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Fig. S1: Circular representation of the PSC-based genome tree for the Fam_DB dataset. The annotation circles encode the ICTV taxonomy for each phage genome, as follows from inner to outer circles: family, order, class, phylum, kingdom, and realm. The tree was split using a distance threshold of 0.9 and the resulting VGCs are encoded by different branch colors



KT949345.1 Aeromonas phage Ahp1

MF683623.1 Aeromonas phage CF7

HE956707.2 Yersinia phage phiR8 01

KT184661.1 Yersinia phage vB YenP ISAO8

HE956710.2 Yersinia phage phi80 18

KY318515.1 Yersinia phage fHe Yen3 01

KX756572.1 Pectobacterium phage PP2

MK053931.3 Pectobacterium phage Arno160 chromosome linear

MG878892.2 Salmonella phage vB SpuP Spp16

KC107834.1 Cronobacter sakazakii phage vB CskP GAP227

LN878149.1 Cronobacter phage Dev CD 23823

JN651747.1 Aeromonas phage phiAS7

MH179473.2 Aeromonas phage 25AhydR2PP

MH992513.1 Aeromonas phage ZPAH7

JN991020.1 Pseudomonas phage Bf7

KX458241.1 Pseudomonas phage Andromeda

MG775261.1 Pseudomonas phage PollyC

KX066068.1 Pseudomonas phage VSW 3

AB451219.1 Ralstonia phage RSB1 DNA

MG652450.1 Ralstonia phage RsoP1IDN

KX660669.1 Aquamicrobium phage P14

KC853746.1 Burkholderia phage JG068

KY981272.1 Curvibacter phage P26059B

HG793132.1 Burkholderia phage Bp AMP1

KY464836.1 Ralstonia phage RS PI 1

KY316062.1 Ralstonia phage RS PII 1

MT740728.1 Ralstonia phage Anchaing

AB920995.1 Ralstonia phage RSJ2 DNA

AB983711.1 Ralstonia phage RSJ5 DNA

KU595432.1 Xanthomonas phage f20 Xaj

KU595433.1 Xanthomonas phage f30 Xaj

KF626667.1 Xylella phage Prado

KT381879.1 Caulobacter phage Percy

MF621978.1 Caulobacter phage Lullwater

MH684921.1 Sphingomonas phage Scott isolate SPS

JN882298.1 Escherichia phage phiKT

MG201401.1 Escherichia phage PGT2

KY065149.1 Vibrio phage JSF7

MF278336.1 Alteromonas phage vB AspP H4 4

MG592574.1 Vibrio phage 1.204.O. 10N.222.46.F12- partial genome

JX483879.1 Rhizobium phage RHEph08

JX483880.1 Rhizobium phage RHEph09

JX483874.1 Rhizobium phage RHEph02

MF403005.1 Agrobacterium phage Atu ph02

MF403006.1 Agrobacterium phage Atu ph03

KX397280.1 Phage MedPE SWcel C56

JX290549.1 Pectobacterium phage PhiM1

KR604693.1 Pectobacterium phage Peat1

KY953156.1 Pectobacterium phage vB PatP CB5

KT240186.1 Dickeya phage BF25 12

LC063634.2 Pectobacterium phage PPWS1 DNA

KX278418.2 Pectobacterium phage PP16

LC375533.1 Pectobacterium phage PPWS2 DNA

KU310944.1 Pseudomonas phage YMC11 06 C171 PPU BP

AB716666.1 Klebsiella phage NTUH K2044 K1 1 DNA

KT367886.1 Klebsiella phage Kp2

KF765493.2 Klebsiella phage F19

MK562503.1 Shigella phage Buco

JQ267518.1 Enterobacter phage phiKDA1

FR687252.1 Pantoea phage LIMElight

MF754111.1 Vibrio phage vB VpaP KF1

MF754112.1 Vibrio phage vB VpaP KF2

FJ896200.1 Vibrio phage VP93

KF319020.1 Proteus phage PM16

KM819694.1 Proteus phage PM 75

MK387869.1 Providencia phage vB PstP PS3

HQ186308.1 Acinetobacter phage phiAB1

JX658790.1 Acinetobacter phage Abp1

KF669656.1 Acinetobacter phage Petty

KC311669.1 Acinetobacter phage AB3

KJ473423.1 Acinetobacter phage vB AbaP Acibel007

KM067278.1 Pseudomonas phage vB PaeP PPA ABTNL

LN610574.1 Pseudomonas phage vB PaeP PAO1 Ab05

KR054031.1 Pseudomonas phage DL62

MG845683.1 Pseudomonas phage phiNV3

AM265639.1 Pseudomonas phage LKA1

AB854109.1 Ralstonia phage RSB3 DNA

KY117485.1 Ralstonia phage phiAp1

KM247287.1 Enterobacteria phage J8 65

MK629528.1 Escherichia phage Lidtsur

FR751545.1 Pantoea phage LIMEzero

GU595417.2 Escherichia phage UAB Phi78

KM366097.1 Salmonella phage BP12B

AY288927.2 Salmonella phage SP6

KM370384.1 Lelliottia phage phD2B

AY370674.1 Escherichia phage K1 5

JN986844.1 Enterobacteria phage vB EcoP ACG C91

AM084415.1 Enterobacteria phage K1E

KM819696.1 Proteus phage PM 93

KP890822.1 Proteus phage vB PmiP Pm5460

KM819695.1 Proteus phage PM 85

JQ837901.1 Pectobacterium phage PP1

MH113814.1 Pseudomonas phage Achelous

MH113815.1 Pseudomonas phage Alpheus

MH113813.1 Pseudomonas phage Nerthus

EF160123.1 Erwinia amylovora phage Era103

MG736918.1 Erwinia phage vB EamP S2

KF322026.1 Vibrio phage phi A318

KF800937.1 Vibrio phage AS51

KY290756.1 Vibrio phage Vp670

KJ502657.1 Vibrio phage Vc1

MG545917.1 Vibrio phage VEN

KY626176.1 Marinomonas phage CPP1m

MF481197.1 Marinomonas phage CB5A

KJ749827.1 Escherichia phage ECBP5

KY250034.1 Pectobacterium phage PP99

EU734174.1 Enterobacteria phage 13a

KM242061.1 Escherichia phage CICC 80001

JX872508.1 Stenotrophomonas phage IME15

EU734171.1 Enterobacteria phage BA14

GQ468526.1 Enterobacteria phage 285P

AM183667.1 Bacteriophage Berlin

KP791805.1 Enterobacter phage E 2

KM253764.1 Yersinia phage vB YenP AP5

KP313531.1 Citrobacter phage phiCFP 1

LT962379.1 Yersinia phage fPS 53

LT962475.1 Yersinia phage fPS 54 ocr

LT961845.1 Yersinia phage fPS 59

HQ728265.1 Erwinia phage vB EamP L1

MF979561.1 Pectobacterium phage DU PP II

MH059637.1 Pectobacterium phage Jarilo

MH059639.1 Dickeya phage Ninurta

MH460459.1 Dickeya phage vB DsoP JA10

HG813241.1 Cronobacter phage Dev2

HG818824.1 Citrobacter phage CR8

EU734173.1 Klebsiella phage K11

KR149291.1 Klebsiella phage K5

HM480846.1 Enterobacteria phage K30

KT852574.1 Yersinia phage vB YenP AP10

MH370477.2 Escherichia phage SRT7

KT321314.1 Enterobacter phage phiEap 1

KY124276.3 Pectobacterium phage PP81

KY250035.2 Pectobacterium phage PP47

LC216347.1 Pectobacterium phage PPWS4 DNA

EU734172.1 Enterobacteria phage EcoDS1

HG818823.1 Citrobacter phage CR44b

EU652770.3 Morganella phage MmP1

KX078568.1 Morganella phage vB MmoP MP2

JX173487.1 Pseudomonas phage Phi S1

KP025626.1 Pseudomonas phage Pf 10

GU583987.1 Pseudomonas phage phiIBB PF7A

AB775549.1 Pseudomonas phage PPpW 4 DNA

FR823298.1 Pseudomonas phage phi15

AF493143.1 Pseudomonas phage gh 1

KJ507099.1 Pseudomonas phage phiPSA2

KU064779.1 Pseudomonas phage PPPL 1

KY971611.1 Pseudomonas phage PspYZU08

MT597419.1 Pseudomonas phage vB PsyP 3MF5

MH059632.2 Dickeya phage Dagda

MH807813.1 Dickeya phage Katbat

MH807815.1 Dickeya phage Luksen

MF034659.1 Pasteurella phage vB PmuP PHB02

MF166859.1 Pasteurella phage PHB01

FJ409640.1 Vibriophage N4

HQ641340.1 Vibrio phage ICP3

DQ029335.1 Vibriophage VP4

AB597179.1 Ralstonia phage RSB2 DNA

KP343639.1 Ralstonia phage phiITL 1

KR153873.1 Delftia phage IME DE1

MF893341.1 Ralstonia phage RPSC1

MF979559.1 Ralstonia phage DU RP I

