynthetic gene cluster -
(40% of genes show similarity)
Cluster 7 Nrps 26295 Surfactin  biosynthetic  gene
cluster (47% of genes show -
similarity)
Cluster 8 Nrps 39238 Surfactin  biosynthetic ~ gene oo
cluster (52% of genes show
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
GF610
Cluster 9 Transatpks- 77736 Rhizocticin biosynthetic gene on o
Nrps cluster (22% of genes show . S
similarity) J \(\)L
CHs
Cluster 10 Other 29708 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity) .
Cluster 11 Bacteriocin- 47170 Bacillibactin biosynthetic gene 5 g
Nrps cluster (84% of genes show o H
similarity) uﬁ( Chs
NH2 (o] Dy
(6]
Cluster 12 Transatpks 86482 Difficidin  biosynthetic gene N
cluster (100% of genes show RWWWC
similari ty) ) OH OH o OH o OH OH OH OH o OH o OH
Cluster 13 Transatpks 85899 Macrolactin biosynthetic gene | +o _0
cluster (100% of genes show YYWWY\”/\/
similarity) CHs  OH o] OH o] o OH o] OH o}
Cluster 14 T3pks 41100 - -
Cluster 15 Terpene 21883 - -
Cluster 16 Nrps 3179 - - '
Cluster 17 Nrps 14428 Fengycin  biosynthetic gene HO_ _GHs el
cluster (26% of genes show B Q
similarity) N
H OH
HN o o =
HO (0]
™
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SRCM100072
Cluster 1 Nrps 65407 Surfactin  biosynthetic gene | o o cnal
cluster (82% of genes show
similarity)
CHs OH
(o]
HzN (o] (0] ~a CHa
N,
" H“‘“ CHs
HsC [e] CHs
CHs CHs
Cluster 2 Otherks 41220 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 3 Terpene 20515 - - ,
Cluster 4 Transatpks- 113322 Bacillaene biosynthetic gene Chiral
Nrps cluster (57% of genes show
similarity)
CHs
g/k;o
Cluster 5 Lantipeptide 28888 - -
Cluster 6 Transatpks 79667 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 7 Transatpks- 47671 Bacillaene biosynthetic gene O R
Nrps cluster (78% of genes show " “ o
L ~
similarity) S N
0 OH CHs
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
SRCM100072
Cluster 8 Transatpks- 122425 Fengycin  biosynthetic  gene
Nrps cluster (93% of genes show
similarity)
Cluster 9 Terpene 21628 - -
Cluster 10 Transatpks 99600 Difficidin  biosynthetic gene o N
cluster (100% of genes show Y w/%o
similarity) Bl 5 |
Cluster 11 Bacteriocin- 66791 Bacillibactin biosynthetic gene 8 S
Nrps cluster (100% of genes show . y
similarity) u/\ﬂ/ CHe
NH2 o =
o
Cluster 12 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 13 Bacteriocin 13078 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
7899
Cluster 1 Transatpks 85893 Macrolactin biosynthetic gene
cluster (100% of genes show
similarity)
Cluster 2 Transatpks- 102689 Bacillaene biosynthetic gene
Nrps cluster (100% of genes show
similarity)
Cluster 3 Transatpks- 86777 Fengycin  biosynthetic  gene
Nrps cluster (73% of genes show
similarity)
Cluster 4 Transatpks 28420 Difficidin  biosynthetic gene
cluster (46% of genes show
similarity)
Cluster 5 Bacteriocin- 66791 Bacillibactin biosynthetic gene & &
Nrps cluster (100% of genes show H
similarity) R N
ARG
NH2 o] \i\
@)
Cluster 6 Nrps 24273 - -
Cluster 7 Other 41445 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 8 Terpene 21883 - -
Cluster 9 T3pks 41100 - -
Cluster 10 Transatpks 46038 Difficidin  biosynthetic gene HO 0
cluster (53% of genes show W
similarity) CHs O OH 0O OoH
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
7899
Cluster 11 Otherks 24865 - -
Cluster 12 Terpene 20740 - -
Cluster 13 Nrps 25231 Surfactin  biosynthetic  gene
cluster (47% of genes show -
similarity)
Cluster 14 Transatpks- 46594 Rhizocticin biosynthetic gene & g
Nrps cluster (6% of genes show H;N\H/\‘/M H
similarity) w/\ﬂ/W\ﬂ/ oH
(0] NH2 (0] OH OH o \O
Cluster 15 Nrps 23168 - -
Cluster 16 Other 22390 Rhizocticin biosynthetic gene
cluster (16% of genes show -
similarity)
Cluster 17 Nrps 27661 Surfactin  biosynthetic  gene - G,
cluster (47% of genes show y
similarity) HO M X £
o
Cluster 18 Transatpks 23349 Difficidin  biosynthetic gene HO 0
cluster (26% of genes show W{Y\/
similarity) CHs 0O OH 0 o
Cluster 19 Nrps 12866 Fengycin  biosynthetic  gene . e
cluster (20% of genes show 7 o
similarity) ’
N
HO
Cluster 20 Nrps 1637 Locillomycin biosynthetic gene
cluster (21% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
7899
Cluster 21 Nrps 9028 Fengycin  biosynthetic  gene ” Gaival
cluster (13% of genes show o </\/\\<OH
similarity) o o
HsC ¢
NH: NQ
Cluster 22 Nrps 9019 Surfactin  biosynthetic  gene . Chiral
cluster (8% of genes show Y
similarity) HGCWN G
CHa 0 N\ (0]
(0]
Cluster 23 Nrps 6648 - -
Cluster 24 Nrps 6514 - -
Cluster 25 Nrps 6414 - -
Cluster 26 Other 1746 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
7751-1
Cluster 1 Nrps 19449 Fengycin  biosynthetic  gene CHe cnrel
cluster (80% of genes show i
similarity) 0

