Supplementary Table S3. Amino acid sequence identities of the UrV5 CP, UrV5 RdRp, UrVé6a CP, UrV6a RdRp,
UrV7 CP, UrV7 RdRp, UrV8a CP, UrV8a RdRp, UrV6b CP, UrVéeb RdRp, UgV1 CP, UgV1 RdRp, UgV2 CP, UgV2
RdRp, UgV8b CP, UgV8b RdRp, UdV1a CP, UdV1b RdRp, UdV2 CP, UdV2 RdRp and UdV1b CP, UdV1b RdRp
with the most similar sequences deduced by the BLAST search of the NCBI database.

A -
Virus Virus name ceession Identity (%)  E-Value Query
number Coverage (%)
Totiviridae sp.
QDH90455.1 29,47 5e-107 98
H4Bulk46262_000002 HP
Totiviridae sp.
. QDH&86838.1 33,28 8e-84 67
H1Rhizo26FD511_000002 HP
UrV5 CP Totiviridae sp. QDHS87366.1 31,56 5e-65 54
r . , e-
H4Bulk46501_000002 HP
Totiviridae sp.
. QDH87753.1 28,73 le-16 40
H1BulkLitter51292_000002 HP
Erysiphales associated totivirus
QIP68043.1 23,74 3e-13 62
24 CP
Totiviridae sp. RdRp QDHS87752.1 52,89 0 99
Totiviridae sp. RdRp QDHB86837.1 54,85 0 92
UrVs Lo
Totiviridae sp. RdRp QDH87365.1 58,65 0 78
RdRp
Totiviridae sp. RdRp QDH90454.1 57,79 0 74
Totiviridae sp. RdRp QDH91324.1 56,20 6e-142 57
Totiviridae sp.
QDH90455.1 31,20 6e-129 99
H4Bulk46262_000002 HP
Totiviridae sp.
. QDH86838.1 37,21 2e-100 68
H1Rhizo26FD511_000002 HP
Urve Totivirid .
Tvea OUvIreae sp QDHS87366.1 31,03 5e-84 84
cr H4Bulk46501_000002 HP
Phytophthora condilina RNA
. QTT60992.1 26,06 3e-11 32
virus 2 CP
Totiviridae sp.
. QDH87753.1 27,49 3e-11 41
H1BulkLitter51292_000002 HP
Totiviridae sp. RdRp QDH87752.1 60,11 0 96
Totiviridae sp. RdRp QDH86837.1 60,69 0 88
UrVe6a L
Totiviridae sp. RARp QDHS87365.1 59,24 0 77
RdRp
Totiviridae sp. RdRp QDH90454.1 63,47 0 73
Totiviridae sp. RdRp QDH91324.1 55,33 9e-160 60
Mucor hiemalis virus 4 CP CAE9672667.1 46,23 0 98
Urv7 CP Trichoderma koningiopsis QGA70770.1 45,55 0 99