MG711516.1 Ralstonia phage RsoP1EGY

AP013541.1 Uncultured phage MedDCM OCT S42 C7 DNA

AP013545.1 Uncultured phage MedDCM OCT S46 C10 DNA

AP013542.1 Uncultured phage MedDCM OCT S35 C6 DNA

KC465901.1 Pelagibacter phage HTVC019P

AP013540.1 Uncultured phage MedDCM OCT S28 C10 DNA

AP013543.1 Uncultured phage MedDCM OCT S30 C28 DNA

KC465900.1 Pelagibacter phage HTVC011P

KT997847.1 Uncultured phage Deep1 GF2 KM23 C739

KT997876.1 Uncultured phage Deep GF0 KM16 C193

JX483873.1 Rhizobium phage RHEph01

KM199771.1 Mesorhizobium phagevB MloP Lo5R7ANS

AP013547.1 Uncultured phage MedDCM OCT S31 C1 DNA

AP013548.1 Uncultured phage MedDCM OCT S38 C3 DNA

AP013546.1 Uncultured phage MedDCM OCT S37 C6 DNA

GU071107.1 Cyanophage P SSP2

HQ332137.1 Prochlorococcus phage P SSP3

AY939843.2 Prochlorococcus phage P SSP7

HQ332140.1 Prochlorococcus phage P GSP1

GU071100.1 Cyanophage 9515 10a

HQ337022.1 Prochlorococcus phage P SSP10

GU071104.1 Cyanophage NATL2A 133

GU071102.1 Cyanophage NATL1A 7

AP013538.1 Uncultured phage MedDCM OCT S45 C4 DNA

HQ317389.1 Synechococcus phage S RIP2

MH540083.1 Synechococcus T7 like phage S TIP37

HQ317388.1 Synechococcus phage S RIP1

MK016662.1 Synechococcus phage S B28

HM559717.1 Synechococcus phage S CBP4

HQ633062.1 Synechococcus phage S CBP3

AP013539.1 Uncultured phage MedDCM OCT S28 C3 DNA

GU943054.1 Uncultured phage MedDCM OCT S04 C24

GU943073.1 Uncultured phage MedDCM OCT S08 C41

GU943068.1 Uncultured phage MedDCM OCT S05 C849

KJ183191.1 Podophage Lau218

AF338467.2 Synechococcus phage P60

KC310805.1 Synechococcus phage S CBP42

KC310806.1 Synechococcus phage S CBP2

EF372997.1 Synechococcus phage Syn5

HQ316584.1 Cyanophage SS120 1

AP013544.1 Uncultured phage MedDCM OCT S45 C18 DNA

AP013549.1 Uncultured phage MedDCM OCT S39 C11 DNA

GU943031.1 Uncultured phage MedDCM OCT S08 C159

GU943065.1 Uncultured phage MedDCM OCT S05 C243

AF189021.1 Roseobacter phage SIO1

MF431617.1 Lentibacter phage vB LenP ICBM1

JQ809650.1 Celeribacter phage P12053L

MF431616.1 Lentibacter phage vB LenP ICBM2

HQ641345.1 Vibrio phage ICP2

AY095314.2 Vibrio phage VpV262

DQ163915.1 Bacteriophage PA11

KP774835.2 Citrobacter phage CVT22

JQ446452.1 Salinivibrio phage CW02

KC751414.1 Pseudoalteromonas phage RIO 1

KF302037.1 UNVERIFIED Pseudoalteromonas phage HP1

JX561091.1 Escherichia phage phAPEC8

KX552041.2 Escherichia phage ESCO13

KX664695.2 Escherichia phage ESCO5

MH816848.1 Escherichia phage vB vPM PD06

MN850632.1 Escherichia phage alia

MN850573.1 Escherichia phage muut

AY251033.1 Bacteriophage L 413C

KF322032.1 Enterobacteria phage fiAA91 ss

KC139521.1 Salmonella phage FSL SP 004

KR073660.1 Escherichia phage pro147

AY135486.1 Salmonella phage PSP3

KT630644.2 Salmonella phage SEN1

U32222.1 Escherichia phage 186

MK416018.1 Klebsiella phage ST147 VIM1phi7.1

MF417929.1 Uncultured Caudovirales phage clone 2F 1- partial genome

KT630645.2 Salmonella phage SEN4

MG589387.1 Enterobacter phage phiT5282H

KY271397.1 Klebsiella phage 3LV2017

MK416015.1 Klebsiella phage ST16 OXA48phi5.4

CP025874.1 Escherichia phage 503458

KP063541.1 Enterobacteria phage P88

CP025901.1 Escherichia phage 500465 2

KC462197.1 Burkholderia phage ST79

HM770079.1 Salmonella phage RE 2010

MK422449.1 Klebsiella phage ST512 KPC3phi13.2

KY271398.1 Klebsiella phage 4LV2017

MK422453.1 Klebsiella phage ST13 OXA48phi12.1

MK416011.1 Klebsiella phage ST437 OXA245phi4.1

MK433578.1 Klebsiella phage ST15 OXA48phi14.1

HQ110084.1 Erwinia phage ENT90

CP025900.1 Escherichia phage 500465 1

DQ426904.1 Mannheimia phage PHL101

KP137436.1 Mannheimia phage vB MhM 1127AP1

CP000623.1 Burkholderia phage phiE202

DQ087285.2 Burkholderia phage phiE52237

MW072790.1 Burkholderia phage phiE094

GU911303.1 Burkholderia phage KS5

KP966108.1 Burkholderia phage vB BceM AP3

GU911304.1 Burkholderia phage KL3

MT701591.1 Burkholderia phage Mana

AB276040.1 Ralstonia phage RSA1 DNA

MG747435.1 Aresaunavirus RsoM1USA

AB981169.1 Ralstonia phage RSY1 DNA

AB008550.1 Pseudomonas phage phiCTX DNA

MK511066.1 Pseudomonas phage vB Pae BR319a- partial genome

MK034952.1 Pseudomonas phage Dobby

JQ809663.1 Stenotrophomonas phage Smp131

HM461982.1 Burkholderia phage KS14

LC528882.1 Burkholderia phage FLC5 DNA

CP000624.1 Burkholderia phage phiE12 2

AY027935.1 Haemophilus phage HP2

U24159.1 Bacteriophage HP1 strain HP1c1

DQ114220.1 Pasteurella phage F108

KT887559.1 Pseudomonas phage phi3

HQ110083.1 Cronobacter phage ESSI 2

MK972712.1 Salmonella phage SI7

DQ674738.2 Aeromonas phage phiO18P

AF125163.2 Bacteriophage K139

HG803181.1 Vibrio phage PV94

MG592573.1 Vibrio phage 1.202.O. 10N.222.45.E8- partial genome

MT662115.1 Vibrio phage ValB1MD 2

KX774374.1 Salinivibrio phage SMHB1

MN563793.1 Vibrio phage Valm yong1

KY045851.1 Pseudoalteromonas phage C5a

LR797314.1 uncultured Caudovirales phage

MT732458.1 Polaribacter phage Danklef 1

MT732463.1 Polaribacter phage Freya 1

MG592427.1 Vibrio phage 1.044.O. 10N.261.51.B8

MG592455.1 Vibrio phage 1.080.O. 10N.286.48.A4- partial genome

MG592394.1 Vibrio phage 1.008.O. 10N.286.54.E5

MG592402.1 Vibrio phage 1.020.O. 10N.222.48.A2

MG592615.1 Vibrio phage 1.249.A. 10N.261.55.B9

AF155037.1 Pseudoalteromonas phage PM2

MG966533.1 Pseudoalteromonas phage Cr39582

BK013337.1 TPA asm Natrinema versiforme icosahedral virus 1 isolate BOL5 4

BK013338.1 TPA asm Haloterrigena jeotgali icosahedral virus 1 isolate A29

AY048850.1 Natrinema virus SNJ1

AB063393.2 Thermus thermophilus phage IN93 DNA

GQ403789.1 Thermus phage P23 77

AY257527.1 Bacillus thuringiensis bacteriophage Bam35c

AY701338.1 Bacillus thuringiensis phage GIL16c

EU408779.1 Bacillus phage AP50

AY848686.1 Enterobacteria phage PR4

AY848689.1 Enterobacteria phage PRD1

MG159787.1 Gluconobacter phage GC1

MK305890.1 Streptomyces phage WheeHeim

MK620900.1 Streptomyces phage Forthebois

KY817360.1 Rhodococcus phage Toil

KJ019040.1 Synechococcus phage ACG 2014b isolate Syn7803C61

KJ019133.1 Synechococcus phage ACG 2014b isolate Syn9311C4

KJ019071.1 Synechococcus phage ACG 2014g isolate Syn7803US105

HQ634178.1 Synechococcus phage S CAM8 strain S CAM8 06008BI06

JN371768.1 Synechococcus phage S MbCM6

KF156340.1 Synechococcus phage S MbCM100

KJ019028.1 Synechococcus phage ACG 2014d isolate Syn7803C45

KX349310.1 Cyanophage S RIM12 isolate RW 01 0310

KX349313.1 Cyanophage S RIM12 isolate RW 06 0310

GU071108.1 Prochlorococcus phage Syn33