‘ﬁ
o

NH: 0] R
HO i
Cluster 2 Transatpks- 68258 Bacillomycin biosynthetic gene o oH Ghirel
Nrps cluster (100% of genes show 0 b
similarity) C@
} 0
HN 0 e e

..........

==
> a4 o
o
=
?I
g o

Cluster 3 Transatpks- 102701 Bacillaene biosynthetic gene M o o o o o o o A
Nrps cluster (100% of genes show )\WMMMWW
similarity) oo o
Cluster 4 Transatpks 85887 Macrolactin biosynthetic gene Ho _o
cluster (100% of genes show Y\H/YY\H/YYWY\/
S|m||ar|ty) CHs o} OH (6] (¢] OH (0] (0] OH OH
Cluster 5 Terpene 20740 - -
Cluster 6 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 7 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 8 Lantipeptide 26661 - -
Cluster 9 Bacteriocin- 66416 Bacillibactin biosynthetic gene & G

Nrps cluster (100% of genes show - N
similarity) N/\[( CHs
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
7751-1
Cluster 10 Transatpks 28182 Difficidin  biosynthetic gene R
cluster (46% of genes show )\H/Wo
similarity) R
0 OH
Cluster 11 Transatpks 45748 Difficidin  biosynthetic gene
cluster (53% of genes show -
similarity)
Cluster 12 T3pks 41100 - -
Cluster 13 Terpene 21883 - -
Cluster 14 Nrps 25182 Surfactin ~ biosynthetic  gene
cluster (39% of genes show -
similarity)
Cluster 15 Nrps 27617 Surfactin  biosynthetic ~ gene - chiral
cluster (47% of genes show 5
similarity) HOMN Che
@] (0] R CHs
(6]
Cluster 16 Ladderane 41121 - -
Cluster 17 Transatpks 22842 Difficidin  biosynthetic gene HO ~©
cluster (26% of genes show W
similarity) CHs O OH OH 0
Cluster 18 Nrps 12684 Fengycin biosynthetic  gene & Ghirgl
cluster (33% of genes show 7
similarity) < :CHa
o)
f OH
o
HO NH2
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
7751-1
Cluster 19 Nrps 9194 Fengycin  biosynthetic  gene 5 il
cluster (13% of genes show S 74 OH
similarity) oo <\/\\<
Hacw \\\ \\\ o
Cluster 20 Nrps 8953 Surfactin  biosynthetic  gene il Chiral
cluster (8% of genes show H
similarity) H3°WN e
CH: O \E\Lr
(6]
Cluster 21 Other 1838 Orfamide biosynthetic gene
cluster (17% of genes show
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
NWUMFk_BS10.5
Cluster 1 Nrps 22316 Plipastatin  biosynthetic gene
cluster (30% of genes show -
similarity)
Cluster 2 Terpene 21883 - -
Cluster 3 T3pks 41100 - -
Cluster 4 Transatpks 75782 Difficidin  biosynthetic gene e
cluster (93% of genes show RWWO
similarity)
(6] OH OH OH (0] OH 6] O OH
Cluster 5 Nrps 9106 Fengycin  biosynthetic  gene " Chiral
cluster (13% of genes show B % i
similarity) o % O\
NHz NQ
Cluster 6 Bacteriocin- 66791 Bacillibactin biosynthetic gene . i
Nrps cluster (100% of genes show - .
similarity) g/\H/ it
NH2 (0] N\
6]
Cluster 7 Nrps 25599 Surfactin  biosynthetic  gene
cluster (47% of genes show -
similarity)
Cluster 8 Nrps 1012 - - ‘
Cluster 9 Nrps 27683 Surfactin  biosynthetic  gene - Chiral
cluster (47% of genes show H
similarity) HOMN o
(0] (0] N CHs
o
Cluster 10 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 11 Lantipeptide 23982 Mersacidin biosynthetic gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

