Table S1. The list of epitopes and paired antibodies.

Referen

Group Antibody Reference DOI PDB Epitope Source ce
Fab2-17 10.1016/j.chom. 2021.03.005 7LQW Q14.N17.L18.T76,K77,V143 IEDB 1]
COVOX-159 10.1016/j.cell.2021.02.032 7NDD Q14,Y144,Y145,H146, K147, F157,G252,0253 IEDB 121

X Q14, Y144, H146, K147, N148, N149, W152, M153, E154, E156, F157, R158, R246,
Fabd-8 10.1016/j.chom. 2021.03.005 7LQv V245, 1246, Pab. G253, D253 IEDB !
Fab5.24 1010167, chom 2021.03.005 - 4Q14,015,Y144,H146,K147,E1 54,E156,R158,R246,Y248 249 1250,P251,D253,525 P "
DH1050.1 10.1016/j.cell.2021.06.021 7LCN F140,G142,V143.Y 145,146 N148 N149, W 152,E154,F 157,A243 L 244,H245 IEDB Bl
! V16,N17,F140,G142,V143 Y144,Y145 H146,K147,N148 W152 E 154,E156 R158 L2
$2x333 10.1016/j.cell.2021.03.028 7LXY 2411245 240, 046 P25t IEDB 4]
S8 1010167} call 2021.03.028 v \Qzes,gn7.T20,Y144,Y145,H146,K147,N148,3155,R158,R246,L249,T250,P251.stz \£DB l
52128 10.1016/,.cell.2021.03.028 7IXZ V16,N17,T19,Y144,R246,5247 Y 248,1250,P251,G252,0253,5254,5255,5256,G257 IEDB 4]
X Q14,C15,V16,N17,719,G142,V143,Y 144, K147,E156 R158 L 244 H245 R246,5247,Y
Fab4-18 10.1016/j.chom.2021.03.005 7L2E 48249 T250.P 21 G252 8256 IEDB 0!
NTD CM25 10.1126/science.abg5268 7M8J Y144,Y145,H146 K147, R246,5247,Y248 L 249, 1250,P251,G252,5255 IEDB 5]
Fab2.51 10,1016/} chom 2021.03.005 7190 \2(;24,Y145,H146,K147,N143,K1so,Rz4e,3247,Y248,L249.T250.P251 1G252,0253,5 \£DB il
Fab1.87 10,1016/, chom 2021.03.005 712D égggggggﬁ146,K147,K150,w1 52,H245 R246,Y248,L 249, 1250,P251,G252,5254, \£DB i
258 10.1126/science.abc6952 7C2L Y 144,145 H146,K147 K150 W152,H245,R246,5247 Y248 L 249 IEDB 6]
FC05 10.1038/541422-020-00446-w 7CWU | Y144,Y145,H146, K147 K150,W152,R246,5247,Y248, 249,5256 IEDB 7]
cMi17 10.1126/science.abg5268 N/A Y145,K147,W152,Y248 R‘:;fi‘;’jr’;” 5]
CM30 10.1126/science.abg5268 N/A Y144,W152,R246,Y248 Riﬂzfgce 5]
) S71,K97,598, T124,Y 145, H146,K147,K150, 5151, W152,E180,G181,K182,Q183,N18
P008_056 10.1126/sciadv.abg7607 7NTC 31311245 5247 Y2481 249 1256, A260,A262 IEDB 8]
) 'A27,Y28,T29,N30,F32,N61,W64,H66,168,H69,K97,F 186 N211,L212,V213,R214,D21
DH1052 10.1016/j.cell.2021.06.021 7LAB 519160217 Q215 S605N06 IEDB 3]
CoV2-2490 10.1016/j.cell.2021.05.032 7DZY N30,F32,W64.H66,168,K97,N185.K187.N211V213, R214 IEDB ]
RA403,KA17,Y449,N450,L452,YA53 L455 F456 E484, G485, F 486, Y489, F490,L492,Q
CT-P59 10.1038/s41467-020-20602-5 7CM4 593 84944495 Y505 IEDB [0]
PoA2GT 10.1038/41422.02100487.9 7003 zz:é)%?g ; 7,Y449 L 452,Y453,L455 FA56, E484, G485 F486,C488,Y489,F490,1492,Q \EDB [
COvOX88 101018 0ol 2021.02.032 7NDa 5;182,K41 7,Y453,[455,F 456, E484, G485 F486,N487,C486,Y489,Q493 N501,G502, \£DB @
) R403,V445,G446,Y449,Y453 455, F456,N487,Y489,Q493,Y495,G496,Q498,P499,
S2H14 10.1016/j.cell.2020.09.037 703 7500 N501 0502.Y505 IEDB 2]
7KBX.7 | GA404,D405EA406,V407,R408,Q414,T415 Y449 452, L455 A475 E4B4, G485 F486,Y
c121 10.1038/541586-020-2852-1 K8y 489,F490,L492,0493,5494.V503,G504,Y505,Y508 IEDB 113
105 10.1016}.cell. 2020.06.025; 6XCM, | DA405RA408,T415,G416,Y421,F456,R457 K458 N460,Y473,Q474 A475 G476 F486, \£DB [14.15]
10.1038/541586-020-2456-9 6XCN N487,T500,N501.G502.Y505 .