HQ317292.1 Synechococcus phage S RIM2 R1 1999

GU071096.1 Synechococcus phage S ShM2

HQ317383.1 Synechococcus phage S IOM18

KU686207.1 Synechococcus phage S CAM22 isolate 0210CC35

DQ149023.2 Synechococcus cyanophage syn9

KU594605.1 Cyanophage S RIM50 isolate RW 29 0704

KX349289.1 Synechococcus phage S RIM8 isolate RW 22 0300

GU071094.1 Synechococcus phage S SM1

GU071097.1 Synechococcus phage S SSM5

GU071106.1 Synechococcus phage Syn19

HQ634189.1 Cyanophage Syn30

MH920639.1 Synechococcus phage S P4- partial genome

KY945241.1 Synechococcus phage S H35

MH107246.1 Synechococcus phage S B64

AY940168.2 Prochlorococcus phage P SSM4

HQ337021.1 Prochlorococcus phage P SSM3

MH512890.1 Cyanophage S TIM4

HQ634175.1 Cyanophage P RSM1

JN371769.1 Synechococcus phage metaG MbCM1

GU071103.1 Prochlorococcus phage P SSM7

HQ316583.1 Cyanophage S SSM4

KP211958.1 Cyanophage P TIM40

KU686210.1 Synechococcus phage S WAM1 isolate 0810PA09

KU686206.1 Synechococcus phage S CAM9 isolate 1109NB16

MH629685.1 Synechococcus virus S PRM1

GU071095.1 Synechococcus phage S SM2

MF351863.1 Synechococcus phage Bellamy

KM359505.1 Prochlorococcus phage P TIM68

AY939844.2 Prochlorococcus phage P SSM2

GU071098.1 Synechococcus phage S SSM7

KJ019054.1 Synechococcus phage ACG 2014e isolate Syn7803C85

KJ019082.1 Synechococcus phage ACG 2014i isolate Syn7803US120

KJ019089.1 Synechococcus phage ACG 2014j isolate Syn7803US23

KU686201.1 Synechococcus phage S CAM4 isolate 0809SB33

KF156338.1 Synechococcus phage S MbCM7

FM207411.1 Synechococcus phage S RSM4

KU686211.1 Synechococcus phage S WAM2 isolate 0810PA29

HQ634177.1 Synechococcus phage S CAM1

KU686199.1 Synechococcus phage S CAM3 isolate 1010CC42

GU071105.1 Prochlorococcus phage Syn1

KX349294.1 Cyanophage S RIM44 isolate Np 42 0711

KU594606.1 Cyanophage S RIM32 isolate RW 108 0702

AJ630128.1 Bacteriophage S PM2

KJ019052.1 Synechococcus phage ACG 2014f Syn7803C7

KJ019058.1 Synechococcus phage ACG 2014f Syn7803C8

KJ019091.1 Synechococcus phage ACG 2014f Syn7803US26

KU686212.1 Synechococcus phage S CAM7 isolate 0910CC49

FJ373894.1 Shigella phage phiSboM AG3

JX181829.1 Salmonella phage SKML 39

LC373201.2 Enterobacter phage EspM4VN DNA

AB797215.1 Klebsiella virus 0507KN21 DNA

KX147096.1 Serratia phage vB Sru IME250

MG770379.1 Klebsiella phage vB KpnM KpS110

JN593240.1 Escherichia phage Cba120 strain vB EcoM CBA120

KP797973.1 Salmonella phage Det7

KX245012.1 Salmonella phage GG32

HE600015.1 Dickeya phage vB DsoM LIMEstone1

KJ716335.1 Dickeya phage RC 2014

KP037007.1 Erwinia phage phiEa2809

MG973030.1 Erwinia phage vB EamM Bue1

JX878496.1 Serratia phage phiMAM1

MH929319.1 Serratia phage vB SmaA 3M

KY914485.1 Aeromonas phage phiA8 29

MH375644.1 Vibrio phage YC

MN718199.1 Vibrio phage vB VchM Kuja

MK795384.1 Vibrio phage VAP7 strain Vibrio alginolyticus VA1

KM236240.1 Citrobacter phage Moon

MG250484.1 Citrobacter phage CF1 ERZ 2017

KT001915.1 Citrobacter phage Merlin

GU323318.1 Enterobacteria phage CC31

LT614807.1 Cronobacter phage Pet CM3 4 genome assembly- chromosome I

MG999954.1 Enterobacter phage myPSH1140

JX181825.1 Salmonella phage STML 198

MF957259.1 Salmonella phage Melville

HQ331142.1 Salmonella phage S16

KT239446.1 Klebsiella phage JD18

MH729874.1 Klebsiella phage KP179

KR269720.1 Klebsiella phage PKO111

MF036690.1 Serratia phage CHI14

MF036692.1 Serratia phage X20

LC371242.1 Escherichia phage EcS1 DNA

AP014714.1 Edwardsiella phage PEi20 DNA

MN882610.1 Enterobacter phage vB EclM CIP9

KF835987.1 Pectobacterium bacteriophage PM2

KP007360.1 Enterobacteria phage vB EcoM VR20

KP007361.1 Enterobacteria phage vB EcoM VR25

GQ981382.1 Shigella phage SP18

HM071924.1 Enterobacteria phage IME08

HQ829472.1 Enterobacteria phage Bp7

EU863409.1 Enterobacteria phage JS10

JX536493.1 Enterobacteria phage HX01

KF582788.2 Escherichia phage vB EcoM JS09

KP869101.1 Escherichia coli O157 typing phage 3

AP011113.1 Enterobacteria phage AR1 DNA

HE956711.1 Yersinia phage phiD1

JN986846.1 Enterobacteria phage vB EcoM ACG C40

HE956709.1 Yersinia phage phiR1 RT

KP202158.1 Yersinia phage vB YenM TG1

KY593455.1 Yersinia phage fHe Yen9 01

MH059636.2 Erwinia phage Cronus

KP890823.1 Proteus phage vB PmiM Pm5461

MF001355.1 Proteus phage PM2- partial genome

MG696114.1 Proteus phage phiP4 3

KX078569.1 Morganella phage vB MmoM MP1

KY971610.1 Pseudomonas phage PspYZU05

JN377894.1 Aeromonas phage Aes508

JN377895.1 Aeromonas phage Aes012

JX306041.1 Stenotrophomonas phage IME13

AY375531.1 Aeromonas phage 44RR2.8t

MN709128.1 Acinetobacter phage vB AbaM Berthold

MN723850.1 Acinetobacter phage vB AbaM Apostate

MH165274.2 Acinetobacter phage AM101

MK278860.1 Acinetobacter phage AbTZA1

MN864865.1 Acinetobacter phage vB AbaM PhT2

HM004124.1 Acinetobacter phage Acj9

HQ698922.4 Acinetobacter phage ZZ1

GU911519.1 Acinetobacter phage Acj61

GU295964.1 Klebsiella phage KP15

HQ918180.1 Klebsiella phage KP27

KT321315.1 Enterobacter phage phiEap 3

JN882287.1 Cronobacter phage vB CsaM GAP161

KX431559.1 Cronobacter phage vB CsaM leB

KR869820.1 Citrobacter phage IME CF2

EF437941.1 Enterobacteria phage Phi1

HE978309.1 Enterobacteria phage GEC 3S

KY683735.1 Escherichia phage ECD7

KU255730.1 Escherichia phage phiE142

AY266303.2 Aeromonas phage Aeh1

MG250483.1 Aeromonas phage Ah1

GU396103.1 Aeromonas phage PX29

HM452126.1 Aeromonas phage phiAS5

MF448340.1 Aeromonas phage AS zj

MF498775.1 Aeromonas phage AS sw- partial genome

JX123262.1 Aeromonas phage CC2

GU459069.1 Aeromonas phage 65

KC131129.1 Vibrio phage VH7D

KP671755.1 Vibrio phage ValKK3

AY283928.2 Bacteriophage KVP40

HQ317393.2 Vibrio phage nt 1

MT732450.1 Maribacter phage Colly 1

MT732451.1 Maribacter phage Molly 1

KM236244.1 Salmonella phage Stitch

KX017521.1 Salmonella phage 118970 sal2

CP000917.1 Escherichia phage Eps7

HQ665011.1 Escherichia phage vB EcoS AKFV33

KM979354.1 Escherichia phage DT57C

JX195166.1 Pectobacterium phage My1

MF979564.1 Pectobacterium phage DU PP V

KX845404.2 Klebsiella phage vB Kpn IME260

MG459987.2 Klebsiella phage Sugarland

KY363465.1 Providencia phage vB PreS PR1

MW057857.1 Providencia phage PSTCR5

MG030347.1 Proteus phage PM135

MH830339.1 Proteus phage Stubb

KY883654.1 Vibrio phage JSF10

KY883655.1 Vibrio phage JSF12

KP280063.1 Vibrio phage phi 3

JQ340389.1 Vibrio phage pVp 1

MG649966.1 Vibrio phage Ceto

MG649967.1 Vibrio phage Thalassa

MH645904.1 Vibrio phage vB VpS PG07

