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Figure S1. (a) Amino acid alignment of INMI1 KU991811 NS4B and other ZIKV strains with (b) percentage 
identity matrix. Amino acid sequence aligned were INMI1 (GenBank KU991811.1), FSS13025 (Uniprot 
ZIKVK A0A142I5B9), Z1106033 (GenBank KU312312.1), PRVABC-59 (Gen Bank KX377337.1), Dakar-41525 
(GenBank MG758786.1), MR766 (Uniprot ZIKV sp|Q32ZE1|), 10087PF (Uniprot ZIKVF sp|A0A024B7W1|). 



 
Figure S2. Phylogenic analysis of NS4B. Amino acid identity matrix of (a) entire NS4B protein and (b) partial 
NS4B1-125. 



 
Figure S3. Immunoprecipitation of FLAG-tagged NS2A and NS4B using anti-FLAG magnetic beads 
(IP:FLAG); immunoprecipitated proteins were detected by Western blot with antibodies to FLAG. The 
presence of transfected protein in whole cell extracts (WCE) was verified by detection with the 
corresponding antibody. 
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