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Abstract

:

Bacteriophage lysins and related bacteriolytic enzymes are now considered among the top antibiotic alternatives for solving the mounting resistance problem. Over the past 17 years, lysins have been widely developed against Gram-positive and recently Gram-negative pathogens, and successfully tested in a variety of animal models to demonstrate their efficacy. A lysin (CF-301) directed to methicillin resistant Staphylococcus aureus (MRSA) has effectively completed phase 1 human clinical trials, showing safety in this novel therapeutic class. To validate efficacy, CF-301 is currently the first lysin to enter phase 2 human trials to treat hospitalized patients with MRSA bacteremia or endocarditis. If successful, it could be the defining moment leading to the acceptance of lysins as an alternative to small molecule antibiotics. This article is a detailed account of events leading to the first therapeutic use and ultimate development of phage-encoded lysins as novel anti-infectives.
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1. Preface


Since 2001, when our first paper was published describing the in vivo use of phage enzymes as potential therapeutics, I have been asked many times: “How did you think of doing this?” This article is a detailed answer to that question. I certainly was not the only person in the world working on phage lysins at the time; however, I was one of the few working with a highly-active lysin against Gram-positive bacteria. It was clearly a constellation of several factors, the most important of which were my background and being in the right place at the right time.




2. Phages


Bacterial viruses, or bacteriophages, are the most abundant microbial agent on Earth, with an estimated 1031 particles, ten times more than their bacterial counterparts. Because of their vast numbers, phages permeate the entire biosphere from the soil to marine environments [1], the atmosphere [2] and the human body [3]. Estimates suggest that >1010 phages transcytose across the gut into our tissues each day [3]. Through their perpetual lytic proliferative cycle, phages maintain the balance of all ecosystems on the planet (even those in the human body) by modulating the composition of indigenous bacterial communities. Because of this, and the lack of apparent predators, there is little doubt that phages control the biosphere, since they sit atop the biological food chain.




3. Lysis from Without


Lysis of bacteria can occur through the addition of an outside agent resulting in what is termed “lysis from without”. This lytic (L) event can occur either through the exposure of the bacteria to a high multiplicity of infection of phage (LP) [4,5] or the exposure of the bacteria to phage-derived or other wall-degrading lysins (LL) [6]. For several reasons, it is likely that these events do not occur in nature to any great extent, if at all, but are a consequence of phage or lysin manipulation in the laboratory. Both events utilize enzymes that cleave the peptidoglycan; in the case of LP, lytic enzymes are part of the phage tail structure used to locally degrade the peptidoglycan of either Gram-positive or Gram-negative bacteria, to allow entry of phage DNA into the cell. LL occurs if lysins used by the phage to release progeny happen to interact with sensitive bacteria. In general, this lysis from without is more likely to occur with Gram-positive bacteria since their cell wall peptidoglycan is more directly exposed on the cell surface than Gram-negative bacteria, which is protected by an outer membrane. Because both lytic events are rapid and efficient, the power of these enzymes could be harnessed to control bacterial pathogens.




4. Early Lysin Discovery


Phage lysins are highly evolved cell wall hydrolytic enzymes used to rupture phage-infected bacteria and release progeny phage particles into the environment. Since lysins lack leader sequences, they are synthesized and sequestered within the cytoplasm of the cell along with assembling phage particles. Lysin molecules from phage that infect Gram-positive bacteria are two-domain structures that reach their peptidoglycan substrates in a coordinated event with the holin, a phage-encoded molecule that accumulates in patches within the bacterial membrane, ultimately forming a hole at a time programmed into the structure of the holin molecule [6]. The hole allows the lysin to translocate across the membrane into the peptidoglycan. The high-affinity characteristic of the lysin’s binding domain drives the molecule to its specific peptidoglycan substrate, resulting in cleavage by the catalytic domain. Peptidoglycan bonds neighboring the hole continue to be cleaved, and as a result of the 10 to 15 atmospheres of cytoplasmic pressure, the cytoplasmic membrane externalizes and explodes releasing the progeny phage. It is important to note that lysins from Gram-positive phage closely resemble fungal cellulases [7,8], which are similarly constructed enzymes with both cell wall-binding and catalytic domains joined by a flexible linker. It is unknown whether lysins, like cellulases, use their binding domains to bind and slide across the wall peptidoglycan as they cleave [7] or are simply enzymes that stay substrate-bound and are only able to cleave adjacent bonds, requiring several molecules for a lytic event. Nevertheless, it is believed that their high-affinity binding may have evolved to prevent the diffusion of free lysin molecules after lysis, resulting in the unintentional killing of adjacent (potential) host bacteria. It is estimated that half of the bacteria on Earth are killed through the lytic cycle every 48 h, making lysins the most effective and widespread bactericidal agent on the planet [9].