similarity)

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

NWUMFk_BS10.5

Cluster 12 Nrps 9409 Surfactin  biosynthetic  gene i il
cluster (8% of genes show § g
similarity) HSCWN OH

CHs (8] U
(6]

Cluster 13 Transatpks 24696 Difficidin  biosynthetic gene HO A
cluster (26% of genes show Y\H/\(\[(Y\/
similarity) CHs O OH 0 OH ‘

Cluster 14 Nrps 13665 Fengycin  biosynthetic  gene chiral
cluster (20% of genes show 0
similarity)

OH
NS
HO (0]
Cluster 15 Transatpks- 87575 Fengycin  biosynthetic  gene el
Nrps cluster (80% of genes show
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
NWUMFk_BS10.5
Cluster 16 Transatpks- 102395 Bacillaene biosynthetic gene T o
Nrps cluster (100% of genes show § § o
similarity) O/\r Whu
R (6] R 6] OH CHs
Cluster 17 Transatpks 85881 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 18 Terpene 20740 - -
Cluster 19 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)



http://antismash.secondarymetabolites.org/help#transatpks
http://antismash.secondarymetabolites.org/help#nrps
http://antismash.secondarymetabolites.org/help#transatpks
http://antismash.secondarymetabolites.org/help#terpene
http://antismash.secondarymetabolites.org/help#otherks

Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
7537-G2
Cluster 1 Lantipeptide 26668 -
Cluster 2 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show
similarity)
Cluster 3 Transatpks 85902 Macrolactin biosynthetic gene
cluster (100% of genes show
similarity)
Cluster 4 Transatpks- 102683 Bacillaene biosynthetic gene
Nrps cluster (100% of genes show
similarity)
Cluster 5 Transatpks- 85547 Fengycin  biosynthetic  gene
Nrps cluster (73% of genes show
similarity)
Cluster 6 Transatpks 28177 Difficidin  biosynthetic gene
cluster (46% of genes show
similarity)
Cluster 7 Nrps 13897 Plipastatin  biosynthetic gene
cluster (30% of genes show
similarity)
Cluster 8 Terpene 21883 -
Cluster 9 T3pks 41100 -
Cluster 10 Transatpks 45610 Difficidin  biosynthetic gene HO 0
cluster (53% of genes show W/\[(v
similarity) CHs  OH OH 0
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
7537-G2
Cluster 11 Terpene 20740 - -
Cluster 12 Otherks 31045 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 13 Nrps 25379 Surfactin  biosynthetic  gene
cluster (39% of genes show -
similarity)
Cluster 14 Nrps 27928 Surfactin  biosynthetic  gene - chrel
cluster (47% of genes show & o -
similarity) M
Cluster 15 Bacteriocin- 66792 Bacillibactin biosynthetic gene " Sl
Nrps cluster (100% of genes show R% H
similarity) N CHs
NHz /\Lr \O
Cluster 16 Lantipeptide 18348 - -
Cluster 17 Transatpks 22675 Difficidin  biosynthetic gene HO OH
cluster (26% of genes show YW
similarity) CHs O 0 OH o
Cluster 18 Nrps 12961 Fengycin  biosynthetic  gene & chrel
cluster (20% of genes show ¢ o
similarity) °
Ns“
N
HO
Cluster 19 Nrps 9099 Fengycin_biosynthetic_gene_cl
uster (13% of genes show -
similarity) HBC’S/z o
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

7537-G2

Cluster 20 Nrps 1565 - -

Cluster 21 Nrps 9434 Surfactin  biosynthetic  gene e cniral
cluster (8% of genes show e H -
similarity)