MH925094.1 UNVERIFIED Vibrio phage VspSw 1

MG676224.1 Aeromonas phage AhSzq 1 isolate seawater- partial genome

MG676225.1 Aeromonas phage AhSzw 1 isolate seawater

AB930182.1 Bacillus phage SPG24 DNA- contig00001 sequence

AP013029.1 Bacillus phage phiNIT1 DNA

KF669652.1 Bacillus phage Grass

KY368640.1 Bacillus phage vB BsuM Goe3

MH606185.1 Bacillus phage BSP38

KC699836.1 Bacillus phage SIOphi- partial genome

KJ010547.1 Bacillus phage Bp8p C

KM051843.1 Bacillus phage Bobb

JX238501.3 Bacillus phage phiAGATE

KM236246.1 Bacillus phage Moonbeam

KU253712.1 Bacillus phage Eldridge

KM236245.1 Bacillus phage Mater

MN043729.1 Bacillus phage vB BmeM Goe8

KU640380.1 Bacillus phage Shbh1

JX094431.1 Bacillus cereus bacteriophage vB BceM Bc431v3

KJ451625.1 Bacillus phage Bcp1

KJ081346.1 Bacillus phage BCP8 2

JN797797.1 Bacillus phage BCP78

KT224359.1 Bacillus phage TsarBomba

KJ489397.1 Bacillus phage CAM003

KJ489398.1 Bacillus phage Evoli

JF966203.1 Bacillus phage Bastille

KF669647.1 Bacillus phage BigBertha

KT307976.1 Bacillus phage AvesoBmore

JN790865.1 Bacillus phage B4

JN654439.1 Bacillus phage BPS13

KC430106.1 Bacillus phage BPS10C

KJ489399.1 Bacillus phage Hakuna

JX194239.1 Staphylococcus phage SA11

KP881332.1 Staphylococcus phage Stau2

JX846612.1 Staphylococcus phage vB SauM Remus

KF021268.1 Staphylococcus phage phiIBB SEP1

KP027447.1 Staphylococcus phage phiIPLA C1C

AY954970.1 Staphylococcus phage Twort

JQ686190.1 Staphylococcus phage GH15

JX878671.1 Staphylococcus phage JD007

AY954969.1 Staphylococcus phage G1

KX171212.1 Staphylococcus phage vB SscM 1

MH028956.1 Staphylococcus phage phiSA BS2

MH078572.1 Staphylococcus phage phiSA BS1

AP009390.1 Enterococcus phage phiEF24C DNA

KR049063.1 Enterococcus phage EFLK1

KJ801817.1 Enterococcus phage ECP3

KP339049.1 Enterococcus phage EFDG1

MH880817.1 Enterococcus phage EfV12 phi1

KY549443.1 Enterococcus phage EFP01

DQ003638.2 Listeria phage A511

JQ797329.1 Listeria phage vB LmoM AG20

KJ535721.1 Listeria phage List 36

HM242243.1 Brochothrix phage A9

MG765277.2 Lactobacillus phage Bacchae

MH809531.1 Lactobacillus phage Bromius

MH809529.1 Lactobacillus phage Iacchus

MF787246.1 Lactobacillus phage LpeD

AY682195.1 Lactobacillus phage LP65

MK504444.1 Lactobacillus phage 3 521

KP054477.1 Lactobacillus phage LfeInf

MK504443.1 Lactobacillus phage 521B

MK504446.1 Lactobacillus phage SAC12B

FJ822135.1 Lactobacillus phage Lb338 1

KC595512.2 Bacillus phage JL

KC595513.2 Bacillus phage Shanette

KF554508.2 Bacillus phage CP 51

FJ230960.1 Bacillus phage SPO1

KF669649.1 Bacillus phage CampHawk

KY000219.1 Bordetella phage CN2

KY000220.1 Bordetella phage FP1

KY000218.1 Bordetella phage MW2

DQ163916.1 Pseudomonas phage M6

KC758116.1 Pseudomonas phage LKO4

JX131330.1 Pseudomonas phage MP1412

JQ067087.2 Pseudomonas phage PaMx11

LN610584.1 Pseudomonas phage vB PaeS PAO1 Ab19

LN610577.1 Pseudomonas phage vB PaeS PAO1 Ab18

MT108725.1 Pseudomonas phage Epa5

KX241618.1 Xanthomonas phage Xoo sp2

AY576273.1 Alphaproteobacteria phage PhiJL001

MN602266.1 Bacteriophage DSS3 VP1

KT001913.1 Caulobacter phage Sansa

MF407276.1 Bacillus phage vB BveP Goe6

MT459794.1 Bacillus phage Gxv1

EU771092.1 Bacillus phage phi29

EU622808.1 Bacillus phage Nf

KU831549.1 Bacillus phage vB BsuP Goe1

X99260.1 Bacteriophage B103

MN524844.1 Bacillus phage vB Bpu PumA1

MW419775.1 Bacillus phage WhyPhy

MN524845.1 Bacillus phage vB Bpu PumA2

KY821088.1 Bacillus phage Harambe

KY921761.1 Bacillus phage BeachBum

KT780304.1 Bacillus phage VMY22

MN857617.1 Bacillus phage SRT01hs

X96987.2 Bacteriophage GA 1

MN082625.1 Bacillus phage Karezi

KX349899.2 Bacillus phage Aurora

MH817022.1 Bacillus phage vB BthP Goe4

KX349900.2 Bacillus phage Claudi

KC685370.1 Bacillus phage MG B1

MW012634.1 Bacillus phage DLc1

MK284527.1 Bacillus phage DK2

MK284528.1 Bacillus phage DK3

MK284526.1 Bacillus phage DK1

AF513032.1 Staphylococcus phage phi44AHJD

KJ210330.1 Staphylococcus phage GRCS

KM366100.1 Staphylococcus phage BP39

KY442063.1 Staphylococcus phage Andhra

KY471386.1 Staphylococcus phage St 134

AY212251.1 Streptococcus phage C1

MK721188.1 Enterococcus phage vB EfaP Ef6.2

MK721196.1 Enterococcus phage vB EfaP Ef6.3

MT757399.1 Enterococcus phage AE4 17

KT945995.1 Enterococcus phage vB EfaP IME199

MK360025.1 Enterococcus phage vB EfaP Zip

KJ528544.1 Lactoccocus phage WP 2

LK392619.1 Streptococcus phage Cp 7

Z47794.1 Streptococcus phage Cp 1 DNA

JQ729990.1 Clostridium phage phiCP7R

JQ729991.1 Clostridium phage phiCPV4

MH248069.1 Clostridium phage CPS2

MH393889.1 Clostridium phage susfortuna

JN800508.1 Clostridium phage phi24R

MH999279.1 Clostridium phage CPD2

KY996523.1 Clostridium phage CPS1

KT321317.2 Achromobacter phage phiAxp 3

MK962626.1 Achromobacter phage vB AxyP 19 32 Axy04

MK962631.1 Achromobacter phage vB AxyP 19 32 Axy12

KF787094.1 Achromobacter phage JWDelta

KF787095.1 Achromobacter phage JWAlpha

MK962629.1 Achromobacter phage vB AxyP 19 32 Axy10

MK962630.1 Achromobacter phage vB AxyP 19 32 Axy11

MG018928.1 Pseudomonas phage inbricus

MK863032.2 Pseudomonas phage Zuri

MG983743.2 Xanthomonas phage RiverRider

MN062186.1 Stenotrophomonas phage Pokken

KF192075.1 Escherichia phage vB EcoP PhAPEC5

KF562340.1 Escherichia phage vB EcoP PhAPEC7

JX415535.1 Escherichia phage ECBP1

KC206276.2 Escherichia phage EC1 UPM

EF056009.1 Escherichia phage N4

MG922974.1 Klebsiella phage KP8

KF806588.1 Erwinia phage Ea9 2

KX098389.2 Erwinia phage vB EamP Frozen

MH160392.1 Erwinia phage phiEaP8

MT234338.1 Agrobacterium phage OLIVR1

KM879221.2 Delftia phage RG 2014

MN228696.1 Sinorhizobium phage ort11

KU356690.1 Pseudomonas phage ZC03

KU356691.1 Pseudomonas phage ZC08

FJ591094.1 Roseophage EE36P1

MH015250.1 Ruegeria phage vB RpoP V12

KJ621082.2 Dinoroseobacter phage DFL12phi1

FR719956.1 Roseovarius Plymouth Podovirus 1 partial sequence

KU885988.1 Dinoroseobacter phage DS 1410Ws 06- partial genome

MH015256.1 Ruegeria phage vB RpoP V13

KU885989.1 Roseobacter phage RD 1410W1 01- partial genome

HQ317387.2 Sulfitobacter phage phiCB2047 B

KC139517.1 Salmonella phage FSL SP 058

KC139520.1 Salmonella phage FSL SP 076

MW544066.1 Salmonella phage vB SalP TR2

KM236242.1 Escherichia phage Pollock

MH899585.1 Klebsiella phage Pylas

MN163281.1 Klebsiella phage KpCHEMY26

HQ641380.1 Enterobacter phage EcP1

HQ728266.1 Erwinia phage vB EamP S6

