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Figure S1. RT-PCR and Southern blot hybridization detection of CABYV in passion fruit plants. RT-PCR positive
control: Ctrl+ (RNA from pool PM2Ba). RT-PCR negative control: Ctrl- (H20).
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Figure S2. CABMV detection by RT-PCR in all passion fruit plants (a), and in green manure/spontaneous plants
CABYV-positives (b). RT-PCR positive control: Ctrl+ (RNA from pool PM2Ba). RT-PCR negative control: Ctrl- (H20).
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Figure S3. CABYV detection in green manure/spontaneous plants from Lengéis by RT-PCR and Southern blot
hybridization. RT-PCR positive control: Ctrl+ (RNA total from pool PM2Ba). RT-PCR negative control: Ctrl- (H20).



(a)

LC217994
I

I 0909811 (CABYV-PF-726-2)11
LC217993
[ —
I, OP9O09811 (CABYV-PF-726-2)
ILCS16688

I
I O0P009811 (CABYV-PF-726-2)
OP909806 (CABYV-PF-799)

OP909805 (CABYV-PF-564)

OP909810 (CABYV-PF-726-1)

OP909809 (CABYV-PF-724-3) I
OP909811 (CABYV-PF-726-2)

I 0P909812 (CABYV-PF-729)
OP909809 (CABYV-PF-724-3) O —
OP909808 (CABYV-PF-724-2)
= P P PN PP P P 6  N'
OP909807 (CABYV-PF-724-1)
S
OP909809 (CABYV-PF-724-3)
|
OP909804 (CABYV-PF-558)
|
OP909812 (CABYV-PF-729)
T —

(b)
Sequence Recombination Average p- Method of detection
breakpoint (nt) Value (RDP)

R G B M Cc S T
LC217994 1-3347 1.12 X 10-73 + + + + + + +
5673-5707 1.12X10-73 + + + + + + +
LC217993 50-3064 1.12 X 10-73 + + + + + + +
LC516688 40-3064 1.12 X 10-73 + + + + + + +

Figure S4. Recombination analysis among Brazilian CABYV isolates. (a) Schematic diagram showing putative
recombinant fragments of Brazilian recombinant isolates from melon and CABYV-PF detected in RDP4. (b) Details of
recombination events detected by RDR4 software in the genomes of CABYV-Brazilian melon recombinant isolates.
Methods: R = RDP, G = GENECONYV, B =Bootscan, M = MaxChi, C = Chimaera, S =SiScan, T = 3Seq.



