Capture Release Body  Body Pan-CoV

ID date Capture area date Release area Sex Age weight length Samples RT-PCR
Adult
Area Prov Area Prov (Ad), Kg Cm Faeces Sera
Juvenile
(Juv)
159 08/05/2022 Viera So 12/05/2022 Tombea,Magasa Bs M Ad 325 480 Y N NEG
160 08/05/2022 Viera So 12/05/2022 Tombea,Magasa Bs M Ad 363 450 Y N NEG
161 08/05/2022 Viera So 12/05/2022 Tombea, Magasa Bs M Juv 242 410 Y N NEG
162 08/05/2022 Viera So 12/05/2022 Tombea,Magasa Bs F Ad 258 390 Y N NEG
163 08/05/2022 Viera So 12/05/2022 Tombea,Magasa Bs F Ad 357 455 Y N NEG
165 07/05/2022 Federia So 12/05/2022Tremalzo, Tremosine Bs M Juv 155 365 Y N  NEG
166 07/05/2022 Federia So 12/05/2022Tremalzo, Tremosine Bs F  Ad 302 440 Y Yy NEG
167 09/05/2022 Viera So 12/05/2022 Tombea, Magasa Bs F Ad 3.90 49.0 Y Y NEG
168 09/05/2022 Viera So 12/05/2022 Tombea,Magasa Bs M Ad 375 480 Y Y NEG
169 09/05/2022 Viera So 12/05/2022 Tombea,Magasa Bs F Juv 211 405 N Y NEG
170 09/05/2022 Viera So 12/05/2022 Tombea, Magasa Bs F Ad 3.48 48.3 Y Y NEG
171 09/05/2022 Viera So 12/05/2022 Tombea,Magasa Bs M Ad 361 495 Y Y NEG
172 09/05/2022 Viera So 12/05/2022 Tombea, Magasa Bs F Ad 4.04 49.5 N Y NEG
174 09/05/2022 Viera So 12/05/2022 Tombea,Magasa Bs F Ad 349 485 Y Y NEG
175 09/05/2022 Viera So 12/05/2022 Tombea,Magasa Bs M Ad 35 510 Y N NEG
176 09/05/2022 Viera So 12/05/2022 Tombea, Magasa Bs F Ad 3.30 445 Y Y NEG
177 10/05/2022 Viera So 12/05/2022 Tombea,Magasa Bs M Ad 421 482 Y N NEG
181 10/05/2022 Viera So 12/05/2022 Tombea, Magasa Bs F Ad 3.51 43.0 Y Y NEG
182 10/05/2022 Viera So 12/05/2022 Tombea,Magasa Bs M Juv 160 370 N Y NEG
183 10/05/2022 Federia_alta So 12/05/2022Tremalzo, Tremosine Bs M Juv 2.49 38.5 N Y NEG
184 10/05/2022  Federia_alta  So 12/05/2022Tremalzo, Tremosine Bs M Juv 248 405 N Yy NEG
185 10/05/2022  Federia_alta  So 12/05/2022Tremalzo, Tremosine Bs F  Ad 427 460 N Yy NEG
186 10/05/2022 Federia_alta So 12/05/2022Tremalzo, Tremosine Bs M Ad 421 485 N Y NEG
205 13/05/2022 Federia_media  So 18/05/2022 Aviolo Bs M Ad 39 50 Yy N NEG
206 13/05/2022 Federia_media So 16/05/2022 Tombea, Magasa Bs M Ad 2.90 435 Y N NEG
207 13/05/2022 Federia_media  So 16/05/2022 Tombea,Magasa Bs M Ad 343 450 Y N NEG
208 13/05/2022 Federia_media So 16/05/2022 Tombea, Magasa Bs M Ad 3.71 475 Y N NEG
209 13/05/2022 Federia_media So 16/05/2022 Tombea, Magasa Bs M Juv 2.01 415 Y N NEG
210 13/05/2022 Federia_media  So 16/05/2022 Tombea,Magasa Bs M Ad 357 495 Y N  NEG
211 13/05/2022 Federia_media So 16/05/2022 Tombea, Magasa Bs M Ad 3.97 47.0 Y N NEG
212 13/05/2022 Federia_media  So 18/05/2022 Aviolo Bs M Ad 33 465 Y N NEG
213 13/05/2022 Federia_media = So 16/05/2022 Tombea, Magasa Bs M Ad 3.62 49.5 N Y NEG
214 13/05/2022 Federia_media  So 16/05/2022 Tombea,Magasa Bs M Ad 318 450 N Yy NEG
215 13/05/2022 Federia_media  So 16/05/2022 Tombea,Magasa Bs M Ad 358 480 N Yy NEG
216 13/05/2022 Federia_media = So 16/05/2022 Tombea, Magasa Bs M Ad 3.93 50.5 Y Y NEG
217 13/05/2022 Federia_media  So 16/05/2022 Tombea,Magasa Bs M Ad 412 490 Yy Yy NEG
218 13/05/2022 Federia_media  So 18/05/2022 Aviolo Bs M Ad 387 495 Y Yy NEG
219 14/05/2022 Federia_media  So 16/05/2022 Tombea,Magasa Bs M Ad 295 470 N Yy NEG
220 14/05/2022  Vallaccia So 18/05/2022 Aviolo Bs M Ad 351 490 Yy Yy NEG
221 14/05/2022  Vallaccia So 18/05/2022 Aviolo Bs M Juv 190 485 N Y NEG
222 14/05/2022  Vallaccia So 18/05/2022 Aviolo Bs M Juv 175 470 N Y NEG