FN422399.1 Pseudomonas phage LIT1

HG962375.1 Pseudomonas phage vB PaeP C2 10 Ab09

JX194238.1 Pseudomonas phage PA26

FN422398.1 Pseudomonas phage LUZ7

LC064302.1 Pseudomonas phage KPP21 DNA

MG775260.1 Pseudomonas phage Littlefix

MH382836.1 Pseudomonas phage phCDa

KY514264.1 Pectobacterium phage vB PatP CB1

KY549659.1 Pectobacterium phage vB PatP CB4

KY769270.1 Pectobacterium phage phiA41

MW495044.2 Klebsiella phage vB KpnP P184

KF669658.1 Acinetobacter phage Presley

MN508356.1 Acinetobacter phage VB ApiP XC38

MN584918.1 Vibrio phage phi50 12

MG592554.1 Vibrio phage 1.188.A. 10N.286.51.A6- partial genome

MG592591.1 Vibrio phage 1.224.A. 10N.261.48.B1- partial genome

MG592625.1 Vibrio phage 1.261.O. 10N.286.51.A7- partial genome

MG592603.1 Vibrio phage 1.238.A. 10N.261.52.F10- partial genome

MG592610.1 Vibrio phage 1.245.O. 10N.261.54.C7- partial genome

KX889068.2 Vibrio phage vB VspP pVa5

MG592410.1 Vibrio phage 1.026.O. 10N.222.49.C7- partial genome

MG592470.1 Vibrio phage 1.097.O. 10N.286.49.B3- partial genome

HQ634194.1 Vibrio phage VBP47

JF974296.1 Pseudoalteromonas phage pYD6 A

MK301608.1 Vibrio virus vB VspP SBP1

KC438283.1 Vibrio phage VCO139

KP280062.1 Vibrio phage phi 1

KY612839.1 Vibrio phage pVco 5

KF005317.1 Alteromonas phage vB AmaP AD45 P1

KM236241.1 Citrobacter phage Stevie

KX015770.1 Salmonella phage phSE 2

KC139513.1 Salmonella phage FSL SP 126- partial genome

MK778457.1 Escherichia phage vB EcoS W011D

MN090155.1 Escherichia phage vB EcoS PHB17

MN019128.1 Escherichia phage Henu7

JF912400.1 Cronobacter phage ESP2949 1

MH845412.1 Cronobacter phage CS01

KC710998.1 Shigella phage pSf 1

MN850572.1 Escherichia phage aaroes

MN850591.1 Escherichia phage aalborv

MK962751.1 Shigella phage JK16

MN850620.1 Escherichia phage atuna

JX912252.1 Escherichia phage ADB 2

KU194206.1 Escherichia phage JMPW1

MF093736.1 Shigella phage vB SsoS ISF002

MF996376.1 Escherichia phage SRT8

MH051918.1 Escherichia phage vB EcoS IME347

KX130668.1 Escherichia phage vB EcoS NBD2

KY619305.1 Escherichia phage vB EcoS ESCO41

MG732930.1 Enterobacter phage Ec L1

MK095606.1 Pantoea phage vB PagS AAS23

JF501022.1 Klebsiella phage KP36

JN672684.1 Enterobacter phage F20- partial genome

KR262148.1 Klebsiella phage KLPN1

MN545971.1 Citrobacter phage HCF1

MT360682.1 Vibrio phage VC1

KF771237.1 Escherichia phage bV EcoS AHP42

KF771239.1 Escherichia phage bV EcoS AKS96

KF771238.1 Escherichia phage bV EcoS AHS24

KY398841.1 Escherichia phage vB EcoS CEB EC3a

MK907226.1 Escherichia phage vB EcoS 12210I

MK372342.1 Escherichia phage vB EcoS IME542

AM156909.1 Bacteriophage RTP

KX130960.1 Escherichia phage vB EcoS IME253

JN986845.1 Enterobacteria phage vB EcoS ACG M12

MG050172.1 Escherichia phage DTL

JF770475.1 Escherichia phage phiEB49

MF158039.1 Shigella phage Sf12

MF158042.1 Shigella phage Sd1

EF460875.1 Enterobacteria phage phiEcoM GJ1

MN045229.1 Escherichia phage Mangalitsa

MN850594.1 Escherichia phage flopper

MH191398.1 Erwinia phage Faunus

MN136198.2 Escherichia phage vB EcoM 4HA13

HQ728264.1 Erwinia phage vB EamM Y2

MT230534.1 Pantoea phage vB PagM SSEM1

KF534715.1 Pectobacterium phage PM1

KY087898.2 Pectobacterium phage PP101

MN855774.1 Myoviridae sp. isolate 278

MN098326.1 Proteus phage Myduc

KJ002054.2 Shewanella phage Spp001

KY709296.1 Shewanella phage SppYZU05

KJ858521.1 Aeromonas phage pAh6 C

MT774404.1 CrAssphage cr114 1

MT774407.1 CrAssphage cr125 1

MZ130500.1 UAG readthrough crAss clade sp. strain cr23 1

MT774400.1 CrAssphage cr4 1

MT774395.1 CrAssphage cr52 1

MT774397.1 CrAssphage cr56 1

MT774403.1 CrAssphage cr113 1

MT774405.1 CrAssphage cr115 1

MZ130494.1 UAG readthrough crAss clade sp. strain cr19 1

MT774396.1 CrAssphage cr53 1

MZ130495.1 UAG readthrough crAss clade sp. strain cr150 1

MT774376.1 CrAssphage cr55 1

MZ130477.1 CrAss like virus sp. strain cr149 1

MT774380.1 CrAssphage cr1 1

MT774375.1 CrAssphage cr50 1

MZ130475.1 CrAss like virus sp. strain cr30 1

MT774382.1 CrAssphage cr10 1

MZ130482.1 CrAss like virus sp. strain cr77 1

MT774379.1 CrAssphage cr118 1

MT774401.1 CrAssphage cr6 1

MZ130492.1 UAG readthrough crAss clade sp. strain cr12 1

MZ130499.1 UAG readthrough crAss clade sp. strain cr35 1

MT774408.1 CrAssphage cr130 1

MT774409.1 CrAssphage cr131 1

MZ130491.1 UAG readthrough crAss clade sp. strain cr61 1

MT774410.1 CrAssphage cr272 1

MT774411.1 CrAssphage cr273 1

MT774406.1 CrAssphage cr124 1

MZ130497.1 UAG readthrough crAss clade sp. strain cr29 1

MT774402.1 CrAssphage cr7 1

MH675552.1 Bacteroides phage crAss001

MT774388.1 CrAssphage cr112 1

MT774378.1 CrAssphage cr106 1

MZ130485.1 CrAss like virus sp. strain cr18 1

MT774391.1 CrAssphage cr126 1

MZ130478.1 CrAss like virus sp. strain cr151 1

MT074136.1 Bacteroides phage DAC15

MT774390.1 CrAssphage cr85 1

MZ130483.1 CrAss like virus sp. strain cr44 1

MT774392.1 CrAssphage cr128 1

MT774387.1 CrAssphage cr111 1

KJ003983.1 IAS virus

MT774389.1 CrAssphage cr116 1

MT774385.1 CrAssphage cr108 1

KC821624.1 Cellulophaga phage phi14 2

AP017903.1 Azobacteroides phage ProJPt Bp1 DNA

MT774381.1 CrAssphage cr3 1

MZ130474.1 CrAss like virus sp. strain cr49 1

MZ130488.1 CrAss like virus sp. strain cr17 1

MZ130486.1 CrAss like virus sp. strain cr9 1

MH616963.1 MAG CrAssphage sp. isolate ctbg 1

MZ130480.1 CrAss like virus sp. strain cr91 1

MZ130481.1 CrAss like virus sp. strain cr99 1

MT774383.1 CrAssphage cr11 1

MT774386.1 CrAssphage cr110 1

MZ130476.1 CrAss like virus sp. strain cr123 1

MT774377.1 CrAssphage cr107 1

MZ130479.1 CrAss like virus sp. strain cr36 1

MZ130484.1 CrAss like virus sp. strain cr54 1

MH552500.1 MAG CrAssphage sp. isolate ctcc615

MT774394.1 CrAssphage cr271 1

MT774384.1 CrAssphage cr8 1

MZ130487.1 CrAss like virus sp. strain cr25 1

MZ130489.1 CrAss like virus sp. strain cr2 1

MT774393.1 CrAssphage cr127 1

MZ130490.1 CrAss like virus sp. strain cr13 1

KC821608.1 Cellulophaga phage phi19 3

KC821622.1 Cellulophaga phage phi46 3

KC821620.1 Cellulophaga phage phi18 3

KC821633.1 Cellulophaga phage phi13 2

MT732474.1 Tenacibaculum phage Gundel 1

KC821614.1 Cellulophaga phage phi38 1

MT732432.1 Cellulophaga phage Calle 1

KY620117.1 Salmonella phage BSPM4

MW355479.1 Salmonella phage vB SenS ER24

MN871450.1 UNVERIFIED ORG Serratia phage KpYy 1 41

LC553736.1 Salmonella phage SAP012 DNA

JX296113.1 Providencia phage Redjac

MT675124.1 Providencia phage vB PreS PibeRecoleta