Nearly all lysins from DNA phage of Gram-positive bacteria have modular structures defined by N-terminal catalytic domains and C-terminal cell wall-binding domains [10,11,12]. Phage lysins primarily from staphylococci and mycobacteria have also evolved multiple catalytic domains with different specificities [13]. A major exception to this structural motif is the C1 phage lysin (described below). This 114-kDa lysin is comprised of three diverse proteins; the binding domain consists of eight 8 kDa subunits that form a doughnut interacting with two catalytic domains with different specificities (an amidase and a glycosidase). Significantly, the C1 lysin is 200 times more active in its cleavage activity than any other lysin reported to date [14]. The entire structure of the C1 lysin is completely novel, so its origins remain a mystery.



In the early 1900s, shortly after Twort [15] and d’Herelle [16] described the existence of bacteriophages as agents that kill bacteria, Clark and Clark [17] isolated a phage from a Milwaukee WI sewage treatment plant that they termed “sludge phage”. They learned that this phage was able to propagate in streptococci that infected only animals (Lancefield group C) but not those that infected humans (group A). Evans used the same sludge phage (renamed B563) in her studies showing that lysates of this phage had a lytic activity on strains of streptococci that the phages themselves were unable to infect [18]; she termed the phenomena “nascent lysis” and suggested that the activity may be equivalent to the lysin activity previously reported by Twort [19]. Maxted [20] received the B563 phage from Evans and further characterized the “lytic factor” showing that it: (i) killed groups A, C and E streptococci independent of the presence of active phage; (ii) was active over a pH range of 6.5–8.6; and (iii) was a protein, based on protease sensitivity. He speculated that this “lytic factor” was similar to the lytic substance or lysins reported at the time to be present in Gram-negative phage lysates [20].



Krause, a physician in the laboratory of Maclyn McCarty (of Avery, MacLeod and McCarty [21]) at the Rockefeller University renamed the Evans B563 phage C1 because of its activity on group C streptococci, and was the first to partially purify the C1 lysin. Starting with a fresh crude lysate of the C1 phage on group C streptococci, he purified away most of the phage and major contaminants by a series of ammonium sulfate precipitation and ultracentrifugation steps. The final active solution was clear and stable when stored frozen or in a lyophilized state [22]. In the ensuing years, this C1 phage lysin was a laboratory tool used by Krause and colleagues in the McCarty laboratory at Rockefeller to digest the cell wall of groups A and C streptococci in a series of elegant papers characterizing the wall carbohydrate and protein components of these pathogens [22,23,24,25]. In fact, as a result of these publications, the S. pyogenes cell wall was one of the best characterized at the time. The C1 lysin was also a useful enzyme to completely remove the cell wall of group A streptococci in the presence of hypertonic sodium chloride to produce and study viable streptococcal protoplasts or L-forms [26]. While around the same time (1960s), lysins were described in the lysates of Staphylococcus aureus (the most common of which was termed virolysin) [27,28], only one group reported the partial purification of a staphylococcal lysin [29,30]. While there were sporadic publications regarding lysins from Gram-positive and Gram-negative bacteria in the 1980s and 1990s, the great majority of the publications occurred after 2000.



Several attempts to further purify the C1 phage lysin to homogeneity met with some success and indicated that enzyme activity was dependent on free sulfhydryl groups, a pH optimum of 6.1, and displayed a molecular weight of >100,000 Da [31], the latter of which we now know is unusual for phage lysins. One of the challenges in purifying this lysin was the loss of activity during the purification process as a result of the irreversible binding of heavy metals and thiol-alkylation of the cysteine in the active site of the cysteine, histidine-dependent amidohydrolase/peptidase (CHAP) domain [32].



Fischetti entered the scene in the 1960s, working as a technical assistant for John Zabriskie, a physician in the McCarty laboratory at the Rockefeller University working on streptococcal-related diseases such as rheumatic fever and scarlet fever. Zabriskie was particularly interested in the scarlet fever toxin of S. pyogenes since Barksdale at New York University (30 blocks south of Rockefeller University on the east side of Manhattan) published that the diphtheria toxin was phage-encoded [33]. Could the scarlet fever toxin also be phage encoded? Fischetti was hired to help Zabriskie with his experiments on streptococcal phages while Zabriskie tended to his patients at the Rockefeller Hospital [34]. While working at Rockefeller during the day, Fischetti would drive to Brooklyn in the evening to Long Island University to take courses towards a master’s degree, which he received in 1966. He was then accepted into the PhD program at the New York University School of Medicine where arrangements were made that he would take courses at NYU but do his thesis work in the McCarty laboratory at Rockefeller, under the direction of Bernheimer at NYU and Zabriskie at RU. It was decided that for his thesis Fischetti should purify to homogeneity the C1 phage lysin, since Krause only partially purified the enzyme and a pure lysin would be more useful to perform further cell wall extractions in the laboratory. Thus, for his thesis, Fischetti [35] solved the stability problem of the C1 lysin by using sodium tetrathionate to reversibly block and thus protect the sulfhydryl group in the CHAP domain before purification, then after purification the lysin could be reactivated by releasing the tetrathionate with reducing agents prior to use. In the early 1970s, Fischetti—now a Rockefeller faculty member—used this purified C1 lysin in the ensuing decades as a tool to aid in the extraction and characterization of the streptococcal M protein and reveal the method by which M protein and other surface proteins on Gram-positive bacteria were anchored to the cell wall [36,37,38].




