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Supplementary Table S1: Summary information about sequencing depth, quality filtering, read
mapping and assembly of Trebal RNA viral metagenome.

Feature Numbers

Total reads 46,303,799
Quality filtered reads 44,979,942
Assembled contigs 62,164
Reads aligned to contigs 34,803,702
Predicted proteins in contigs 72,313
Proteins aligned to NCBI nr 8,350
Reads in NCBI nr aligned proteins 5,069,442

Supplementary Table S2: Relative abundances of viral families classified by LCA algorithm trough
local alignment to NCBI nr database.

Family Relative Abundance
Picobirnaviridae 55.035
Partitiviridae-like (ShiM-2016) 25.115
Totiviridae 6.788
Cystoviridae 4.402
unclassified viruses 2.623
Reoviridae 2.369
Totiviridae-like (ShiM-2016) 1.612
Tombusviridae-like (ShiM-2016) 0.905
Virgaviridae 0.293
Leviviridae 0.220
Partitiviridae 0.135
Endornaviridae 0.114
Chrysoviridae 0.110
unclassified dsRNA viruses 0.079
Myoviridae 0.053
Birnaviridae 0.043
environmental samples viruses 0.027
unclassified bacterial viruses 0.015
Betaflexiviridae 0.011
Picornavirales 0.008
unclassified DNA viruses 0.008
ssRNA viruses 0.007
Alphaflexiviridae 0.006
Siphoviridae 0.005
Narnaviridae 0.004
Bromoviridae 0.003
Microviridae 0.003
Tombusviridae 0.002
Podoviridae 0.001
unclassified Caudovirales 0.001
Mimiviridae 0.001
Megabirnaviridae 0.001
Hypoviridae 0.001




Suppelentary Table S3: Frequency of Ribosomal binding site (RBS) motifs found in 31
Picobirnaviridae RNA dependent RNA polimerase (RdRP) predicted proteins.

RBS-Motif Frequency
AGGAGG

AGGAG

4Base/6BMM

AGGA

GGA/GAG/AGG

GGAG/GAGG

GGAGG

GGxGG

None

) RN iy By Y iy BN ) S1 1S 1Ke))

—_—

None in edges