) 6XC2,6 | DA405,E406,T415,K417,D420, Y453 L455,F456,RA57,A475 5477, FA86, YAB9,N487,Q
cc12.1 10.1126/science.abd2321 o 203 6496 98 5001801 5508 Yobs IEDB [16]
Ly-CoV016 10.1016/j.xcrm.2021.100255 N/A D405,K417,D420,L455,F456,N460,1472,YAT3,A475,G4T6,F486,N487,Y489,G504 Riﬂzjr’;” 17
T415,G416,K417,D420,Y421,Y453, 1455 F456,R457,KA58,S459,N460,Y4T3,Q474,A
cvao 10.1038/541467-020-19231-9 6XE1 475,G476,S477,F486, N487,Y489,Q493,5494,Y495,G496,Q498, T500,N501,G502,Y IEDB 18]
505
T415,G416,K417 D420,Y421,L455,F456,R457,KA58,N460,Y473,Q474,A475,G476,S
P5A-3A1 10.1038/541422-021-00487-9 7D0C 177 £a80NAST 529 ¥508 IEDB 11
) T415,GA16,K417,D420,Y432,Y453 L455 RA57 KA8 NAG0,YAT3 A475 GAT6,F486, N
SET90-C11 10.1016/j.celrep.2021.109433 7830 487,Y489,5494,Y495,G496.Q498 T500,N501,G502.Y504 IEDB i)
BG1-22 10.1016/j.cell.2021.04.032 TMBF T415,Y421,A475,G476,N487,5494,G502 IEDB 120]
c108' 10.1038/s41467-021-24435-8 N/A K417,0420,L455,F456,N460,Y473,A475 Rf:fgfrlce [21]
REGN10933 10.1126/science.abd0827 6XDG K417,Y453,L455,F456,E484,G485,F 486, N487,C488,Y489,Q493 IEDB 122]
P5A-2F11 10.1038/541422-021-00487-9 7C72 Y421,F456,R457,YA73 A475,GA76,5477,E484,GA85, FA86,N487,Y489,Q493 IEDB [11]
BG7-15 10.1016/.cell.2021.04.032 7M6G N439,N440,5443 K444 V445,G446,G447 Y449,N450,5494 P499,T500,Q506 IEDB 120]
COVOXT5 1010167, cell 2021.02.032 7BEO ?g:g(,ligg16%23,K444,v445,6446,0447,N448,Y449,N450,L452,F490,L492.Q493.s \EDB 2
C119 10.1038/541586-020-2852-1 TKBW K444,V445,G446, Y449, N450,E484,Q493,5494,Q498,G504, Y505 IEDB [13]
7CHH,7
BD-368-2 10.1016/j.cell.2020.09.035 g:g; K444,G446,Y449 N450,L 452, N481,G482,V483,E484,G485,F490 IEDB 23]
CHE
RBD-1 C104 10.1038/541586-020-2852-1 7K8U RA08, K444, TA70,V483,F486,F490,V503,G504 IEDB [13]
V445,G446 Y449 F456, T478,N481,V483, E484, G485, FA86, N487,Y489,FA90 L492.Q
P2C-1A3 10.1038/541467-020-20501-9 7CDJ 193 8404 G495 1500 IEDB [24]
V05163 10.1126/scionce.abh1139 7L0P f;;g.g?é.};ggfztse.T470,V483,E484,GA85,F486,C4BB,Y489,F490,P491 1492.Q {208 251
P5A-1B9 10.1038/541422-021-00487-9 7CZX G446,N448,Y449,1 452 E484,G485 F486,N487,Y489,F490,L 492,Q493,5494 IEDB [
Fab2-15 101016 celrep 2021108950 7158 f;g%}ggg.L452,T478,V483.E484.G485.F486.N487.Y489.F490.L492,Q493,S494,G \EDB 28]
727
S2H13 10.1016/j.cell.2020.09.037 JV4,7) | G446,Y449,N481,G482,V483 E484,G485,F486,F490,5494 IEDB 2]