5. The Right Person at the Right Time


The information accumulated in the Fischetti laboratory regarding the characteristics of streptococcal M protein—including its α-helical coiled-coil fibrous structure [39] and its complete sequence [40]—guided his laboratory towards the development of a vaccine to prevent streptococcal pharyngeal infection (i.e., strep throat). Beachey, using a pepsin extraction method of whole streptococci, identified the type-specific N-terminal region of the M molecule, which was distal to the cell wall, and antibodies to this region showed type-specific protection in a mouse model [41,42,43]. Fischetti, using his sequence data, discovered a region of the M molecule located proximal to the cell wall that was conserved among all M protein serotypes [44,45]. Using synthetic peptides mimicking this conserved region, he found that the peptides delivered orally to mice (linked to cholera toxin B subunit as a mucosal adjuvant) induced mucosal secretory IgA antibodies (sIgA) that protected the animals from streptococcal pharyngeal colonization across different M serotypes, showing cross-protection between M-types for the first time [46,47]. As a result of the body of work on the streptococcal M protein and Gram-positive surface proteins, in 1990 Fischetti became Professor and Head of the Laboratory of Bacterial Pathogenesis and Immunology, the same laboratory that was started by Maclyn McCarty and later headed by Emil Gotschlich [48,49].



During the 1990s, antibiotic resistance was becoming a serious problem. Vancomycin resistance, prevalent among enterococci, began to be seen in strains of Staphylococcus aureus and cases of infection by this species with intermediate-level resistance to vancomycin (VISA) were reported [50,51]. If this trend continued, alternatives to conventional antibiotics would be needed. Periodic discussions about the resistance problem among the scientists within the Fischetti laboratory triggered an idea: Could the S. pyogenes colonizing the oral cavity of mice be removed with the C1 phage lysin if delivered orally? Having developed a mouse model of streptococcal pharyngeal colonization for his vaccine studies, Fischetti treated some colonized mice orally with lysin and others (the controls) with saline. After swabbing their throats 24 h later, he found that the lysin-treated animals were essentially decolonized of streptococci while the controls remained heavily colonized. After verifying these results several times, the first paper describing a phage lysin as a therapeutic “Enzybiotic” was published by Nelson et al., in PNAS in 2001 [52]. While this was a topical delivery, it indicated for the first time that lysins were active in an in vivo environment. Jutta Loeffler, a Swiss physician in the Fischetti laboratory, published similar results nine months later, but in this instance the purified lysin Pal from the pneumococcal bacteriophage Dp-1 was used [53]. For these experiments, a pneumococcal nasal colonization model was developed which showed, like with the S. pyogenes experiments, that nasal delivery of the Pal lysin decolonized the mice from pneumococci.




6. Accelerated Development


The success of these first two experiments lead to two grants from DARPA, the Defense Advance Research Project Agency, an arm of the Department of Defense (DOD) that was well known in the field for funding high-risk, high-reward projects. This funding clearly accelerated the development of lysins as therapeutics. The first grant was directed toward developing lysins against Bacillus anthracis, and the second was designed to produce lysins against emerging antibiotic resistant pathogens, particularly S. aureus.



For the development of a third therapeutic lysin, the Fischetti laboratory chose a direct approach to identify a lytic enzyme for B. anthracis. An expression library of the gamma phage (a phage highly specific for B. anthracis) was produced and screened for lytic activity on lawns of live Bacillus cereus RSVF1 (a close relative to B. anthracis). A lytic clone was identified and the recombinant lysin (called PlyG) was isolated and purified. When used in a mouse model of bacteremia, where the PlyG was delivered intraperitoneally three hours after challenge with a lethal dose of bacilli, the lysin-treated animals were saved from rapid death. This paper was published as the cover article in Nature by Raymond Schuch et al., in 2002, and was the first example of the systemic use for lysins as a therapeutic [54] (Figure 1). The publication date, being about a year after the anthrax letter attack of 18 September 2001, likely motivated the cover since the world was still uneasy about the dissemination of anthrax spores through the mail, and this paper suggested a novel control for this pathogen.



