
Figure S3. Cross-validation error in the admixture analysis. The x-axis represents K values and 

the y-axis represents the corresponding cross-validation error. The cross-validation error was lowest 

at K = 2. 

 
  



Figure S4. Admixture plot (a-h: K=2-9) for 21 pinewood nematode samples. Each color 

represents one ancestral population. 

 