(0]

Cluster 22 Other 1332 Bacitracin  biosynthetic gene
cluster (33% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
7586-G
Cluster 1 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 2 Terpene 20740 - -
Cluster 3 Transatpks 85875 Macrolactin biosynthetic gene | +Ho _0
cluster (100% of genes show WW(\(\/
S|m||ar|ty) CHs OH (¢] (0] OH O (0] OH (0] OH
Cluster 4 Transatpks- 102692 Bacillaene biosynthetic gene w t o ®
Nrps cluster (100% of genes show )\W )\(\\AW
similarity) G o
Cluster 5 Transatpks- 87677 Fengycin  biosynthetic  gene
Nrps cluster (80% of genes show @ C
similarity) \g i i
S ) :
YT A-}-»«)%*«ﬁ@
O
Cluster 6 Bacteriocin- 66793 Bacillibactin biosynthetic gene - i
Nrps cluster (100% of genes show o H
similarity) N/\[( CHe
NHz o] 5
Cluster 7 Lantipeptide 26661 - -
Cluster 8 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 9 Transatpks 28111 Difficidin  biosynthetic ~gene e
cluster (46% of genes show R)\H/\KVO
similarity)
0] OH
Cluster 10 Terpene 21883 - -
Cluster 11 T3pks 41100 - -
Cluster 12 Transatpks 45913 Difficidin  biosynthetic gene HO 50
cluster (53% of genes show Y\[m(\(\/
similarity) CHs O OH 0 OH
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

7586-G

Cluster 13 Nrps 25224 Surfactin  biosynthetic  gene
cluster (39% of genes show -
similarity) ‘

Cluster 14 Nrps 28004 Surfactin  biosynthetic  gene e chiral
cluster (47% of genes show - H o
similarity) M

(0] (6] e CHs
O -
Cluster 15 Transatpks- 46577 Rhizocticin biosynthetic gene & g
Nrps cluster (6% of genes show ai N
similarity) NW/\H/ oH
o NHz o] OH OH o} NS
O

Cluster 16 Nrps 22450 Rhizocticin biosynthetic gene
cluster (9% of genes show -
similarity)

Cluster 17 Transatpks 22945 Difficidin  biosynthetic gene HO 0
cluster (26% of genes show W
similarity) CHs O OH 0 OH

Cluster 18 Nrps 12998 Fengycin  biosynthetic  gene chiral
cluster (20% of genes show
similarity)

HO NH:

Cluster 19 Nrps 9190 Fengycin  biosynthetic  gene 5 oniral
cluster (13% of genes show CHo </\/\\<OH
similarity) Hacw o\\\ \

S N
NHz NQ
Cluster 20 Nrps 1501 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
7586-G
Cluster 21 Nrps 9355 Surfactin  biosynthetic  gene b ohial
cluster (8% of genes show o H o
similarity) ’
o
Cluster 22 Nrps 6564 - -
Cluster 23 Other 1410 - -



