
Table S1. Reaction primers and conditions. 

 

Table S2. Statistical table of sequencing data of "Liaohu No.1" Poplar seedlings. 

 
(a) Sample: sample description; (b) Raw reads: the total number of entries in the original sequencing data (reads represent 

sequencing read segments, and one reads is one); (c)Raw bases: the total data of original sequencing (the number of raw reads 
multiplied by reads length); (d) Clean reads: the total number of items of sequencing data after quality control; (e) Clean bases: 
the total sequencing data after quality control (number of clean reads multiplied by reads length); (f)Error rate (%): the average 
error rate of sequencing bases corresponding to quality control data is generally less than 0.1%; (g)Q20(%), Q30(%): Q20 
and Q30 respectively refer to the percentage of bases with sequencing quality above 99% and 99.9% in total bases, generally 
Q20 in more than 85%, Q30 in more than 80%; (h) GC content (%): the percentage of the total G and C bases corresponding 
to the quality control data in the total bases 



 
Figure S1. Effects of combined application of nitrogen and calcium on growth and physiological characteristics of poplar 

seedlings 

 
 

Figure S2. Transcript length distribution bar graph. 



 
Figure S3. Pearson correlations between all samples 

 
Figure S4. GO and KEGG annotation classification statistics 

 