V6
BD-23 10.1016/j.cell.2020.05.025 7BYR G446,Y449 E484 G485 FA86,Y489,FA90,L492,Q493,5494,G496,0498 N501,Y505 IEDB 127]
X G446,Y449,Y453,L455,F456,A475,G476,S477,T478,G485,F486,N487,Y489,Q493,Y
CV07-250 10.1016/j.cell.2020.09.049 6XKQ prapdaeibeiimet IEDB 28]
COVA2-39 10.1016/j.celrep.2020.108274 7IMP G446,Y449 F456,A475, V483, E484,G485, F486,N487,Y489,Q493 IEDB 29]
oH1041 10.10167}cell 2021 06.021 TLAA ;249,L452,T470.E471 1472,N481,G482 V483, E484,GABS F486,F490,L492,Q493 54 {208 -
10.1038/s41586-020-2571-7
Fab2-4 6XEY Y449,Y453,1 455,F456,E484,G485,F486,Y489,F490,492,Q493,5494 IEDB [30]
Ha 10.1016/j.celrep.2021.108950 7158 449,455 F456 V483 E484,GA85 F486,YA89 F490,Q493,5494 IEDB 26]
COVOX-316 10.1016/j.cell.2021.02.032 7ND7 Y449 ,L455,F456,V483,E484,G485,F486,Y489,F490, 492,Q493,5494 IEDB 2l
COVOX-384 10.1016/j.cell.2021.02.032 7ND8 1452, 455,F456,1472,N481,G482, V483,E484,GA485,F486,Y489,F490 IEDB 2]
Ly-CoV555 10.1016/j.xcrm.2021.100255 N/A 1452,1472 V483 E484,GA485,F486,F490,0493,5494 Table 1171
COVOX-253 10.1016/j.cell.2021.02.032 7BEN 1455,F456,K458,Y473,A475,G476,5477,T478,G485,F486,N487,Y489,0493 IEDB 121
g%{g?l'_ 10.1016/j.cell.2021.02.032 7NDA L455,K458,Y473,A475,G476,5477,T478,GA85, F486, N487,C488,Y489,Q493 IEDB 2
€002' 10.1038/s41467-021-24435-8 N/A L455,F456,E484,F486,F490,Q493 Riﬂz‘fr':e [21]
S2E12 10.1126/science.abe3354 xffj L455,Y473,A475,G476,5477,E484,G485,F486,N487,C488,Y489 IEDB [31]
BD-623 10.1038/541422-021-00514-9 7ETY F456,Y473,A475,G476,5477,T478,V483,E484 G485, F486,N487,C488,Y489 IEDB [32]
g%{ﬁél_ 10.1016/j.cell.2021.02.032 7NDB Y473,A475,T478,F486,N487 IEDB 21
P5A-3C12 10.1038/541422-021-00487-9 7D0D /483, E484,F486,Y489 IEDB [
AZD8895 10.1038/541564-021-00972-2 7L7E 1455,F456,A475,G476,5477.T478,P479 E484,G485,C488,F 486,Y489,0493 IEDB [33]




7K8S,7

A372,N440,K444,V445,Y449,N450,L455,T470,E471,N481,G482,V483,E484,G485,F

€002 10.1038/541586-020-2852-1 s a0 Fao e Saas oot IEDB 13]
R403,D405,E406,R408,Q409, T415,G416,K417,D420,Y421 Y449, Y453 L455 F456 R
B38-New 10.1038/541467-020-19231-9 7825 457 KA58,5450,N460,Y473,Q474,A475,GAT6,S477,E484,F486 N487,Y489,F490,L4 IEDB 18]
92,0493,5494.Y495,5496,Q498, T500,N501,G502,V503,G504,Y505