Several novel characteristics of phage lysins were revealed in the next set of publications by Jutta Loeffler et al. [55,56]. In the first, Pal (an amidase) and Cpl-1 (a muramidase), two pneumococcal phage lysins with different peptidoglycan cleavage sites were tested for their in vitro activity, alone and in combination, against several serotypes of Streptococcus pneumoniae, including penicillin-resistant strains [55]. The enzymes demonstrated synergism in their ability to cleave the bacterial peptidoglycan and thus in concert may be more efficient for the prevention and elimination of pneumococcal colonization and infection. In a follow-up study [56], the pneumococcal Cpl-1 lysin delivered intravenously to mice that were bacteremic with pneumococci, led to 100% survival at 48 h, compared to 20% survival of buffer-treated controls, verifying the anthrax systemic results. Since lysins are immunogenic proteins, it was anticipated that antibodies produced in response to therapeutic use could render a subsequent lysin treatment ineffective. This was a valid criticism and the Fischetti laboratory was prepared to develop new lysins if this occurred. Fortunately, this was not necessary. Loeffler et al., [56] found that the efficacy of the Cpl-1 lysin to protect mice was not significantly diminished after previous intravenous exposure and antibody production to the lysin. Importantly, no effect on lytic activity was observed even when Cpl-1 was mixed with Cpl-1-specific hyperimmune rabbit serum. Similar results were later repeated in other laboratories with other lysin molecules, suggesting that lysins could be used in situations where multiple administrations were necessary to treat certain disease situations. Finally, this study also showed that the Cpl-1 lysin was specific for all strains of S. pneumococci tested but had minimal to no effect on other Gram-positive commensal bacteria, pointing to its species specificity, a characteristic of most lysins. This targeted killing feature of phage lysins is now more accepted, since it diminishes the side effects seen with broad-spectrum antibiotics.




7. New Tools


In the early days of lysin development the Fischetti laboratory took several approaches to identify active lysins. Since Rockefeller University is located in Manhattan, next to the East River, one of the best sources of phage was river water. Laboratory members also had excursions to the suburbs to collect soil samples in the woods, compost heaps, and gardens. They were also successful with stool samples from various large animals at a local zoo, as well as sewage and bat guano. Samples were processed to separate the phage from the bacterial population and debris by standard techniques. These viral metagenomes represented a rich source of recombinant proteins. In order to identify the lysin genes, a novel two-step screening technique was developed for cloning the lytic enzymes from the viral DNA. A primary screen was used in which transformed Escherichia coli clones that demonstrated lysis on blood agar plates as a result of cloning the holin gene were identified. In a secondary step, the clones identified in the primary screen were overlaid with autoclaved (to permeabilize the outer membrane) gram-negative bacteria as a peptidoglycan source to assay directly for recombinant expression of lytic enzymes, which are often encoded adjacent to holins in phage genomes. This method provided a general approach for identifying lysins from a wide range of uncultured phage [57]. To construct plasmid libraries from small quantities of genomic/metagenomic DNA, a linker amplification technique was developed with topoisomerase cloning which allowed for inducible transcription in Escherichia coli [57]. This combination of tools enabled the Fischetti laboratory to identify lysin molecules against a variety of pathogens from which the best was selected for further development.




8. Other Laboratories


Not until late 2003 (over two years after the first publication in PNAS) did the first publication about lysin therapy from another laboratory emerge. This was from the Pedro Garcia laboratory in Spain, which verified the results from the Fischetti laboratory using a pneumococcal sepsis model with the same lysins the Fischetti laboratory employed, Cpl-1 and Pal. Since that time, a large number of laboratories around the world have published numerous papers on the identification and use of lysins as therapeutic agents (too many to list here). Because of the independent catalytic and binding domains in the structure of lysins, the Garcia laboratory had been using phage lysins as a model system prior to 2003 to understand the effects of domain swapping on lysin activity and specificity [53,58,59]. With this wealth of information on hand, chimeric lysins were subsequently produced with improved therapeutic characteristics [58,60,61,62].




9. An Effective Alternative to Antibiotics


The need for alternatives to antibiotics had been building over the last few decades and had come to a point where decisions needed to be made regarding new therapies to combat antibiotic-resistant bacteria. In a recent detailed review of possible alternatives, Czaplewski et al. examined the therapies that had the best probability of satisfying this need in the shortest time. They concluded, “On the basis of a combination of high clinical impact and high technical feasibility, the approaches anticipated to have the greatest potential to provide alternatives to antibiotics were phage lysins as therapeutics, vaccines as prophylactics, antibodies as prophylactics, and probiotics as treatments…” [63].



By 2015 two companies—ContraFect and Intron Biotechnology—were the first to be in phase 1 human clinical trials using different lysins against S. aureus [63]. Now in 2018, only ContraFect is actively in phase 2, testing the treatment of S. aureus bacteremia or endocarditis in hospitalized patients worldwide using their lysin CF-301, developed as PlySs2 in the Fischetti laboratory [64]. This trial is planned to be complete by the end of 2018 and, if successful, could be the turning point for the widespread therapeutic use of lysins.