NEG

223 15/05/2022 Vallaccia So 18/05/2022 Aviolo Bs M Ad 3.23 48.0 Y N

224 15/05/2022  Vallaccia So 18/05/2022 Aviolo Bs M Ad 374 515 Yy N NEG
226 16/05/2022  Vallaccia So 18/05/2022 Aviolo Bs M Ad 38 510 Yy N NEG
208 16/05/2022 Federia_bassa  So 18/05/2022 Aviolo Bs M Ad 35 500 Y N NEG
230 16/05/2022 Federia_bassa  So 18/05/2022 Aviolo Bs M Ad 394 50 Y N NEG
231 16/05/2022 Federia_bassa  So 18/05/2022 Aviolo Bs M Ad 389 500 Y N NEG
234 16/05/2022 Federia_bassa  So 18/05/2022 Aviolo Bs M Ad 39 50 Y N NEG
236 16/05/2022  Vallaccia So 18/05/2022 Aviolo Bs M Ad 380 490 Y N NEG
238 17/05/2022  Vallaccia So 18/05/2022 Aviolo Bs M Juv 224 400 Y N NEG
241 18/05/2022Calcheira_Superiore So 22/05/2022 Aviolo Bs M Ad 398 510 Y N NEG
242 18/05/2022 Bork So 22/05/2022 Aviolo Bs M Ad 413 50 Y N NEG
243 19/05/2022 Bork So 22/05/2022 Aviolo Bs M Ad 28 420 Y N NEG
244 19/05/2022 Bork So 22/05/2022 Aviolo Bs M Ad 39 490 Y N NEG
246 19/05/2022 Bork So 22/05/2022 Aviolo Bs M Ad 444 50 Y N  POS
249 20/05/2022 Bork So 22/05/2022 Aviolo Bs M Ad 268 445 Y N  POS
250 20/05/2022 Bork So 22/05/2022 Aviolo Bs M Ad 381 495 Y N  POS
251 20/05/2022 Bork So 22/05/2022 Aviolo Bs M Ad 2.9 435 Yy N  POS
252 21/05/2022  Beltram So 22/05/2022 Aviolo Bs M Ad 462 495 Y N NEG
253 21/05/2022 Bork So 22/05/2022 Aviolo Bs M Ad 41 515 Y N NEG
255 21/05/2022 Bork So 22/05/2022 Aviolo Bs M Juv 23 435 Yy N NEG
302 12/05/2022 Federia_alta So 16/05/2022 Tombea, Magasa Bs F Ad 2.77 44.0 Y N NEG
303 12/05/2022 Federia_media  So 16/05/2022 Tombea,Magasa Bs F Ad 329 460 Y Yy NEG
305 12/05/2022 Federia_media  So 18/05/2022 Aviolo Bs F Ad 307 410 Y N NEG
306 13/05/2022 Federia_media  So 16/05/2022 Tombea,Magasa Bs F Ad 337 465 N Yy NEG
307 13/05/2022 Federia_media So 16/05/2022 Tombea, Magasa Bs F Ad 3.78 485 Y Y NEG
308 13/05/2022 Federia_media  So 16/05/2022 Tombea,Magasa Bs F Juv 178 385 N Yy NEG
309 14/05/2022 Federia_media  So 16/05/2022 Tombea,Magasa Bs F Ad 274 485 N Yy NEG
310 14/05/2022 Federia_media  So 18/05/2022 Aviolo Bs F Ad 297 490 Y Y NEG
311 14/05/2022 Federia_media  So 18/05/2022 Aviolo Bs F Ad 33 490 N Yy NEG
312 14/05/2022 Federia_bassa  So 18/05/2022 Aviolo Bs F Ad 331 470 Y Y NEG
313 14/05/2022  Vallaccia So 18/05/2022 Aviolo Bs F Ad 321 470 N Yy NEG
314 15/05/2022  Federia_bassa So 18/05/2022 Aviolo Bs F Ad 3.53 47.5 Y N NEG
315 15/05/2022 Federia_bassa  So 18/05/2022 Aviolo Bs F Ad 329 485 N Yy NEG
316 15/05/2022  Vallaccia So 18/05/2022 Aviolo Bs F Ad 333 50 Y N NEG
317 16/05/2022  Vallaccia So 18/05/2022 Aviolo Bs F Ad 345 460 Y N NEG
318 16/05/2022 Federia_bassa  So 18/05/2022 Aviolo Bs F Ad 344 485 Y N NEG
320 16/05/2022  Vallaccia So 18/05/2022 Aviolo Bs F Ad 325 40 Y N NEG
322 16/05/2022  Campaccia  So 18/05/2022 Aviolo Bs F Juv 176 465 Y N NEG
323 17/05/2022  Vallaccia So 18/05/2022 Aviolo Bs F Ad 35 45 Y N NEG
327 18/05/2022Calcheira_Superiore So 22/05/2022 Aviolo Bs F Ad 3.87 48.0 Y N NEG
332 19/05/2022 Bork So 22/05/2022 Aviolo Bs F Ad 343 450 Y N  POS
334 20/05/2022 Bork So 22/05/2022 Aviolo Bs F Juv 247 420 Y N NEG
335 20/05/2022 Bork So 22/05/2022 Aviolo Bs F Juv 228 410 Y N NEG
336 20/05/2022 Bork So 22/05/2022 Aviolo Bs F Juv 239 405 Y N POS
339 20/05/2022 Bork So 22/05/2022 Aviolo Bs F Ad 418 55 Y N  POS
340 20/05/2022 Bork So 22/05/2022 Aviolo Bs F Ad 38 45 Y N  POS