R403,D405,E406,R408,Q409,T415, G416, K4 17,D420,Y421 Y449, Y453 L455 F456 R
CB6-New 10.1038/541467-020-19231-9 7c01 457,K458,5459,N460,Y473,Q474,A475,G476,S477,F486,N487 Y489, F490,0493,S4 IEDB 18]
94,Y495,G496,Q498,T500,N501,G502,G504.Y505
R403,D405,E406,R408,Q409, T415 G416 K4 17,0420, Y421 Y453,L455 F456,R457 K
COVOX-158 | 10.1016fj.cell 2021.02.032 7ND6 458,N460,Y473,Q474,A475,G476,S477,F486,N487,Y489, Y495, G496,Q498, T500, IEDB 2
501.G502.V503.Y505
R403,D405, E406,R408,Q409, T415 G416 KAT17,0420, Y421, L455 F 456, R457, K458,
CB6 10.1038/541586-020-2381-y 7cot N460,Y473.Q474.A475.G476.5477.F486.N487.Y489.Q493.Y495,G502,Y505 IEDB [34]
RA03,D405,E406,R408, T415,G416,KA 17,0420, Y421, Y449,L455,F456,Ra57 KABEN
P2B-1A10 10.1038/541422-021-00487-9 7CZQ | 460,Y473,Q474,A475,G476,5477 N487,Y489,Q493,5494,G496, T500,N501,G502,V IEDB 11
503.Y505
RA03,D405,RA08,Q400,T415,G416,K417 Y421,Y440,Y453,L455,F456,G485 F486 N
P5A-1B6 10.1038/541422-021-00487-9 7C2V R o Gy s 490 o o vaoe IEDB 11
R403,D405,R408,T415,G416,K417,D420,YA21,Y453,L455,R457 K458 N460,YAT3,
COVOX-150 | 10.1016fj.cell 2021.02.032 7ND5 QA474,A475,GAT6,SATT,FA86,N487.Y489,Q493.Y495,G496,Q498, T500,N501,G502, IEDB 2
Y505
RA03,D405,T415,G416,K417 D420 Y421,Y453 L455 F456 RA57 KA58 5459 N460,Y
BD-604-New 10.1038/541422-021-00514-9 7ESF 473,A475,G476,5477,F486,N487,Y489,0493,G496,Q498,T500.N501,G502,Y505 IEDB 132]
- 7CH57 | RA03,D405T415,GA416,K417,0420,Y421,Y453 L455,F456,RA57,K458,N460,Y473,Q
BD-629 10.1016/.c6ll.2020.09.035 CcHC 474,A475,G476,5477.TAT8,F486,N487,Y489,Q493,N501,Y505 IEDB 23]
LyCovass ; RA03,0405,T415,G416,K417,D420,Y421,L455, F456,R457 K458,5459,N460,Y473,Q
(Ab133) 10.1126/sitransimedabf1906 TKMH 474,A475,G476,5477,F486,N487,Y489,N501,G502,Y505 IEDB (3]
- GXCA.6 | RA403,D405T415 G416, KA17,0420,Y421 Y453 L455 F456 RA57 K458 N460,YAT3 A
cc123 10.1126/science.abd2321 XC7 475,GAT6,S4T7 F486,N487,Y489,Y495 N501,Y505 IEDB [16]
) RA03,D405,T415,G416,K417,D420,Y421,Y453 L455,F456, RA57, K458 N460,YATI A
COVAZ-04 10.1016/j.celrep.2020.108274 7JMo 475,G476,S477 F486,N487.Y489,Q493 S494, Y495, G496, T500,N501,G502,Y505 IEDB 29
- RA03,T415,G416 KA 17,0420, Y421, Y453 L455,F456 R457 KA58,N460,Y473, QAT A
CC12.3New | 10.1126/science.abe6230 TKN7 B0 L aa0 Mg v aBe A9 CA0R150 Vo08 IEDB 136]
