Table 52. Whole-genome average nucleotide identity (ANI) and alignment percentage (AP) of 27 ASFV Strains.
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SAMKuzi1979 96.89 96.89 96.86 96.88 96.89 96.89| 96.89| 98.00 96.88] 96.89| 96.95| 96.88 96.89 98.03 98.03 96.89 96.89 | 96.89 | 98.03] 97.80 97.83| 96,86 98.09' 97.H 96.83 96.83 96.87
ASFV_HU_2018 a5.11 97.18| 97.18 97.18 9727 9714 97.22| 97.10] 97.07
ASFV Wuhan 201941 9511 97.18| 97.19 97.19 97.27| 97.14] 97.22| 97.10] 97.08
ASFV-5Y18 9542 97.15] 87.16 97.16 97.24| 9713 o7.21 9708 97.05
ASFV-wBSO1 9541 97.17| 87.18 87.18 97.27| 97.13] 97.22| o709 97,07
ASFVILT14/1480 9541 9717 9718 97.19 97.27| 97.14 ] 97.22| o710 a7.07
ASFW/pig/China/CAS19-01/2019 9541 47.18] 97.18 97.18 97.27] 97.14| 97.22| 9710/ 9707
Belgium/Etalle/wb/2018 9521 97.18| 97.19 97.19 97.27| 97.14 97.22| 97.10] 97.07
Benin 971 8510 84 51 9452 9482 9481 9481 9481 94 61 9717 717 97.13] 8717/ 97.18 97 16 a7.18 8717 97.06 9702 97 .02 a7.04
CN/2019/InnerMongolia-AESD1 9541 94.81 97.18 97.18 97.28| 97.13| 97.21 97.09’ 97.07
China/AnhuiXCGQ 2541 9481 87.18 87.18 97.27| 97.14 97.22| 8710 97,07
Estonia 2014 94,53 94 65 94,39 94,34 9447 9447 94.42 93.77| 94.31 94,47 97.13 97.13 97.186| 97.29| 97.35| 97.13 9723
GZ201801 2541 9481 94.47] 9718 97.18 97.26 97,13 a7.21 97.10 o706
Georgia 20071 95.11 44.52 494.87) 8718 97.18 97.27 9714 97.23] 97.10 97.08
Italy/26544/0G10 94 94 9435 94 36 94 656 94 64 94 64, 94 45| 84 65/ 4361 84 65/ 8435 9717 8719 97 19| 97 16| 9701 97.01 97.04
Italy/47/Ss/2008 9448 93.90 93.90 9420 9419 94 94.00| 9317 94.19/ 93.90 9717 97.19 97.19 97.18| 97.01 97.01 97.04
Kashino 04/13 8531 98.00 9810 92.90| 94.58 94.14 97.25| 97.14| 97.22| 97.12] 97.06
POL/2015/Podlaskie 9541 94,47 94.64 94.19 97.27| 97.14| 97.22| 97.10] 97.07
Pol16/20186/0T 9541 94.48) 94.64 94.19 97.27| 97.14| 97.22| 9710 97.07
Portugal/L60 9508 9394 9395 9425 9424 94 04 4 93.75] 94,24 9395 94.21 9424 94.24 97,25 96.99 96.99 a7.02
Portugal INHV/ 1968 93,30/ 9237 9238 9284 9265 92 8 5 9265 9237 93.95 93.52 9261 9265 9265 93.69| o713 9716 97.16 9719
Portugal/OURT 88/3 9329 9234 9235 9262 9262 f 9262 8262 8234 83.98 83.56 9258 8262 92 62| 94.18 | 9721 9722 a7.22 a7 26
Russia/Odintsovo_02/14 9543 9! 9438 9466 94.21 94.25) 92,64 9261 97.09 97.04
Spain/BAT1 9287 8337 9338 9367 a3, 66 93.66 93.66/ 93.66| 93.66' 9338 86.55 96.10 9323 9366 9366 96.87 93.49] 93.39| 93.68| 97.38 97.39 a7.32
Spain/ET5S 94,85 9426 9426 9456 94, .55 9455 94,55/ 94.55] 93.49] 94,55/ 94,26 94.48 94.55 94.55| 93.94 93.84| 94,58 97T 97.09 97.09 araz
VN/HY/I2019-ASFV1 9548 9543 94.38] 95.26 24.81 9541 9258 9462
VN/QPI2019-ASFV1 9549 95.44/ 94.39) 9527 94.82 9642 9258 9483
VNIHY(2022-ASFVZ 9536 9531 94.24 95.14 9469 95.29| 9249 9250 94 50

* The area with yellow ANI on the table indicates average nucleotide identity(ANI), and the area with green AP indicates alignment percentage(AP).
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