http://antismash.secondarymetabolites.org/help#nrps
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
FTCO1
Cluster 1 Bacteriocin- 47085 Bacillibactin biosynthetic gene 4 g
Nrps cluster (100% of genes show o
SO R §
similarity) H/ﬁ( s
NH2 0 NS
(6]
Cluster 2 Terpene 20740 - -
Cluster 3 Transatpks- 91964 Bacillaene biosynthetic gene on R
Nrps cluster (100% of genes show )\( W/\ﬂ/v
similarity) G
Cluster 4 Terpene 21883 - -
Cluster 5 Transatpks 70732 Difficidin  biosynthetic gene | o _o0
cluster (66% of genes show W\W/\[(\/
simi Iarity) CHs O OH o OH OH o OH 0 OH o}
Cluster 6 Transatpks- 102759 Fengycin  biosynthetic  gene
Nrps cluster (86% of genes show
similarity)
HC ;f‘ g NH
S iR B
Cluster 7 Transatpks 27422 Macrolactin biosynthetic gene OH
cluster (20% of genes show /K/\
imilarit
similarity) B p
Cluster 8 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 9 Transatpks 45300 Macrolactin biosynthetic gene HO =9
cluster (80% of genes show W
similarity) CH: O OH 0 OH ©
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
FTCO1
Cluster 10 Transatpks 17107 Difficidin  biosynthetic gene
cluster (46% of genes show
similarity)
Cluster 11 T3pks 23449 -
Cluster 12 Nrps 13336 Fengycin biosynthetic  gene
cluster (20% of genes show
similarity)
Cluster 13 Transatpks 11118 Macrolactin biosynthetic gene
cluster (40% of genes show
similarity)
Cluster 14 Transatpks 7061 - -
Cluster 15 Nrps 3499 Bacitracin  biosynthetic gene
cluster (22% of genes show -
similarity)
Cluster 16 Nrps 25483 Surfactin  biosynthetic  gene
cluster (39% of genes show -
similarity)
Cluster 17 Transatpks 2303 - -
Cluster 18 Other 2154 - -
Cluster 19 Nrps 38415 Surfactin  biosynthetic  gene o e
cluster (52% of genes show B o
similarity) = q i g N
o CHs o) \h o)
CHa
Cluster 20 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
NKG-1
Cluster 1 Thiopeptide 26795 - -
Cluster 2 Nrps 65407 Surfactin  biosynthetic  gene oo o
cluster (91% of genes show
similarity) Chs oH
HzN H o} CHs o] e} o} /fl CHs
q N N, N Na, N - CHs
o] " = (o] CHs
CHs
Cluster 3 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Transatpks 85902 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 6 Transatpks- 102695 Bacillaene biosynthetic gene H "
Nrps cluster (100% of genes show 2 N J\/NMO
similarity) Oﬁ/ WAH
(0] R (0] CHs
Cluster 7 Transatpks- 137811 Fengycin  biosynthetic  gene ; s
Nrps cluster (100% of genes show P : S 5'&
L L AN () [‘/& T
similarity) ~ ) O e 5 %
S \\/ ( P &/\ﬁr \(/\""\
Y I 5 b
%\i | T i N
w,\/' # /k W\/[' g
;{ X .
e T
) <’\?/J\/H/\CF\‘\C
QL
Cluster 8 Terpene 21883 - -
Cluster 9 T3pks 41100 - -
Cluster 10 Transatpks 98209 Difficidin  biosynthetic gene o y
cluster (100% of genes show Y \ho
similarity) CHs R
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
NKG-1
Cluster 11 Bacteriocin- 66790 Bacillibactin biosynthetic gene 5 i
Nrps cluster (100% of genes show Y
- - - R N
similarity) HW i
NHz (6] BN
0]
Cluster 12 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)



http://antismash.secondarymetabolites.org/help#bacteriocin
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

MRC _16791

Cluster 1 Nrps 1913 - -

Cluster 2 Nrps 8491 - -

Cluster 3 Nrps 2808 - -

Cluster 4 Nrps 11305 Fengycin  biosynthetic  gene o chial
cluster (20% of genes show e 7 o
similarity) o o <\/\<

Hzcw \\\\N\\\\ 5

Cluster 5 Nrps 9215 - -

Cluster 6 Nrps 20652 Surfactin  biosynthetic  gene
cluster (39% of genes show -
similarity)

Cluster 7 Nrps 17069 Bacillibactin biosynthetic gene " i
cluster (53% of genes show R% !
similarity) H/\[( s

NH2 (¢] \N
(0]

Cluster 8 Other 24605 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)

Cluster 9 Nrps 28306 Surfactin  biosynthetic  gene M. o chial
cluster (43% of genes show
similarity)

CHz OH
o
N CHa
(o] [e] CHs
CHs

Cluster 10 Terpene 20740 - -

Cluster 11 Nrps 16801 Plipastatin  biosynthetic gene
cluster (46% of genes show -
similarity)
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Table S1. Continued.

similarity)

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters

MRC_16791

Cluster 12 Transatpks 66239 Difficidin  biosynthetic gene i
cluster (66% of genes show R)\H/YYW\H/YW(VOH
simi Iarlty) o OH OH (0] OH (0] OH OH OH OH (o]

Cluster 13 Bacteriocin 6972 Amylocyclicin biosynthetic
gene cluster (50% of genes show -
similarity)

Cluster 14 Terpene 21559 - -

Cluster 15 Transatpks 35488 Difficidin  biosynthetic gene 29
cluster (40% of genes show HBC/\(\/
similarity) OH

Cluster 16 Transatpks 85899 Macrolactin biosynthetic gene | +o _0
cluster (100% of genes show WW
similarity) CH: © OH o 0 OH o o OH OH

Cluster 17 Nrps 26543 - -

Cluster 18 Transatpks- 47671 Bacillaene biosynthetic gene

Nrps cluster (78% of genes show

similarity)

