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TinAvV-1 NGS 1 STSTPPPAAPEIEDSRALDPNAISVEEAAEGLLDVDAVLDKDENSAKLYTDCMTDIALEY SFMARSDARVVTENLLNYFKGLYRSKNLMEDAAVVAVLVCGALTYS X
2B68b _ N} AVARE ,RELPSTS EIEDSRALDENAISVEEAZEGLLDVDAVLDRDENSARLYTDCMTDIALEYE FMARSDARVVTENLLNYFRGLYRSKNLMEDARVVAVLVCGA X
1B69a NNYVDNNCE SWEAVARDY 3 \PEIEDSRALDPNAISVEEAZEGLLDVDAVLDRD \KLYTDCMTDIALEYFVPPGFMARSDARVVTENLLNY FKGLYRSKNLME X
1BE9b 2 SLLDVDAVLDKD \KLYTDCMTDIALEYFV MARSDARVVTENLIL) SLYRSKNLME X
2B56 SLLDVDAVLDKD \KLYTDCMTDIALEYFVPPGFMARSDARVVTENLL) SLYRSENLMEDAAVVAVLVGSA X
2BES SLLDVDAVLDRDENSARLYTDCMTDIALEY EMARSDARVVTENLLNYEFRGLYRSKNLMEDAAVVA X
2B69¢c SLLDVDAVLDKD KLYTDCMTDIALEY FMARSDARVVTENLLNYFKGLYRSKNLMF 3¢
B1%9a SLLDVDAVLDRD \KLYTDCMTDIALEY MARSDARVVTENLLNYFRGLCRSKN X
B19b SLLDVDAVLDKD \KLYTDCMTDIZLEY FMARSDARVVIENLLNYFKGLCRSKN X
B40a SLLDVDAVLDKD \KLYTDCMTDIALEYFVEPGFMARSDARVVTENLLNY FRGLYRS X
B40b SLLDVDAVLDKD KLYTDCMTDIZLEYFVPPGEMARSDARVVTENLINY KL YRSKNIMEDAA X
B41 ; \ \ LLDVDAVLDEDENSAKLYTDCMTDIALEYFVPSGEMARSDARVVTENLLNYFRGLYRSENLMEDARVVAVLVG X
1BS56a RLENNYVDNNCESWERVAREVTER SJRALDPNAISV SLLDVDAVLDKD ,KLYTDCMTDIALEY FMARSDARVVTENLLNYFKGLYRSKNLMFDAAVVAVLVC X
2B56b RLENNYVDNNCE SWEAVAREVTPARELPSTS ARP AEGLLDVDAVLDKDPNSAKLYTDCMTDIALEYF FMARSDARVVTENLLNYEKGLYRSKNIMEDAAVVAVLVGSA X
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Figure S2: Validation of the
detection of LinAV-1 in plants
collected along Cantillana
preserve by the alignment (a)
and the phylogenetic tree
constructed by maximum
parsimony (b) of the deduced
aminoacid sequences of a partial
region of CP gene.
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