totivirus 1 CP



Accession

Query

Vi Vi Identity (% E-Val
irus irus name number entity (%) alue Coverage (%)
Wuhan insect virus 26 HP1 YP_009342427.1 43,36 3e-150 78
Wuhan insect virus 27 HP 1 YP_009342433.1 38,01 3e-149 95
Totiviridae sp.
QDH88821.1 37,67 4e-149 96
H4Bulk46889_000002 HP
Umbelopsis ramanniana virus 4
VUD77425.1 86,26 0 100
RdRp
Trichod.er.ma koningiopsis QGA70771.1 60,48 0 91
totivirus 1 RdRp
Urv7
RdRp Wuhan insect virus 26 HP 2 YP_009342428.1 56,04 0 96
Conidiobolus heterosporus
. QUE40494.1 49,17 0 95
totivirus 1 RdRp
Wuhan insect virus 27 HP 2 YP_009342434.1 48,78 0 95
Trichode%‘rr.la koningiopsis QGA70770.1 48,68 0 99
totivirus 1 CP
Mucor hiemalis virus 4 CP CAE9672667.1 47,88 0 99
UrV8a . .
cp Wuhan insect virus 26 HP 1 YP_009342427.1 44,36 3e-166 78
Wuhan insect virus 27 HP 1 YP_009342433.1 38,82 le-153 98
Totiviridae sp. QDHS88821.1 37,52 3e-153 9%
. p e-
H4Bulk46889_000002 HP
Umbelopsis ramanniana virus 4
VUD77425.1 65,26 0 96
RdRp
Trichoderma koningiopsis
. QGA70771.1 62,18 0 91
totivirus 1 RdRp
UrV8a
RdRp Wuhan insect virus 26 HP 2 YP_009342428.1 55,84 0 99
Conidiobolus heterosporus
. QUE40494.1 52,20 0 97
totivirus 1 RdRp
Wuhan insect virus 27 HP 2 YP_009342434.1 50,90 0 96
Totiviridae sp.
QDH90455.1 31,77 le-130 99
H4Bulk46262_000002 HP
Totiviridae sp.
. QDHS86838.1 35,68 7e-100 68
UrVéb H1Rhizo26FD511_000002 HP
cr Totiviridae sp.
QDHS87366.1 30,95 5e-82 84
H4Bulk46501_000002 HP
Phytophthora condilina RNA
QTT60992.1 24,52 4e-12 46

virus 2 CP



Accession
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Vi Vi Identity (% E-Val
irus irus name number entity (%) alue Coverage (%)
Totiviridae sp.
. QDH87753.1 24,15 6e-08 41
H1BulkLitter51292_000002 HP
Totiviridae sp. RdRp QDHS87752.1 58,87 0 98
Totiviridae sp. RdRp QDHS86837.1 59,33 0 91
UrVeb o
Totiviridae sp. RARp QDH90454.1 63,29 0 73
RdRp
Totiviridae sp. RdRp QDH87365.1 58,89 0 77
Totiviridae sp. RdRp QDH91324.1 55,93 4e-159 59
Plasmopara viticola lesion ass.
. QGY72631.1 42,13 0 97
toti 3 CP
Plasmopara viticola lesion
. QGY72633.1 39,53 2e-165 100
ass.toti 4 CP
UgV1 CP Xanthophyllomyces YP_007697650.1 37,24 2e-155 100
. p e-
8 dendrorhous virus L1A CP -
Rhod idiobol doratu
OAOSPOTICIODOILS OCOTAMS 1 p136699.1 39,78 le-154 95
RNA virus 1 CP
Red clover powdery mildew-
o BAT62483.1 37,23 2e-148 93
ass. totivirus 4 CP
Plasmopara viticola lesion ass.
. QGY72630.1 54,39 0 99
toti 3 RdRp
Xanthophyllomyces YP_007697651.1 53,07 0 98
dendrorhous virus L1A RdRp - ’ !
UgV1l Xanthophyll
5 anthophytiomyces AFH09416.2 53,07 0 98
RdRp dendrorhous virus L2 RdRp
Xanthophyllomyces YP_009507835.1 51,13 0 98
dendrorhous virus L1B RdRp - ’ !
Erysiphe necator ass. totivirus 5 QIW70333.1 50,40 0 98
RdRp
Trichod koningiopsi
richoderma Konngiopsis QGA70770.1 48,46 0 98
totivirus 1 CP
Mucor hiemalis virus 4 CP CAE9672667.1 47 44 0 98
Wuhan insect virus 26 HP 1 YP_009342427.1 50,45 0 80
UgV2 CP
Totiviridae sp.
QDH88821.1 41,16 le-177 97
H4Bulk46889_000002 HP
Conidiobolus heterosporus
. QUE40493.1 39,29 le-160 97
totivirus 1 CP
Wuhan insect virus 26 HP 2 YP_009342428.1 57,11 0 97
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Trichoderma koningiopsis
.. QGA70771.1 58,63 0 89
totivirus 1 RdRp
Umbelopsis ramanniana virus 4 VUD77425.1 56,14 0 93
UgV2 RdRp ' ’
RdRp
Conidiobolus heterosporus
.. QUE40494.1 52,33 0 95
totivirus 1 RdRp
Wuhan insect virus 27 HP 2 YP_009342434.1 52,28 0 94
Trichoderma koningiopsis
.. QGA70770.1 48,32 0 99
totivirus 1 CP
Mucor hiemalis virus 4 CP CAE9672667.1 47,73 0 99
UrVsb . )
cp Wuhan insect virus 26 HP 1 YP_009342427.1 43,99 5e-164 78
Wuhan insect virus 27 HP 1 YP_009342433.1 39,12 le-156 98
Totiviridae sp.
QDH88821.1 37,99 le-152 96
H4Bulk46889_000002 HP
Umbelopsis ramanniana virus 4
VUD77425.1 64,37 0 96
RdRp
Trichod.er.ma koningiopsis QGA70771.1 6164 0 91
totivirus 1 RdRp
Urvsb
RdRp Wuhan insect virus 26 HP 2 YP_009342428.1 55,35 0 99
Conidiobolus heterosporus
. QUE40494.1 51,57 0 97
totivirus 1 RdRp
Wuhan insect virus 27 HP 2 YP_009342434.1 50,64 0 96
Mucor hiemalis virus 4 CP CAE9672667.1 45,76 0 99
Trichoderma koningiopsis
.. QGA70770.1 43,75 0 99
totivirus 1 CP
UdVia Wuhan insect virus 26 HP 1 YP_009342427.1 43,45 8e-154 80
CP
Totiviridae sp.
QDHS88821.1 38,36 5e-147 92
H4Bulk46889_000002 HP
Conidiobolus heterosporus
.. QUE40493.1 37,69 2e-142 99
totivirus 1 CP
Umbelopsis ramanniana virus 4
VUD77425.1 73,50 0 100
RdRp
UdVia . .
Wuhan insect virus 26 HP 2 YP_009342428.1 54,04 0 100
RdRp
Trichoderma koningiopsis QGA70771.1 5714 0 95

