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Table S1: Phleboviruses’ sequence data
Table S2: Estimates of evolutionary divergence between phleboviruses’ RARp amino acid sequences
Table S3: Estimates of evolutionary divergence between phleboviruses’ glycoprotein precursor sequences
Figure S1: Schematic analysis of RDP most supported recombinant results
File S1: Phleboviruses’ amino acid sequence alignment of L segments

File S2: Phleboviruses’ nucleotide concatenated sequence alignment of all segments



