Supplementary Figure legends
Figure S1. GO annotation of DEGs in the grafted willows of 9901/YJ comparing with YJ/YJ

Figure S2. The mobile genes (in gray) involved in plant hormone signal transduction pathway
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Figure S1. GO annotation of DEGs in the grafted willows of 9901/YJ comparing with YJ/YJ



PLANT HORMONE SIGNAL TRANSDUCTION
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Figure S2. The mobile genes (in gray) involved in plant hormone signal transduction pathway