MT675125.1 Providencia phage vB PreS Stilesk

JQ340774.2 Enterobacter phage Enc34

MT330372.1 Cronobacter phage JC01

MN184886.1 Erwinia phage pEp SNUABM 08

KP063118.1 Proteus phage pPM 01

MN604053.1 Escherichia phage E21

MG030346.1 Proteus phage PM87

MW145139.1 Providencia phage Kokobel1

MN062188.1 Proteus phage Saba

MN505213.1 Serratia phage JS26

MN317029.1 Aeromonas phage vB AhyS A18P4

MT952005.1 Aeromonas phage BUCT551

MK838113.1 Aeromonas phage LAh 7

AY357582.2 Burkholderia cepacia phage BcepNazgul

JN564907.1 Burkholderia phage AH2

MN536026.1 Pseudomonas phage vB Pae SS2019XI

MH817999.1 Klebsiella phage Seifer

MN106244.1 Klebsiella phage Soft

MF415410.1 Klebsiella phage KPN N137

MN692199.1 Pectobacterium phage MA12

MF476925.1 Klebsiella phage YMC16 01 N133 KPN BP

KY971609.1 Pseudomonas phage PspYZU01

MN478374.1 Bacteriophage Phobos

MW269554.1 Achromobacter phage vB AchrS AchV4

KT321316.2 Achromobacter phage phiAxp 2

HQ632859.1 Loktanella phage pCB2051 A

KY249644.1 Synechococcus virus S ESS1

KF626665.1 Phage Sano

KF626668.1 Phage Salvo

KU599887.1 Flavobacterium phage 2A

KU599888.1 Flavobacterium phage 23T

KU599889.1 Flavobacterium phage 1H

MN812211.1 Flavobacterium phage vB FspS laban6 1

MT732435.1 Cellulophaga phage Ingeline 1

MT732473.1 Polaribacter phage Leef 1

MF919510.1 Gordonia phage Kabluna

MH779499.1 Gordonia phage Buggaboo

MK376962.1 Gordonia phage NosilaM

MH727547.1 Gordonia phage Foxboro

MH779501.1 Gordonia phage Emianna

KR053201.1 Gordonia phage GTE8

MH669007.1 Gordonia phage Marietta

MN428063.1 Gordonia phage NadineRae

MK433272.1 Gordonia phage IDyn

MF919542.1 Gordonia phage Patio

MH669013.1 Gordonia phage Skysand

MK977699.1 Gordonia Phage Lollipop1437

JF923797.1 Gordonia phage GRU1

MG757157.1 Gordonia phage Flapper

JF923796.1 Gordonia phage GTE5

MH576960.1 Gordonia phage Pleakley

MG198777.1 Corynebacterium phage Darwin

MG198780.1 Corynebacterium phage Zion

MG198776.1 Corynebacterium phage C3PO

DQ499600.1 Corynebacterium phage P1201

KT281791.1 Mycobacterium phage Lolly9

MF140414.1 Mycobacterium phage Krypton555

KT372003.1 Mycobacterium phage Lumos

JF744988.1 Mycobacterium phage Faith1

MT758688.1 Mycobacterium phage CELFI

KT591489.1 Mycobacterium phage Archie

HM152763.1 Mycobacterium phage LeBron

MK310144.1 Mycobacterium phage CicholasNage

JF704108.1 Mycobacterium phage JoeDirt

MH576973.1 Mycobacterium phage Bromden

MN234187.1 Mycobacterium phage DyoEdafos

MT657341.1 Mycobacterium phage Estes

MT658802.1 Mycobacterium phage Aziz

KY223999.1 Mycobacterium phage MrMagoo

MT658803.1 Mycobacterium phage Reindeer

MG009575.1 Mycobacterium phage Kumao

DQ398052.2 Mycobacteriophage Wildcat

KC821607.1 Cellulophaga phage phi19 1

MT732443.1 Cellulophaga phage Nekkels 1

KC821618.1 Cellulophaga phage phi10 1

MT732457.1 Olleya phage Harreka 1

MF361639.1 Flavobacterium phage FLiP

MN369745.1 Microbacterium phage Kaijohn

MN585990.1 Microbacterium phage Azizam

MT521990.1 Microbacterium phage Bri160

MN812203.1 Flavobacterium phage vB FspM lotta8 1

MN812205.1 Flavobacterium phage vB FspM pippi8 1

MT732475.1 Winogradskyella phage Peternella 1

Ermolevavirus

Mooreparkvirus

Sepunavirus

Lirvirus

Cbunavirus

Pylasvirus

Salchichonvirus

Maculvirus

Dunedinvirus

Pourcelvirus

Powvirus

Phobosvirus

Brizovirus

Nitunavirus

Limestonevirus

Cetovirus

Maltschvirus

Irtavirus

Sukuvirus

Minipunavirus

Catalunyavirus

Nekkelsvirus

Nezavisimistyvirus

Stockinghallvirus

Pourcelvirus

Hongcheonvirus

Pomeroyivirus

Jhansiroadvirus

Bromdenvirus

Changchunvirus

Electravirus

Sieqvirus

Diorhovirus

Carltongylesvirus

Friunavirus

Bronvirus

Kuttervirus

Paundivirus

Kaohsiungvirus

Winklervirus

Lahndsivirus

Kotilavirus

Teetrevirus

Tegunavirus

Claudivirus

Dechshavirus

Tulanevirus

Ningirsuvirus

Hpunavirus

Kisquattuordecimvirus

Pijolavirus

Litunavirus

Sukkupivirus

Chatterjeevirus

Efbeekayvirus

Callevirus

Vectrevirus

Murciavirus

Reyvirus

Pleakleyvirus

Suwonvirus

Paopuvirus

Yushanvirus

Senquatrovirus

Baoshanvirus

Waedenswilvirus

Kyungwonvirus

Citexvirus

Reginaelenavirus

Tuodvirus

Foxborovirus

Sednavirus

Gaunavirus

Abidjanvirus

Jwalphavirus

Neptunevirus

Agtrevirus

Galenevirus

Eldridgevirus

Kablunavirus

Baylorvirus

Chrysonvirus

Vlaamsbrabantvirus

Bracchivirus

Pippivirus

Tlsvirus

Phapecoctavirus

Zurivirus

Delmidovirus

Tequatrovirus

Bonnellvirus

Hemphillvirus

Cacepaovirus

Negarvirus

Gruunavirus

Brucesealvirus

Phapecoctavirus

Ghunavirus

Hpunavirus

Reyvirus

Endlipuvirus

Anaposvirus

Stupnyavirus

Qadamvirus

Labanvirus

Schizotequatrovirus

Drulisvirus

Neptunevirus

Simpcentumvirus

Podivirus

Atlauavirus

Pollyceevirus

Mollyvirus

Drivevirus

Gamaleyavirus

Ahphunavirus

Nitunavirus

Gruunavirus

Acadevirus

Stoningtonvirus

Phikmvvirus

Paundecimvirus

Foxborovirus

Canhaevirus

Tawavirus

Paulavirus

Epseptimavirus

Johnsonvirus

Wadgaonvirus

Percyvirus

Wilsonroadvirus

Shenzhenvirus

Kajamvirus

Macariavirus

Pienvirus

Caeruleovirus

Limelightvirus

Mosigvirus

Haifavirus

Kumaovirus

Apdecimavirus

Baoshanvirus

Buhlduvirus

Cohcovirus

Nazgulvirus

Mahlunavirus

Harbinvirus

Lavrentievavirus

Tybeckvirus

Buchavirus

Sedonavirus

Teetrevirus

Wanjuvirus

Hanrivervirus

Salvovirus

Shenzhenvirus

Aptresvirus

Bielevirus

Siovirus

Novosibvirus

Panjvirus

Karamvirus

Lowelvirus

Nouzillyvirus

Tequintavirus

Skysandvirus

Bundooravirus

Vojvodinavirus

Eganvirus

Hopescreekvirus

Ingelinevirus

Sharonstreetvirus

Pecentumvirus

Maculvirus

Mukerjeevirus

Caeruleovirus

Huelvavirus

Anchaingvirus

Chatterjeevirus

Yingchengvirus

Sepunavirus

Deltatectivirus

Afonbuvirus

Lazarusvirus

Ningirsuvirus

Salasvirus

Pseudotevenvirus

Gregsiragusavirus

Carjivirus

Gajwadongvirus

Waewaevirus

Bohxovirus

Burzaovirus

Matervirus

Krischvirus

Alphatectivirus

Newforgelanevirus

Freyavirus

Vellamovirus

Bacelvirus

Pedosvirus

Vojvodinavirus

Nezavisimistyvirus

Pecentumvirus

Ronodorvirus

Faunusvirus

Slopekvirus

Birpovirus

Sokavirus

Abidjanvirus

Kochikohdavirus

Sukkupivirus

Gegavirus

Silviavirus

Hemphillvirus

Duodecimduovirus

Riverridervirus

Cenphatecvirus

Pekhitvirus

Redjacvirus

Bellamyvirus

Xuanwuvirus

Gregsiragusavirus

Bequatrovirus

Aorunvirus

Nereusvirus

Jarilovirus

Phobosvirus

Novosibvirus

Mukerjeevirus

Paulavirus

Mukerjeevirus

Zindervirus

Wanjuvirus

Minipunavirus