Acknowledgments


I wish to acknowledge the members of my laboratory who were responsible for the phage lysin work over the years, Qi Chang, Mattias Collin, Anu Daniel, Svetolik Djurkovic, Doug Deutsch, Daniel Gilmer, Chad Euler, Sherry Kan, Jutta Loeffler, Rolf Lood, Daniel Nelson, Mina Pastagia, Assaf Raz, Jonathan Schmitz, Raymond Schuch, Mia Thandar, Brian Utter, Qiong Wang, James C. Whisstock and Pauline Yoong, and the excellent technical assistance of Peter Chahales, Clara Eastby, Adam Pelzek, Rachel Shively, Anna Serrano, Mary Windels and Shiwei Zhu. I am indebted to my collaborators Philippe Moreillon, Stephen Leib, Jon McCullars, and Martin Witzenrath and members of their laboratory for their excellent work with lysins in their model systems. I also thank Dan Nelson, Assaf Raz, Ray Schuch and Mary Windels for editorial suggestions. Supported by DARPA and USPHS Grants AI057472 and AI11822.




Conflicts of Interest


The author is a consultant for ContraFect Corporation and is an equity holder in the company. He also receives grant support from ContraFect.




References


	



Clokie, M.R.; Millard, A.D.; Letarov, A.V.; Heaphy, S. Phages in nature. Bacteriophage 2011, 1, 31–45. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Reche, I.; D’Orta, G.; Mladenov, N.; Winget, D.M.; Suttle, C.A. Deposition rates of viruses and bacteria above the atmospheric boundary layer. ISME J. 2018, 12, 1154–1162. [Google Scholar] [CrossRef] [PubMed]

	



Nguyen, S.; Baker, K.; Padman, B.S.; Patwa, R.; Dunstan, R.A.; Weston, T.A.; Schlosser, K.; Bailey, B.; Lithgow, T.; Lazarou, M.; et al. Bacteriophage Transcytosis Provides a Mechanism to Cross Epithelial Cell Layers. mBio 2017, 8. [Google Scholar] [CrossRef] [PubMed]

	



Delbruck, M. The Growth of Bacteriophage and Lysis of the Host. J. Gen. Physiol. 1940, 23, 643–660. [Google Scholar] [CrossRef] [PubMed]

	



Abedon, S.T. Lysis from without. Bacteriophage 2011, 1, 46–49. [Google Scholar] [CrossRef] [PubMed]

	



Wang, I.N.; Smith, D.L.; Young, R. Holins: The protein clocks of bacteriophage infections. Annu. Rev. Microbiol. 2000, 54, 799–825. [Google Scholar] [CrossRef] [PubMed]

	



Jervis, E.J.; Haynes, C.A.; Kilburn, D.G. Surface diffusion of cellulases and their isolated binding domains on cellulose. J. Biol. Chem. 1997, 272, 24016–24023. [Google Scholar] [CrossRef] [PubMed]

	



Payne, C.M.; Knott, B.C.; Mayes, H.B.; Hansson, H.; Himmel, M.E.; Sandgren, M.; Stahlberg, J.; Beckham, G.T. Fungal cellulases. Chem. Rev. 2015, 115, 1308–1448. [Google Scholar] [CrossRef] [PubMed]

	



Hendrix, R.W. Bacteriophages: Evolution of the Majority. Theor. Popul. Biol. 2002, 61, 471–480. [Google Scholar] [CrossRef] [PubMed]

	



Fenton, M.; Ross, P.; McAuliffe, O.; O’Mahony, J.; Coffey, A. Recombinant bacteriophage lysins as antibacterials. Bioeng. Bugs 2010, 1, 9–16. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Pastagia, M.; Schuch, R.; Fischetti, V.A.; Huang, D.B. Lysins: The arrival of pathogen-directed anti-infectives. J. Med. Microbiol. 2013, 62, 1506–1516. [Google Scholar] [CrossRef] [PubMed]

	



Fischetti, V.A. Bacteriophage lytic enzymes: Novel anti-infectives. Trends Microbiol. 2005, 13, 491–496. [Google Scholar] [CrossRef] [PubMed]

	



Oliveira, H.; Melo, L.D.; Santos, S.B.; Nobrega, F.L.; Ferreira, E.C.; Cerca, N.; Azeredo, J.; Kluskens, L.D. Molecular aspects and comparative genomics of bacteriophage endolysins. J. Virol. 2013, 87, 4558–4570. [Google Scholar] [CrossRef] [PubMed]

	



Koller, T.; Nelson, D.; Nakata, M.; Kreutzer, M.; Fischetti, V.A.; Glocker, M.O.; Podbielski, A.; Kreikemeyer, B. PlyC, a novel bacteriophage lysin for compartment-dependent proteomics of group A streptococci. Proteomics 2008, 8, 140–148. [Google Scholar] [CrossRef] [PubMed]