Cluster 19 Transatpks- 88577 Fengycin  biosynthetic  gene el

Nrps cluster (86% of genes show
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
MRC _16791
Cluster 20 Transatpks- 113326 Kalimantacin ~ /  batumin 5 chiral
Nrps biosynthetic gene cluster (17% YCHE
of genes show similarity) o e
OH
o]
H (o)
N
Z/Mm/w]/n/ CHs R
& u/%/OH
(0]
Cluster 21 Lantipeptide 28889 - -
Cluster 22 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
GF610
Cluster 1 Nrps 10013 Fengycin  biosynthetic  gene e
cluster (20% of genes show
similarity)
Cluster 2 Bacteriocin- 101372 Fengycin  biosynthetic  gene
Transatpks- cluster (80% of genes show
Nrps similarity)
Cluster 3 Transatpks- 92444 Bacillaene biosynthetic gene
Nrps cluster (100% of genes show
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Otherks 34430 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 6 Lantipeptide 27137 Haloduracin_alpha / haloduracin
beta biosynthetic gene cluster -
(40% of genes show similarity)
Cluster 7 Nrps 26295 Surfactin  biosynthetic  gene
cluster (47% of genes show -
similarity)
Cluster 8 Nrps 39238 Surfactin  biosynthetic  gene Ho o
cluster (52% of genes show
similarity)
\0 CHs
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
GF610
Cluster 9 Transatpks- 77736 Rhizocticin biosynthetic gene on el
Nrps cluster (22% of genes show
similarity) 0 i ’ 0
N, N
HN [0} (o} ¢O o OH OH (o] \QO\)VL
\\\:?/CHs NH:
HzN
CHs
Cluster 10 Other 29708 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 11 Bacteriocin- 47170 Bacillibactin biosynthetic gene o e
Nrps cluster (84% of genes show 5 K
similarity) ﬁ/ﬁ]/ cHs
NH: [e] =
(6]
Cluster 12 Transatpks 86482 Difficidin  biosynthetic gene ““
cluster (100% of genes show RWWW/\%O
similarity) ©O O O O o4 O O O o4 OH O OH O O
Cluster 13 Transatpks 85899 Macrolactin biosynthetic gene | +Ho _0
cluster (100% of genes show W{Y\(\ﬂ/\(\ﬂ/\/
S|m||ar|ty) CHs OH (0] OH o o OH o OH (o]
Cluster 14 T3pks 41373 - -
Cluster 15 Terpene 21883 - -
Cluster 16 Nrps 3179 - -
Cluster 17 Nrps 14428 Fengycin  biosynthetic  gene HOL s chial
cluster (26% of genes show @ ) 9
similarity) . oH
o S
HO o
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
JW
Cluster 1 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 2 Nrps 48208 - -
Cluster 3 Bacteriocin- 66794 Bacillibactin biosynthetic gene Sl
Nrps cluster (100% of genes show
similarity) w)k /ﬁ( \ﬁ\
Cluster 4 Transatpks 99772 Difficidin  biosynthetic gene
cluster (100% of genes show Y \(\
similarity) s
Cluster 5 T3pks 41100 -
Cluster 6 Terpene 21883 -
Cluster 7 Transatpks- 111359 Fengycin  biosynthetic  gene o
Nrps cluster (93% of genes show Ho@wo M.
similarity) L N_§;<O
§:CH2
Cluster 8 Transatpks- 102686 Bacillaene biosynthetic gene
Nrps cluster (100% of genes show
= 08 Wﬁ JY LY
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
JW
Cluster 9 Transatpks 85902 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 10 Terpene 20740 - -
Cluster 11 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 12 Phosphonate 40884 - -
Cluster 13 Nrps 64595 Surfactin  biosynthetic  gene cHo oH el
cluster (82% of genes show
similarity) Feg a2 9
}f;l‘,% H CHs
HN u
H2N,, o o CHa
o HaC CHz
Cluster 14 Nrps 8172 - -
Cluster 15 Nrps 2173 - -
Cluster 16 Nrps 6438 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
GFP-2
Cluster 1 T3pks 41100 - -
Cluster 2 Transatpks 100450 Difficidin  biosynthetic gene o §
cluster (100% of genes show Y w/%o
similarity)
CH: R
Cluster 3 Nrps 52064 - - '
Cluster 4 Bacteriocin- 66793 Bacillibactin biosynthetic gene & sl
Nrps cluster (100% of genes show " H
similarity) H/ﬁw/ i
