
  

TTTATCTGTAATGGAGCATCATGGGGGACTTGACTTGATTTCCCGAAGCTGTTCGTGACTGACCTTCTACACT

CCAAAACCACCTGACAGACACAGGCCTGCAGCCCACATACGAAAAATATCTGCGTGGGAAGATCATCAGCACC

TTCAGCCGTCATATCCTGCGCTGCCGACAAGATGGCCACAATTTCCCAGGACTAACCCCGCCAGACAAATACT

TCCCATTGCTCAGGCTACCATGAATCCTTTTGAGGTTGTGACATAGATACCCCTGCTTTGCAATTTCCCCATT

CCTGTGCGGTTTTACCTAATAAAATGCCAGTCCACTTCGGCGACAGGGCTCAGAAGCGAATGTCCTGTGTATA

ACGCAGGCATTCCCCGTCCGGGTTCTGGTCCTCTTGAGATGCTCGAGGCCTCAAGTCCTAAGTCTCCCAGAAC

TTCTGAGTGCTGCCCACCAGGTTGACTTCCCCCGGTTGACACTCTACCACCGGCCTGACCAGGCCAGTCGGTT

GAGGCCTCTGTCCCAAACCGCTAGACTCGGTGTCCTGGGCTTCTCTTTCCAGAAGTTCTCTGCCTGCCTGTCG

CTGACGGATGTCTAGCTTAAACTCACTCGTTTAGCTTCCGCCTCTTACTTTCGGTTTAGATTGTTGGCCTCCC

CAGGACACTAACATTTATC
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Figure S1: Annotation of ChirDelta2 sequence present in R. sinicus genome assembly. 
The donor splice site was predicted using the NNSPLICE 0.9 algorithm 
(www.fruitfly.org/seq_tools/splice.html).