	



Twort, F.W. An investigation on the nature of ultra-microscopic viruses. Lanccet 1915, 186, 1241–1243. [Google Scholar] [CrossRef]

	



D’Herelle, F.H. Sur un microbe invisible antagoniste des bacilles dysenteriques. C. R. Acad. Sci. 1917, 165, 373–375. [Google Scholar]

	



Clark, P.F.; Clark, A.S. A “bacteriophage” active against a hemolytic streptococcus. J. Bacteriol. 1926, 11, 89. [Google Scholar] [CrossRef]

	



Evans, A.C. The Prevalence of Streptococcus Bacteriophage. Science 1934, 80, 40–41. [Google Scholar] [CrossRef] [PubMed]

	



Twort, F.W. The transmissible bacterial lysin and its action on dead bacteria. Lancet 1925, 206, 642–644. [Google Scholar] [CrossRef]

	



Maxted, W.R. The active agent in nascent phage lysis of streptococci. J. Gen. Microbiol. 1957, 16, 584–595. [Google Scholar] [CrossRef] [PubMed]

	



Avery, O.T.; MacLeod, C.M.; McCarty, M. Studies on the chemical nature of the substance inducing transformation of pneumococcal types. Inductions of transformation by a desoxyribonucleic acid fraction isolated from pneumococcus type III. J. Exp. Med. 1944, 79, 137–158. [Google Scholar] [CrossRef] [PubMed]

	



Krause, R.M. Studies on bacteriophages of hemolytic streptococci. I. Factors influencing the interaction of phage and susceptible host cell. J. Exp. Med. 1957, 106, 365–384. [Google Scholar] [CrossRef] [PubMed]

	



Krause, R.M. Studies on the bacteriophages of hemolytic streptococci. II Antigens released from the streptococcal cell wall by a phage-associated lysin. J. Exp. Med. 1958, 108, 803–821. [Google Scholar] [CrossRef] [PubMed]

	



Krause, R.M.; McCarty, M. Studies on the chemical structure of the streptococcal cell wall. I. The identification of a mucopeptide in the cell walls of groups A and A-variant streptococci. J. Exp. Med. 1961, 114, 127–140. [Google Scholar] [CrossRef] [PubMed]

	



Krause, R.M.; McCarty, M. Studies on the chemical structure of the streptococcal cell wall. II. The composition of group C cell walls and chemical basis for serologic specificity of the carbohydrate moiety. J. Exp. Med. 1962, 115, 49–62. [Google Scholar] [CrossRef] [PubMed]

	



Freimer, E.H.; Krause, R.M.; McCarty, M. Studies of L forms and protoplasts of group A streptococci, I. Isolation, growth, and bacteriologic characteristics. J. Exp. Med. 1959, 110, 853–874. [Google Scholar] [CrossRef] [PubMed]

	



Ralston, D.J.; McIvor, M. Lysis-from-without of Staphylococcus aureus strains by combinations of specific phages and phage-induced lytic enzymes. J. Bacteriol. 1964, 88, 676–681. [Google Scholar] [PubMed]

	



Ralston, D.J.; McIvor, M. Cell-Wall Lysins of Staphylococcus aureus Strains Induced by Specific Typing Phages. J. Bacteriol. 1964, 88, 667–675. [Google Scholar] [PubMed]

	



Doughty, C.C.; Mann, J.A. Purification and properties of a bacteriophage-induced cell wall peptidase from Staphylococcus aureus. J. Bacteriol. 1967, 93, 1089–1095. [Google Scholar] [PubMed]

	



Schuytema, E.C.; Glenn, H.L.; Doughty, C.C. Relative rates of lysis of staphylococcal cell walls by lytic enzymes from various bacteriophage types. J. Bacteriol. 1969, 98, 920–923. [Google Scholar] [PubMed]

	



Doughty, C.C.; Hayashi, J.A. Enzymatic properties of a phage-induced lysin affecting group A streptococci. J. Bacteriol. 1962, 83, 1058–1068. [Google Scholar] [PubMed]

	



McGowan, S.; Buckle, A.M.; Mitchell, M.S.; Hoopes, J.T.; Gallagher, D.T.; Heselpoth, R.D.; Shen, Y.; Reboul, C.F.; Law, R.H.; Fischetti, V.A.; et al. X-ray crystal structure of the streptococcal specific phage lysin PlyC. Proc. Natl. Acad. Sci. USA 2012, 109, 12752–12757. [Google Scholar] [CrossRef] [PubMed]

	



Barksdale, L.; Garmise, L.; Rivera, R. Toxinogeny in Corynebacterium diphtheriae. J. Bacteriol. 1961, 81, 527–540. [Google Scholar] [PubMed]

	



Zabriskie, J.B. The role of temperate bacteriophage in the production of erythrogenic toxin by group A streptococci. J. Exp. Med. 1964, 119, 761–779. [Google Scholar] [CrossRef] [PubMed]