R403,D405,T415,G416,K417 D420 Y421,Y453 L 455 F456 RA57 KA58,N460 YAT3 A
910-30 10.1016/j.celrep.2021.109771 7KS9 475,G476,F 486, N487,Y489,0493,5494,Y495,G496,Q498, T500,N501,G502,G504,Y IEDB 137]
505
RA03,D405,T415,G416,K417,D420 Y421, Y453, L 455 F 456, RA57 KA5B, 5459 N460,Y
cv30 10.1038/541467-020-19231-9 6XE 473,Q474,A475,G476,5477,F486 N4B7,Y489,F490,Q493,5494,Y495,G496,Q498, T IEDB 18]
500.N501.G502.Y505
R403,D405,T415,G416,K417,D420, Y421 L455,F456,R457 K458, N460 Y473 Ad75.G
RBD2 BD-508 10.1038/541422-021-00514-9 7E86 476,5477,E484,F486,N487,Y489,F490,Q493,5494,G496,Q498,N501,G502,Y505 IEDB 132
- RA03,E406,R408,Q409, G416, K4 17,Y449 Y453, L455 F456,F486, 487 Y489,Q493.5
P2B-1A1 10.1038/541422-021-00487-9 7CZP 494.¥495,496,0498 T500,N501.G502.Y505 IEDB 11
R403,E406,Q409,T415,G416,K417,D420,Y421,YA53,L455,F456,RA57, KA58, NAGO,Y
COVOX-269 | 10.1016fj.cell 2021.02.032 7BEM | 473,Q474,A475.G476 F486,N487,Y489,Q493 5494, Y495 G496,Q498 T500,N501,G IEDB 2
502.Y505
R403,R408,0409,Q414,T415, GA16 KA17,D420,Y421,GA46 Y449,F456,A475,G4T6,
P5A-2G9 10.1038/541422-021-00487-9 ezt S477.F486,N487,Y489,0493,5494,G496.Q498,N501.Y505 IEDB (1
RA03,R408,T415,G416,K417,D420, Y421, Y453, U455 F456, RA57 K458 NA60,Y473,Q
C1A-B3 10.1016/j.cell.2021.03.027 TKFW | 474,A475,G476 F486,N487,Y489,Q493,5494,Y495,G496,Q498, T500,N501,G502.Y IEDB 138]
505
RA03,Q409,T415, G416 KA17,0420,Y421,L455 F456 R457 K458, 5459 N460, Y473,
B38 10.1126/science.abc2241 7825 Q474.A475,G4T6,5477,FA86,N487,YA89,F490,Q493,Y495,GA496,Q498,N501,G502, IEDB 39]
Y505
RA03,T415,G416 KA 17,0420 Y421,Y453 L455,F456 RA57 KABB,5459 N460 Y473.Q
P2c-1F11 10.1038/541467-020-20501-9 7col 474,A475,G476,5477,F486.N487,Y489,0493,G502,Y505 IEDB [24]
- RA03,T415,G416,K417, D420, Y421 Y453, L 455 F456,R457 K458, S459,N460 Y473,Q
COvVOx-40 10.1016/j.cell.2021.02.032 7ND3 474,A475,G476,5477,FA86,N487,Y489,Y495,G496,Q498, T500,N501,G502,Y505 IEDB 2
- RA03,T415,GA416,KA17,0420,Y421,Y453 L 455, F456,R457 KA58,N460,Y473, QAT A
BG4-25 10.1016/j.cel 2021.04.032 TMED | Nt vass Gaoarooe IEDB 20]
RA03,7415,G416 K417,0420,Y421,Y453 L455 F456 RA57 KAGB,N460, Y473 QAT A
PaA1 10.1038/541467-021-22926-2 7CUF 475,G476,5477,F486, N487,Y489,Q493,5494,Y495,G496,Q498, T500,N501,G502,Y IEDB 140]
505
- RA03,T415,G416 K417 D420 Y421 Y453 L455 F456,R457 K458 N460 Y473 QATAA