Eceepunavirus

Ceceduovirus

Ashivirus

Skysandvirus

Aerosvirus

Tiilvirus

Sanyabayvirus

Lumosvirus

Eganvirus

Kehishuvirus

Thalassavirus

Moonvirus

Litunavirus

Berlinvirus

Helsettvirus

Pokrovskaiavirus

Jiaoyazivirus

Epsilontectivirus

Gajwadongvirus

Gaultarvirus

Siophivirus

Ithacavirus

Shalavirus

Sertoctavirus

Pifdecavirus

Jeonjuvirus

Kanaloavirus

Phapecoctavirus

Hukuchivirus

Schizotequatrovirus

Dongdastvirus

Zhonglingvirus

Kotilavirus

Salacisavirus

Sansavirus

Wphvirus

Tsarbombavirus

Tigrvirus

Cbunavirus

Mosugukvirus

Yingchengvirus
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Vipivirus

Baltivirus

Sessunavirus

Sharonstreetvirus

Oliverunavirus

Cbunavirus

Gibbetvirus

Jesfedecavirus

Trungvirus

Junduvirus

Jiaodavirus

Sciuriunavirus

Rosenblumvirus

Sugarlandvirus

Jahgtovirus

Whopevirus

Gregsiragusavirus

Twortvirus

Chivirus

Pippivirus

Gemsvirus

Berlinvirus

Gyeongsanvirus

Kuttervirus

Alisovirus

Jesfedecavirus

Gelderlandvirus

Pogseptimavirus

Sukkupivirus

Eclunavirus
Sauletekiovirus

Kehishuvirus

Dhakavirus

Risjevirus

Tangaroavirus

Agatevirus

Aarhusvirus

Kagamiyamavirus

Yuavirus

Aptresvirus

Okubovirus

Agatevirus

Gamaleyavirus

Gruunavirus

Schizotequatrovirus

Presleyvirus

Ghunavirus

Ayakvirus

Teseptimavirus

Fischettivirus

Pecentumvirus

Lebriduvirus

Yonseivirus

Eganvirus

Lipsvirus

Jiaodavirus

Luzseptimavirus

Valbvirus

Carettavirus

Ceetrepovirus

Winklervirus

Nodensvirus

Rogunavirus

Tegunavirus

Xuanwuvirus

Skysandvirus

Klosterneuburgvirus

Zindervirus

Dagavirus

Delmidovirus

Slopekvirus

Suwonvirus

Tunavirus

Gaprivervirus

Cronosvirus

Vapseptimavirus

Kaypoctavirus

Dabirmavirus

Hanrivervirus

Yushanvirus

Exceevirus

Jiangsuvirus

Kayfunavirus

Bristolvirus

Nahantvirus

Bromdenvirus

Lazarusvirus

Gyeongsanvirus

Tiamatvirus

Foturvirus

Hacihdavirus

Guelphvirus

Dongdastvirus

Lingvirus

Baltivirus

Agatevirus

Lumosvirus

Zedzedvirus

Karamvirus

Beecentumtrevirus

Tulanevirus

Guelphvirus

Lauvirus

Campanilevirus

Hadassahvirus

Risjevirus

Elveevirus

Baylorvirus

Citexvirus

Claudivirus

Salasvirus

Napahaivirus

Kakivirus

Unahavirus

Tulanevirus

Harambevirus

Gamaleyavirus

Schiekvirus

Pogseptimavirus

Acionnavirus

Kayfunavirus

Mahstovirus

Harbinvirus

Kayvirus

Kantovirus

Siminovitchvirus

Hicfunavirus

Epseptimavirus

Enchivirus

Cellubavirus

Bundooravirus

Betatectivirus

Unahavirus

Vulnificusvirus

Eracentumvirus

Bronvirus

Harbinvirus

Diorhovirus

Neritesvirus

Phitrevirus

Friunavirus

Ermolevavirus

Dendoorenvirus

Tritonvirus

Paopuvirus

Pseudotevenvirus

Aghbyvirus

Banchanvirus

Acadevirus

Afonbuvirus

Hanrivervirus

Warsawvirus

Kafavirus

Moonbeamvirus

Atuphduovirus

Angelvirus

Entnonagintavirus

Epaquintavirus

Pradovirus

Andhravirus

Abidjanvirus

Livvievirus

Finnlakevirus

Gediminasvirus

Ishigurovirus

Baltimorevirus

Litunavirus

Loessnervirus

Kanagawavirus

Yuavirus

Salinovirus

Phimunavirus

Pairvirus

Bastillevirus

Votkovvirus

Huangshavirus

Higashivirus

Culoivirus

Culoivirus

Schiekvirus

Aerosvirus

Pontusvirus

Pariacacavirus

Jacunavirus

Acadevirus

Cinqassovirus

Pektosvirus

Kuttervirus

Pipoluvirus

Goettingenvirus
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Kayvirus

Myducvirus

Keylargovirus

Playavirus

Junduvirus

Przondovirus

Berlinvirus

Veterinaerplatzvirus

Pamirivirus

Pacinivirus

Epseptimavirus

Culoivirus

Kisquinquevirus

Scottvirus

Canoevirus

Bequatrovirus

Livvievirus
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Justusliebigvirus

Aarhusvirus

Cyclitvirus

Schiekvirus

Mguuvirus

Lindendrivevirus

Taipeivirus

Ampunavirus

Deltatectivirus

Sabourvirus

Aurodevirus

Tsarbombavirus

Maculvirus

Rogunavirus

Eapunavirus

Pariacacavirus

Buorbuivirus

Foetvirus

Carltongylesvirus

Aegirvirus

Oinezvirus

Moonvirus

Aarhusvirus

Kablunavirus

Buhlduvirus

Murciavirus

Kotilavirus

Warwickvirus

Kaohsiungvirus

Dhakavirus

Helsettvirus

Lullwatervirus

Lazarusvirus

Vectrevirus

Triduovirus
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Yonseivirus
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Krischvirus
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Blohavirus

Libanvirus

Bucovirus
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Hukuchivirus
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Teseptimavirus

Myunavirus

Chivirus

Drulisvirus

Karezivirus

Miltonvirus

Pektosvirus

Elunavirus

Loudonvirus
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Acajnonavirus

Citrovirus

Nohivirus

Kelmasvirus

Kyungwonvirus
Henuseptimavirus

Aorunvirus

Mylasvirus

Bragavirus

Caroctavirus

Nampongvirus

Bastillevirus

Nitunavirus

Cinqassovirus

Przondovirus

Cebadecemvirus

Cheungvirus

Carltongylesvirus

Kayvirus

Reyvirus

Phimunavirus

Higashivirus

Harambevirus

Pifdecavirus

Phimunavirus

Ayaqvirus

Minhovirus

Aurodevirus

Atuphduovirus

Kolpuevirus

Webervirus

Axomammavirus
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Pifdecavirus
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Uliginvirus
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Wuhanvirus

Cuernavacavirus

Agtrevirus

Lavrentievavirus

Corticovirus

Siminovitchvirus

Uliginvirus

Tequintavirus

Tedavirus

Aresaunavirus

Drulisvirus

Rtpvirus

Buchavirus

Novosibovirus

Tequatrovirus

Ahtivirus

Bequatrovirus

Pradovirus

Chatterjeevirus

Friunavirus

Chalconvirus

Burzaovirus

Kujavirus

Tangaroavirus

Webervirus

Gutovirus

Mosigvirus

Shandvirus

Nerrivikvirus

Foussvirus

Bundooravirus

Aresaunavirus

Kokobelvirus

Biquartavirus

Pseudotevenvirus

Gamaleyavirus

Gegevirus

Blohavirus

Nereusvirus

Cohcovirus

Kirikabuvirus

Bifseptvirus

Novosibovirus

Watanabevirus

Kanagawavirus

Slopekvirus

Maxdohrnvirus

Priunavirus

Gammatectivirus

Gelderlandvirus

Ithacavirus

Miltonvirus

Zicotriavirus

Justusliebigvirus

Betatectivirus

Phikmvvirus

Przondovirus

Tigrvirus

Lumosvirus

Siminovitchvirus

Longwoodvirus

Bragavirus

Ormenosvirus

Susfortunavirus

Jesfedecavirus

Rtpvirus

Ceetrepovirus

Claudivirus

Krakvirus

Yingchengvirus

Pagavirus

Leucotheavirus

Ceceduovirus

Potamoivirus

Stompvirus

Minhovirus

Unahavirus

Tybeckvirus

Reipivirus

Dhakavirus

Phutvirus

Pektosvirus

Kaohsiungvirus

Karamvirus

Roskildevirus

Siovirus

Piedvirus

Jiaodavirus

Felsduovirus

Loessnervirus
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Kochikohdavirus