	



Fischetti, V.A.; Gotschlich, E.C.; Bernheimer, A.W. Purification and physical properties of group C streptococcal phage-associated lysin. J. Exp. Med. 1971, 133, 1105–1117. [Google Scholar] [CrossRef] [PubMed]

	



Fischetti, V.A.; Jones, K.F.; Manjula, B.N.; Scott, J.R. Streptococcal M6 protein expressed in Escherichia coli. Localization, purification and comparison with streptococcal-derived M protein. J. Exp. Med. 1984, 159, 1083–1095. [Google Scholar] [CrossRef] [PubMed]

	



Fischetti, V.A.; Jones, K.F.; Scott, J.R. Size variation of the M protein in group A streptococci. J. Exp. Med. 1985, 161, 1384–1401. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Pancholi, V.; Fischetti, V.A. Isolation and characterization of the cell-associated region of group A streptococcal M6 protein. J. Bacteriol. 1988, 170, 2618–2624. [Google Scholar] [CrossRef] [PubMed]

	



Phillips, G.N.; Flicker, P.F.; Cohen, C.; Manjula, B.N.; Fischetti, V.A. Streptococcal M protein: Alpha-helical coiled-coil structure and arrangement on the cell surface. Proc. Natl. Acad. Sci. USA 1981, 78, 4689–4693. [Google Scholar] [CrossRef] [PubMed]

	



Hollingshead, S.K.; Fischetti, V.A.; Scott, J.R. Complete nucleotide sequence of type 6 M protein of the Group A Streptococcus. J. Biol. Chem. 1986, 261, 1677–1686. [Google Scholar] [PubMed]

	



Cunningham, M.W.; Beachey, E.H. Peptic digestion of streptococcal M protein. I. Effect of digestion at suboptimal pH upon the biological and immunological properties of purified M protein extracts. Infect. Immun. 1974, 9, 244–248. [Google Scholar] [PubMed]

	



Beachey, E.H.; Stollerman, G.; Chiang, E.Y.; Chiang, T.M.; Seyer, J.M.; Kang, A.H. Purification and properties of M protein extracted from group A streptococci with pepsin: Covalent structure of the amino terminal region of type 24 M antigen. J. Exp. Med. 1977, 145, 1469–1483. [Google Scholar] [CrossRef] [PubMed]

	



Beachey, E.H.; Gras-Masse, H.; Tarter, A.; Jolivet, M.; Audibert, F.; Chedid, L.; Seyer, J.M. Opsonic antibodies evoked by hybrid peptide copies of types 5 and 24 streptococcal M proteins synthesized in tandem. J. Exp. Med. 1986, 163, 1451–1458. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Jones, K.F.; Manjula, B.N.; Johnston, K.H.; Hollingshead, S.K.; Scott, J.R.; Fischetti, V.A. Location of variable and conserved epitopes among the multiple serotypes of streptococcal M protein. J. Exp. Med. 1985, 161, 623–628. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Hollingshead, S.K.; Fischetti, V.A.; Scott, J.R. A highly conserved region present in transcripts encoding heterologous M proteins of group A streptococcus. Infect. Immun. 1987, 55, 3237–3239. [Google Scholar] [PubMed]

	



Bessen, D.; Fischetti, V.A. Influence of intranasal immunization with synthetic peptides corresponding to conserved epitopes of M protein on mucosal colonization by group A streptococci. Infect. Immun. 1988, 56, 2666–2672. [Google Scholar] [PubMed]

	



Bessen, D.; Fischetti, V.A. Synthetic peptide vaccine against mucosal colonization by group A streptococci. I. Protection against a heterologous M serotype with shared C repeat region epitopes. J. Immunol. 1990, 145, 1251–1256. [Google Scholar] [PubMed]

	



Gotschlich, E.C.; Liu, T.Y.; Artenstein, M.S. Human immunity to the meningococcus. 3. Preparation and immunochemical properties of the group A, group B, and group C meningococcal polysaccharides. J. Exp. Med. 1969, 129, 1349–1365. [Google Scholar] [CrossRef] [PubMed]

	



Gotschlich, E.C.; Goldschneider, I.; Artenstein, M.S. Human immunity to the meningococcus. V. The effect of immunization with meningococcal group C polysaccharide on the carrier state. J. Exp. Med. 1969, 129, 1385–1395. [Google Scholar] [CrossRef] [PubMed]

	



Perl, T.M. The threat of vancomycin resistance. Am. J. Med. 1999, 106, 26–37. [Google Scholar] [CrossRef]

	



Rybak, M.J.; Hershberger, E.; Moldovan, T.; Grucz, R.G. In vitro activities of daptomycin, vancomycin, linezolid, and quinupristin-dalfopristin against Staphylococci and Enterococci, including vancomycin- intermediate and -resistant strains. Antimicrob. Agents Chemother. 2000, 44, 1062–1066. [Google Scholar] [CrossRef] [PubMed]