totivirus 1 RdRp
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Vi Vi Identity (% E-Val
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Conidiobolus heterosporus
. QUE40494.1 47,79 0 929
totivirus 1 RdRp
Wuhan insect virus 27 HP 2 YP_009342434.1 46,81 0 99
Trichoderma koningiopsis
. QGA70770.1 49,56 0 99
totivirus 1 CP
Mucor hiemalis virus 4 CP CAE9672667.1 47,95 0 99
Uudv2 Cp Wuhan insect virus 26 HP 1 YP_009342427.1 44,63 le-163 78
Totiviridae sp.
QDH88821.1 36,84 8e-149 96
H4Bulk46889_000002 HP
Wuhan insect virus 27 HP 1 YP_009342433.1 36,91 8e-146 95
Umbelopsis ramanniana virus 4
VUD77425.1 66,88 0 98
RdRp
Wuhan insect virus 26 HP 2 YP_009342428.1 56,96 0 99
udv2 Trichod.er.ma koningiopsis QGA70771.1 6124 0 93
RdRp totivirus 1 RdRp
Conidiobolus heterosporus
. QUE40494.1 53,95 0 99
totivirus 1 RdRp
Wuhan insect virus 27 HP 2 YP_009342434.1 50,38 0 99
Mucor hiemalis virus 4 CP CAE9672667.1 46,12 0 98
Trichoderma koningiopsis
. QGA70770.1 44,67 0 99
totivirus 1 CP
UdVi1b Wuhan insect virus 26 HP 1 YP_009342427.1 43,62 2e-159 80
CP
Totiviridae sp.
QDHS88821.1 37,44 le-147 93
H4Bulk46889_000002 HP
Conidiobolus heterosporus
. QUE40493.1 37,93 2e-143 93
totivirus 1 CP
RdRp Umbelopsis ramanniana
. VUD77425.1 74,66 0 98
virus 4
RdRp Trichod.er.ma koningiopsis QGA70771.1 60,35 0 89
totivirus 1
UdV1b
RdRp Wuhan insect virus 26 HP 2 YP_009342428.1 54,68 0 97
RdRp Conidiobolus
. QUE40494.1 49,42 0 94
heterosporus totivirus 1
Wuhan insect virus 27 HP 2 YP_009342434.1 48,57 0 97




