Figure S3. Cross-validation error in the admixture analysis. The x-axis represents K values and
the y-axis represents the corresponding cross-validation error. The cross-validation error was lowest

at K =2,
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Figure S4. Admixture plot (a-h: K=2-9) for 21 pinewood nematode samples. Each color
represents one ancestral population.

LCPLITRI IR OPRPPLLR

NESTILCERLITEIGILROPPLOL NESFICERLITLIPIRXRCLPPL OO