NH2 (o) NS
(6]
Cluster 5 Lantipeptide 26661 - - _
Cluster 6 Nrps 84179 Bacilysin  biosynthetic gene & chiral
cluster (100% of genes show -3
similarity) HaC CHs
HN R
(0]
(e} NH
(0] R (o]
&
N NH2
R 0 NH: O
Cluster 7 Nrps 65407 Surfactin  biosynthetic gene | w0 o chal
cluster (91% of genes show
similarity)
CHs OH
HN (o] (o] /O CHs
N N N CHs
H H H
HsC o (o] CHs
CHs
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
GFP-2
Cluster 8 Bacteriocin 10851 - -
Cluster 9 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 10 Terpene 20740 - -
Cluster 11 Transatpks 85875 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 12 Transatpks- 102701 Bacillaene biosynthetic gene = =
Nrps cluster (100% of genes show N o
s AN
0] R o OH CHs
Cluster 13 Transatpks- 137851 Fengycin  biosynthetic  gene hi o
Nrps cluster (100% of genes show £ o A @) \f — p
similarity) L ¢ T ,‘(Yif e
g EFrpe A
LS =
) i, T RYC
Nf\i\/ A“\J\J/(/f( }\/\C
Cluster 14 Terpene 21883 - -
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
PG12
Cluster 1 Nrps 65407 Surfactin  biosynthetic  gene Ho_ _o el
cluster (78% of genes show
similarity) o o
CHz o (o} o /O CHs
N N |
N o, N n, N - CHs
o} o CHs
SE CHs
CHs CHs
Cluster 2 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity) .
Cluster 3 Bacteriocin- 66792 Bacillibactin biosynthetic gene B Syl
Nrps cluster (100% of genes show H
snilar R N
similarity) H/\H/ s
NH2 e} B
(0]
Cluster 4 Transatpks 100447 Difficidin  biosynthetic gene o \
cluster (100% of genes show Y %o
similarity)
CHs R
Cluster 5 T3pks 41100 - -
Cluster 6 Terpene 21883 - -
Cluster 7 Transatpks- 148744 Fengycin  biosynthetic  gene
Nrps cluster (100% of genes show
similarity)
,y \/:
o .;/‘.L" /\L—-,\/L
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
PG12
Cluster 8 Transatpks- 102971 Bacillaene biosynthetic gene - &
Nrps cluster (100% of genes show N N o
similarity) oéY W/\H
R (@) R (6] OH CHs
Cluster 9 Transatpks 85884 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 10 Terpene 20740 - -
Cluster 11 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
Jo1 ‘
Cluster 1 Transatpks- 70521 Locillomycin biosynthetic gene AH o o
Nrps cluster (35% of genes show - N H
similarity) HW oH
m (o] o OH OH [e] X
[0}
NH; )
Cluster 2 Nrps 65822 Surfactin  biosynthetic  gene Ho_ _o chel
cluster (82% of genes show
similarity) &5 i
(o]
CHa (] o o 7 CHaz
N N CHs
H H
o (o] CHs
Koo
__CHa
Cluster 3 Nrps 74329 Fengycin  biosynthetic  gene &
cluster (20% of genes show o =
similarity) CHs
N
HN (o] OH
HO
NH
)\/NH/*
[0}
NH; R
Cluster 4 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 5 Terpene 20740 - -
Cluster 6 Lantipeptide 28889 - -
Cluster 7 Transatpks 85883 Macrolactin biosynthetic gene | Ho 0
cluster (100% of genes show YYYWW
similarity) CH: O OH o OH o o OH OH o
Cluster 8 Transatpks- 102690 Bacillaene biosynthetic gene | & e oo e n e n e e
Nrps cluster (100% of genes show #QWWW[WW
similarity) ° o on o ow o
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
Jo1l
Cluster 9 Transatpks- 122188 Fengycin  biosynthetic  gene -
Nrps cluster (93% of genes show :
similarity)
Cluster 10 Terpene 21883 -
Cluster 11 T3pks 41100 -
Cluster 12 Transatpks 75766 Difficidin  biosynthetic gene
cluster (86% of genes show
similarity)
Cluster 13 Bacteriocin- 66943 Bacillibactin biosynthetic gene
Nrps cluster (100% of genes show
similarity)
Cluster 14 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show
similarity)
Cluster 15 Transatpks 45185 Difficidin  biosynthetic gene
cluster (26% of genes show
simi |arity) CHs o OH o OH o
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