Wuhanvirus

Inbricusvirus
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Makelovirus

Voetvirus

Kahnovirus

Noahvirus

Kingevirus

Kisquattuordecimvirus

Yonginvirus

Limestonevirus

Kembevirus

Copernicusvirus

Peduovirus

Ceetrepovirus

Aerosvirus

Moonvirus

Chuhaivirus

Wphvirus

Brizovirus

Okubovirus

Wphvirus

Vellamovirus

Palaemonvirus

Helsettvirus

Vectrevirus

Melvirus

Bongovirus

Callevirus

Seodaemunguvirus

Tritonvirus

Fohxhuevirus

Chalconvirus

Potamoivirus

Novemvirus

Eracentumvirus

Pelagivirus

Cronosvirus

Rosenblumvirus

Zicotriavirus

Besingivirus

Pacinivirus

Tegunavirus

Cuernavacavirus

Canhaevirus

Sanovirus

Dongdastvirus

Lavrentievavirus

Bronvirus

Yongunavirus

Paadamvirus

Redjacvirus

Greenvirus

Pettyvirus

Wotdevirus

Elpedvirus

Pradovirus

Tlsvirus

Faithunavirus

Akihdevirus

Stopalavirus

Cepunavirus

Paulavirus

Littlefixvirus

Cuernavacavirus

Tefnutvirus

Christensenvirus

Mollyvirus

Ceceduovirus

Teseptimavirus

Redjacvirus

Ahduovirus

Gaprivervirus

Emcearvirus

Namakavirus

Aoqinvirus

Igirivirus

Irrigatiovirus

Galateavirus

Shizishanvirus

Kayfunavirus

Chunghsingvirus

Peduovirus

Vipunavirus

Icepovirus

Pelagivirus

Brizovirus

Paopuvirus

Peternellavirus

Copernicusvirus

Bifseptvirus

Stompelvirus

Tunavirus

Eastlansingvirus

Aurodevirus

Corticovirus

Kablunavirus

Silviavirus

Daemvirus

Badaguanvirus

Betatectivirus

Jahgtovirus

Vilniusvirus
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Stubburvirus

Stopavirus

Serkorvirus

Warwickvirus

Kapieceevirus

Atlauavirus

Mazuvirus

Gaunavirus

Teetrevirus

Copernicusvirus

Aqualcavirus

Leefvirus

Charybdisvirus

Agtrevirus

Brucesealvirus

Kahucivirus

Pahsextavirus

Faithunavirus

Citexvirus

Zindervirus

Taipeivirus

Mosigvirus

Delmidovirus

Caeruleovirus

Faithunavirus

Bonnellvirus

Rogunavirus

Birpovirus

Thaumasvirus

Chivirus

Buchavirus

Kochikohdavirus

Seongnamvirus

Baltivirus

Arsyunavirus

Uliginvirus

Pylasvirus

Gundelvirus

Cymopoleiavirus

Kayeltresvirus

Plymouthvirus

Shandvirus

Enquatrovirus

Fussvirus

Dorisvirus

Webervirus

Gaprivervirus

Changchunvirus

Tlsvirus

Kolpuevirus

Efbeekayvirus

Salasvirus

Andhravirus

Tequatrovirus

Ahphunavirus

Vimunumvirus

Pokrovskaiavirus

Rosenblumvirus

Broinstvirus

Melvirus

Pollockvirus

Cepunavirus

Chosvirus

Priunavirus

Thetisvirus

Burzaovirus

Jwalphavirus

Kahnovirus

Vicoquintavirus

Sharonstreetvirus

Krischvirus

Bastillevirus

Tangaroavirus

Vojvodinavirus

Pokkenvirus

Tigrvirus

Yonseivirus

Luzseptimavirus

Johnsonvirus

Jahgtovirus

Jalkavirus

Taipeivirus

Fengtaivirus

Afonbuvirus

Nilusvirus

Leucotheavirus

Wildcatvirus

Ronodorvirus

Penintadodekavirus

Foxborovirus

Atlauavirus

Poseidonvirus

Matsuvirus

Peduovirus

Veravirus

Alphatectivirus

Wulfhauvirus

Phikmvvirus

Troedvirus
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Bastillevirinae

Loutivirinae

Fuhrmanvirinae

Studiervirinae

Molineuxvirinae

Tunavirinae

Toshachvirinae

Petrovskivirinae

Molineuxvirinae

Northropvirinae

Studiervirinae

Molineuxvirinae

Studiervirinae

Ermolyevavirinae

Tempevirinae

Spounavirinae
Spounavirinae

Colwellvirinae

Tevenvirinae

Crudevirinae

Enquatrovirinae

Uncouvirinae

Denniswatsonvirinae

Lclasvirinae

Tevenvirinae

Tevenvirinae

Enquartavirinae

Bastillevirinae

Jasinkavirinae

Molineuxvirinae

Tevenvirinae

Aglimvirinae

Cleopatravirinae

Colwellvirinae

Lclasvirinae

Studiervirinae

Oafivirinae

Markadamsvirinae

Rabinowitzvirinae

Tatarstanvirinae

Boorivirinae

Lclasvirinae

Petrovskivirinae

Studiervirinae

Slopekvirinae

Aglimvirinae

Cleopatravirinae

Bastillevirinae

Petrovskivirinae

Beijerinckvirinae

Crudevirinae

Emmerichvirinae

Melnykvirinae

Oafivirinae

Tevenvirinae

Markadamsvirinae

Rakietenvirinae

Twarogvirinae

Pelczarvirinae

Pelczarvirinae

Studiervirinae

Bastillevirinae

Uncouvirinae

Corkvirinae

Markadamsvirinae

Tevenvirinae

Molineuxvirinae

Bastillevirinae

Picovirinae

Slopekvirinae

Tunavirinae

Studiervirinae

Cleopatravirinae

Rhodovirinae

Twortvirinae

Tempevirinae

Corkvirinae

Enquartavirinae

Loutivirinae

Lclasvirinae

Tevenvirinae

Northropvirinae

Asinivirinae

Molineuxvirinae

Brockvirinae

Tevenvirinae

Spounavirinae

Brockvirinae

Oafivirinae

Bastillevirinae

Humphriesvirinae

Tevenvirinae

Tevenvirinae

Tevenvirinae

Corkvirinae

Tatarstanvirinae

Stephanstirmvirinae

Studiervirinae

Studiervirinae

Corkvirinae

Aglimvirinae

Bastillevirinae

Tevenvirinae

Melnykvirinae

Rothmandenesvirinae

Studiervirinae

Melnykvirinae

Bastillevirinae

Bastillevirinae

Asinivirinae

Lclasvirinae

Braunvirinae

Rhodovirinae

Tunavirinae

Asinivirinae

Migulavirinae

Mclasvirinae

Mccorquodalevirinae

Sarlesvirinae

Beijerinckvirinae

Crudevirinae

Rakietenvirinae

Asinivirinae

Bradleyvirinae

Tevenvirinae

Oafivirinae

Twortvirinae

Studiervirinae

Molineuxvirinae

Tevenvirinae

Lclasvirinae

Beijerinckvirinae

Asinivirinae

Obtuvirinae

Bastillevirinae

Krylovirinae

Crudevirinae

Molineuxvirinae

Uncouvirinae

Migulavirinae

Bastillevirinae

Rakietenvirinae

Asinivirinae

Ermolyevavirinae

Studiervirinae

Stephanstirmvirinae

Cleopatravirinae

Toshachvirinae

Oafivirinae

Bastillevirinae

Humphriesvirinae

Studiervirinae

Lclasvirinae

Asinivirinae

Churivirinae

Studiervirinae

Melnykvirinae

Loutivirinae

Tempevirinae

Tevenvirinae

Colwellvirinae

Doltivirinae

Rogunavirinae

Enquartavirinae

Cobavirinae

Jasinkavirinae

Studiervirinae

Studiervirinae

Slopekvirinae

Bastillevirinae

Petrovskivirinae

Enquartavirinae

Molineuxvirinae

Tevenvirinae

Rakietenvirinae

Corkvirinae

Emmerichvirinae

Stephanstirmvirinae

Rothmandenesvirinae

Krylovirinae

Twortvirinae

Cleopatravirinae

Bastillevirinae

Boorivirinae

Petrovskivirinae

Rogunavirinae

Studiervirinae

Picovirinae

Loutivirinae

Lclasvirinae

Stephanstirmvirinae

Tempevirinae

Denniswatsonvirinae

Studiervirinae

Rhodovirinae

Studiervirinae

Tevenvirinae

Tempevirinae

Studiervirinae

Markadamsvirinae

Braunvirinae

Lclasvirinae

Beijerinckvirinae

Tevenvirinae

Migulavirinae

Colwellvirinae

Okabevirinae

Picovirinae

Uncouvirinae

Studiervirinae

Asinivirinae

Rabinowitzvirinae

Twortvirinae

Bastillevirinae

Emmerichvirinae

Studiervirinae

Tevenvirinae

Okabevirinae

Studiervirinae

Colwellvirinae

Sarlesvirinae

Brockvirinae

Twarogvirinae

Studiervirinae

Bastillevirinae

Twortvirinae

Crudevirinae

Tempevirinae

Tevenvirinae

Cobavirinae

Colwellvirinae

Ermolyevavirinae

Boorivirinae

Humphriesvirinae

Tunavirinae

Lclasvirinae

Studiervirinae

Cleopatravirinae

Colwellvirinae

Twarogvirinae

Studiervirinae

Rothmandenesvirinae

Twortvirinae

Asinivirinae

Studiervirinae

Bastillevirinae

Corkvirinae

Twortvirinae

Pontosvirinae

Erskinevirinae

Crudevirinae

Tevenvirinae

Braunvirinae

Melnykvirinae

Tevenvirinae

Cobavirinae

Enquartavirinae

Tevenvirinae

Boorivirinae

Coarsevirinae

Studiervirinae

Cvivirinae

Okabevirinae

Cvivirinae

Oafivirinae

Loutivirinae

Churivirinae

Mclasvirinae

Bastillevirinae

Rothmandenesvirinae

Stephanstirmvirinae

Markadamsvirinae

Sarlesvirinae

Obtuvirinae

Rothmandenesvirinae

Studiervirinae

Studiervirinae

Molineuxvirinae

Sarlesvirinae

Oafivirinae

Uncouvirinae

Tevenvirinae

Bearivirinae

Melnykvirinae

Melnykvirinae

Studiervirinae

Rothmandenesvirinae
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Fig. S1: Rectangular representation of the PSC-based genome tree for the Fam_DB dataset.  The tree was split using a distance threshold of 0.9 and the resulting VGCs are encoded by different branch colors
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