C1A-C2 10.1016/j.cell.2021.03.027 TKFX 475,G476,F486.N487,Y489,0493,5494,Y495,G496,Q498,T500.N501,G502,Y505 IEDB 138]
7oHB7 | RA03.T415,G416,K417,D420,Y421,Y453 455 F456,R457 K4BB.N4G0,Y473 AdT5,G
BD-236 10.1016/j.cell.2020.09.035 LOHBT | 476,5477,Fa86,N487,Y489,01493,5494,Y495,G496,0498,T500, N501,G502,V503,Y IEDB 23]
505
- RA03,T415,GA16,KA17,D420,Y421,Y453,L455,F456,RA57 KABB,NA60,YAT3 A4T5.G
CiaF10 101016/ cell.2021.03.027 TKFY 476,547 F486,N487,Y489,Q493,Q498 T500, N501,G502,Y505 IEDB (8]
RA03,T415,G416,K417,0420,Y421,Y453 L 455 F456 R457 KA58,N460,Y473 Ad75.G
c102 10.1038/541586-020-2852-1 7K8M 476,S477,F486,N487,Y489,T500,N501,G502,Y505 IEDB 3]
- RA03,T415,GA416,K417,0420,Y421,Y453 L455,F456,RA57 KABB,NA60,YAT3 A4T5.G
C1A-B12 10.1016/j.cell.2021.03.027 TKFV 476,F486,N487,Y489,Q493,5494,Y495,G496,Q498, T500.N501,G502,Y505 IEDB 28]
- 7CHA7 | RA03,T415G416,KA17,D420,Y421 Y453 L455 R457, KABB,5459,N460,YAT3 QATAA
BD-604 10.1016/j.cell.2020.09.035 CHF 475,G476,5477,F486,N487,Y489,0493,Q498, T500,M501,G502,V/503,Y505 IEDB 23]
Ty-Covasi ; RA03,T415,G416,K417,0420,Y421,Y453 L455 RA57 KA58,N460 Y473 A4T5 G476.5
(Ab128) 10.1126/scitransimed.abf1906 KM 477,F486,N487,Y489,Q493 5494, Y495,G496,Q498, T500,N501,G502,V503,Y505 IEDB 135]
RA03,T415,G416,K417,0420,Y421,L455,F456,R457,N460,Y473,A475,GAT6,F486,N
P5A-1B8 10.1038/541422-021-00487-9 7D00 b ra e s i i IEDB 11
RA03,T415,K417,D420,Y421,L455 R457 K458 N460,Y473 Q4 74,A475,GAT6,S477,T
BD-515 10.1038/541422-021-00514-9 7E88 B Eact Ninar vasantor Gbs vt IEDB 132]
GWPS, | T333,N334,0335 P337,G339,E340 V341,N343 A344 T345 K346,E354 K356,R357,13
S309 10.1038/541586-020-2349-y 6WPT 58,5359,N360,C361,N440,0.441,K444,R509 IEDB “1]
5309-New 10.1016/1.0611 2020.09.037 70X3 N334, 335 P337,G339 E340,N343,A344 T345 R346 K356,R357,5359,C36 1,441 IEDB 2]
; G339,F342,N343,T345,R346,V367,368,5371,5373,F374,WA36,N437 5438 N440 L
BG10-19 10.1016/j.cell.2021.04.032 TMBE | 401 K444 NA4B.Y 440 N450,0408 IEDB 201
) $375,T376,K378,RA08,Q400,Q414,K417,Y449,L452,L455 F456,A475,G4B2,E484,G
BG7-20 10.1016/j.cell.2021.04.032 7M6H 485,F486,Y489,F490,1492,0493,5494,V503,G504,Y505,Q506,Y508 IEDB (20]
G339,F342,N343,V367,5371,A372,5373,F374,Y449, L455 F 456, V483 E484, G485 F
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