Lzh-a42
Cluster 1 Nrps 65411 Surfactin  biosynthetic  gene Chrl
cluster (82% of genes show
similarity)
", ¢ ww“" CHa
CHs
Cluster 2 Phosphonate 40884 - -
Cluster 3 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Transatpks 85902 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 6 Transatpks- 102680 Bacillaene biosynthetic gene
Nrps cluster (100% of genes show
similarity)
Cluster 7 Transatpks- 137830 Fengycin  biosynthetic  gene T
Nrps cluster (100% of genes show |
similarity) Iy
Cluster 8 Terpene 21883 -
Cluster 9 T3pks 41100 -
Cluster 10 Transatpks 100444 Difficidin  biosynthetic gene
cluster (100% of genes show
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
Lzh-a42
Cluster 11 Bacteriocin- 66796 Bacillibactin biosynthetic gene & i
Nrps cluster (100% of genes show H
similarity) R% /w/“ -
NH2 (¢]
O
Cluster 12 Nrps 68420 - -
Cluster 13 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
Cluster 14 Lantipeptide 23984 Mersacidin biosynthetic gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
CMT-6
Cluster 1 Transatpks- 77723 Locillomycin biosynthetic gene on o
Nrps cluster (35% of genes show " . & .
similarity) i N
Cluster 2 Nrps 65407 Surfactin  biosynthetic  gene e
cluster (82% of genes show
similarity)
Cluster 3 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show
similarity)
Cluster 4 Terpene 20740 -
Cluster 5 Lantipeptide 28889 -
Cluster 6 Transatpks 85875 Macrolactin biosynthetic gene
cluster (100% of genes show
similarity)
Cluster 7 Transatpks- 102701 Bacillaene biosynthetic gene
Nrps cluster (100% of genes show
similarity)
Cluster 8 Transatpks- 137831 Fengycin biosynthetic  gene
Nrps cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) | Most similar known clusters Predicted core clusters
CMT-6
Cluster 9 Terpene 21883 - -
Cluster 10 T3pks 41100 - -
Cluster 11 Transatpks 100450 Difficidin  biosynthetic gene o i
cluster (100% of genes show Y w/\o
similarity)
CHs R _
Cluster 12 Bacteriocin- 66790 Bacillibactin biosynthetic gene & gf,"a'
Nrps cluster (100% of genes show w)k .
similarity) R N
N CHs
Y
NH2 O \i\
(0]
Cluster 13 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
CNO026
Cluster 1 Nrps 65407 Surfactin  biosynthetic  gene Ho o o
cluster (82% of genes show
similarity) cHs oH
CHs o] [e] o /O CH:
SEB G-
Cluster 2 Phosphonate 40884 - -
Cluster 3 Otherks 41244 Butirosin  biosynthetic  gene
cluster (7% of genes show -
similarity)
Cluster 4 Terpene 20740 - -
Cluster 5 Transatpks 85902 Macrolactin biosynthetic gene
cluster (100% of genes show -
similarity)
Cluster 6 Transatpks- 102683 Bacillaene biosynthetic gene it ;
Nrps cluster (100% of genes show = N N 9
similarity) g jﬁ”)k( M
o} R o OH CHs -
Cluster 7 Transatpks- 137831 Fengycin  biosynthetic  gene I ‘ "
Nrps cluster (100% of genes show A /,\ﬂ ’(§ \f . j
similarity) y Q9 ¥ AL
o ) \[/& ‘ _/L\W/ ~ Y
s /\i‘( I ) v, ! L
o /\ ‘ (L\ wSA
‘ }\/ "\‘/&
P ’ Y
= W
J (f/&“/\,rn“rij\(x
QL
Cluster 8 Terpene 21883 - -
Cluster 9 T3pks 41100 - -
Cluster 10 Transatpks 100444 Difficidin  biosynthetic gene o N
cluster (100% of genes show Y %O
similarity) Gic R
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Table S1. Continued.

Strain clusters | Type | Length (bp) [ Most similar known clusters | Predicted core clusters
CNO026
Cluster 11 Bacteriocin- 66794 Bacillibactin biosynthetic gene % S
Nrps cluster (100% of genes show H
similarity) RW)LH/\H/N -
NH:2 o N
O
Cluster 12 Nrps 65342 - -
Cluster 13 Other 41418 Bacilysin  biosynthetic  gene
cluster (100% of genes show -
similarity)
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