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6018.1_Pourthiaea_tomentosa
6009.1_Photinia_villosa
000.1_Phippsiomeles_microcarpa
13.1_Pyracantha_fortuneana

14.1 Cydonia_oblonga
77.1_Crataegus_marshallii
96.1_Sorbus_thibetica

99.1" Torminalis_clusii
78.1_FEriobotrya_deflexa
85.1_Malus_ioensis )
74.1_Malus_x_atrosanguinea
90.1_Osteomeles_schwerinae_voucher
003.1_Hesperomeles_glabrata
975.1_Heteromeles_arbutifolia
976.1_Amelanchier_spicata
5989.1_Stranvaesia_nussia
AF223066.1  Humulus Tupulus
XR_002715615.1 PREDICTED:_ Cucurbita_maxima
MH135780.1_Broussonetia_monoica
MH135781.1_Malaisia_scandens
MH390496.1 Tetrastylidium_peruvianum
MH390494.1_Strombosia_pustulata
MH390490.1 Brachynema_ramiflorum
XR_004004026.1_PREDICTED:_Syzygium_oleosum
AB268086.1_Speranskia_cantonensis
AB233551.1 Dalechampia_spathulata
AB233576.1_Synadenium_grantii
KT459188.1 Euphorbia_esula

KY656703.1 Triadica_sebifera
MK058685.1 Entandrophragma_congoense
XR_002904493.1_PREDICTED:_Citrus_clementina
KX522674.1_Spondias_tuberosa
JF759906.1_Litchi_chinensis
AB233574.1_Hura_crepitans )
AB268100.1_Klaineanthus_gaboniae
AB268099.1_Hevea_brasiliensis
AB268093.1_Cnidoscolus_aconitifolius
AF206930.1_Humiria_balsamifera
AB233598.1_Galearia_filiformis
AB233605.1_Bischofia_javanica
AB233557.1 Pera_heteranthera ]
XR_002979774.1 PREDICTED:_Populus_trichocarpa
KT459210.1 Salix_interior
KT459186.1_Croton_texensis
AB268094.1_Cocconerion_minus
AB233568.1_Manihot_esculenta
AB268102.1_Micrandropsis_scleroxylon
J%228369.1 Theobroma_cacao
LR031504.1_Phillyrea_angustifolia
LRO31501.1 Picconia_excelsa )
LR031505.1 Nestegis_sandwicensis )
LR0O31506.1 Osmanthus_austrocaledonicus
LR0O31512.1 Notelaea_longifolia
LR031484.1_Olea_tsoongii
LR130807.1_Noronhia_intermedia
LR031477.1 Haenianthus_salicifolius
LR130800.1_Schrebera_swietenioides
LR130868.1_Priogymnanthus_hasslerianus
LR031479.1_Chionanthus_filiformis
LR130852.1_Fraxinus_quadrangulata
LR130805.1_Forestiera_phillyreoides
LR031360.1_Forsythia_mandschurica
KP718625.1_Paulownia_tomentosa
MK257800.1_Salvia_carduacea
MH390497.1 Coula_edulis
AB233528.1_Camptostylus_mannii
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18S Carpotroche brasiliensis_ TRINITY_DN1_cO_g1_il

F1669684.1_ Erythrospermum_phytolaccoides
AB233530.1_Dasylepis_brevipedicellata
AF206941.1_Ixonanthes_icosandra
X16077.1 Arabidopsis_thaliana
KY316158.1_Senegalia_laeta
KY316157.1_Faidherbia_albida
KY316156.1_Vachellia_seyal
KT459211.1_Senna_marilandica
AH001765.2_Glycine_max
KT459175.1_Amorpha_canescens

MN244678.1_Senna_tora

Supplementary Figure S3. Phylogeny based on the Maximum likelihood method with 1000 bootstrap replicates
and 18S gene sequences. In red we highlight Carpotroche brasiliensis.