	



Nelson, D.; Loomis, L.; Fischetti, V.A. Prevention and elimination of upper respiratory colonization of mice by group A streptococci by using a bacteriophage lytic enzyme. Proc. Natl. Acad. Sci. USA 2001, 98, 4107–4112. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Sheehan, M.M.; Garcia, J.L.; Lopez, R.; Garcia, P. The lytic enzyme of the pneumococcal phage Dp-1: A chimeric lysin of intergeneric origin. Mol. Microbiol. 1997, 25, 717–725. [Google Scholar] [CrossRef] [PubMed]

	



Schuch, R.; Nelson, D.; Fischetti, V.A. A bacteriolytic agent that detects and kills Bacillus anthracis. Science 2002, 418, 884–889. [Google Scholar] [CrossRef] [PubMed]

	



Loeffler, J.M.; Fischetti, V.A. Synergistic lethal effect of a combination of phage lytic enzymes with different activities on penicillin-sensitive and -resistant Streptococcus pneumoniae strains. Antimicrob. Agents Chemother. 2003, 47, 375–377. [Google Scholar] [CrossRef] [PubMed]

	



Loeffler, J.M.; Djurkovic, S.; Fischetti, V.A. Phage lytic enzyme Cpl-1 as a novel antimicrobial for pneumococcal bacteremia. Infect. Immun. 2003, 71, 6199–6204. [Google Scholar] [CrossRef] [PubMed]

	



Schmitz, J.E.; Daniel, A.; Collin, M.; Schuch, R.; Fischetti, V.A. Rapid DNA library construction for functional genomic and metagenomic screening. Appl. Environ. Microbiol. 2008, 74, 1649–1652. [Google Scholar] [CrossRef] [PubMed]

	



Croux, C.; Ronda, C.; Lopez, R.; Garcia, J.L. Interchange of functional domains switches enzyme specificity: Construction of a chimeric pneumococcal-clostridial cell wall lytic enzyme. Mol. Microbiol. 1993, 9, 1019–1025. [Google Scholar] [CrossRef] [PubMed]

	



Sheehan, M.M.; Garcia, J.L.; Lopez, R.; Garcia, P. Analysis of the catalytic domain of the lysin of the lactococcal bacteriophage Tuc2009 by chimeric gene assembling. FEMS Microbiol. Lett. 1996, 140, 23–28. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Fernandes, S.; Proenca, D.; Cantante, C.; Silva, F.A.; Leandro, C.; Lourenco, S.; Milheirico, C.; de Lencastre, H.; Cavaco-Silva, P.; Pimentel, M.; et al. Novel Chimerical Endolysins with Broad Antimicrobial Activity Against Methicillin-Resistant Staphylococcus aureus. Microb. Drug Resist. 2012, 18, 333–343. [Google Scholar] [CrossRef] [PubMed]

	



Briers, Y.; Schmelcher, M.; Loessner, M.J.; Hendrix, J.; Engelborghs, Y.; Volckaert, G.; Lavigne, R. The high-affinity peptidoglycan binding domain of Pseudomonas phage endolysin KZ144. Biochem. Biophys Res. Commun. 2009, 383, 187–191. [Google Scholar] [CrossRef] [PubMed]

	



Daniel, A.; Euler, C.; Collin, M.; Chahales, P.; Gorelick, K.J.; Fischetti, V.A. Synergism between a novel chimeric lysin and oxacillin protects against infection by methicillin-resistant Staphylococcus aureus. Antimicrob. Agents Chemother. 2010, 54, 1603–1612. [Google Scholar] [CrossRef] [PubMed]

	



Czaplewski, L.; Bax, R.; Clokie, M.; Dawson, M.; Fairhead, H.; Fischetti, V.A.; Foster, S.; Gilmore, B.F.; Hancock, R.E.; Harper, D.; et al. Alternatives to antibiotics—A pipeline portfolio review. Lancet Infect. Dis. 2016, 16, 239–251. [Google Scholar] [CrossRef]

	



Gilmer, D.B.; Schmitz, J.E; Euler, C.W.; and Fischetti, V.A. Novel Bacteriophage Lysin with Broad Lytic Activity Protects Against Mixed Infection by Streptococcus pyogenes and Methicillin-Resistant Staphylococcus aureus. Antimicrob. Agents Chemother. 2013, 57, 2743–2750. [Google Scholar] [CrossRef] [PubMed]








[image: Viruses 10 00310 g001 550] 





Figure 1. The cover of Nature, 22 August 2002, showing the cover article of a phage lysin against Bacillus anthrax. The cover image is a bacillus after treatment with the PlyG lysin, showing the cytoplasmic membrane externalizing (white circle and at the top of the bacillus). 
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