341 20/05/2022 Bork So 22/05/2022 Aviolo Bs F Ad 35 465 Y N  POS

342 21/05/2022 Bork So 22/05/2022 Aviolo Bs F Juv 2.38 41.5 Y N

ID: Identificative number

Prov: Province; So: Sondrio; Bs: Brescia
M: male; F: female

Y:yes; N: not

Table S1. Areas and dates of capture and release of marmots and the sex, age, body measurements,
and samples collected from each animal (Y = yes; N = not collected).
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#KF169918.1 Bovine_coronavirus_isolate DEN/05-3_spike_glycoprotein_(S)_gene_complete_cds [1365]
#EF193075.1 Bovine coronavirus strain V270 1983 GER spike protein gene . e .. [1365]

#DQ389637.1_Bovine_coronavirus_isolate KCD6_spike glycoprotein precursor_(S)_gene-KOR K . [1365]
#KF169908.1 Bovine_coronavirus_isolate SWE/C/92_spike_glycoprotein_(S)_gene_complete_cds .K . [1365]
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Table S2- Molecular analysis of the amino acid (aa) sequences of the complete S protein of Italian marmots and reference and field B-CoV. Immune
reactive domains (red) and regions important for virus-cell interactions (blue) are shown in boxes. Particular aa changes suggested as being linked
to virulence factors (red), and enteric (green) and respiratory (blue) tropism are indicated by arrows [25]. Amino acid changes observed only in
the marmots sequences are evidenced in yellow.
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#DQ994168.1:6-1275_Bovine_coronavirus_isolate KWD17_Korea B [240]
#ON792942.1_Bovine_coronavirus_strain_ABGEB0-54_2019_Ireland . [240]
#0ON792962_Bovine coronavirus_strain_ABGEBB-129 Ireland .. [240]
#FJ938065.1_Bovine_respiratory_coronavirus_AH187 USA_2000 . [240]
#MG757140_Bovine_coronavirus_isolate_ICSAl6-LBA_2014_France . [240]
#MG757141_Bovine_coronavirus_isolate_ICSA-pool-EN_France . [240]
#KX982264_Bovine coronavirus_isolate BCoV_2014_13 France .. [240]
#Marmot/Italy/193728-35/2023/CoV . . [240]
#Marmot/Italy/193728-34/2023/CoV .. [240]
#OR367715_Bovine_coronavirus_isolate_BCoV/XJ21/CHN/2023_China . [240]
#MN982199 Bovine_coronavirus_isolate BCOV-China/SWUN/A10/2018 .. ce . e . . - . e e . [240]
R Viembrane
R4-loop Lectin Esterase proxima
I I T T 1
240 250 260 270 280 290 300 310 320 330 340 350
#U00735.2_Bovine_coronavirus_strain_Mebus_USA STETITTGFD FNCHYLVLPS GNYLAISNEL LLTVPTKAIC LNKRKDFTPV QVVDSRWNNA RQSDNMTAVA CQPPYCYFRN STTNYVGVYD INHGDAGFTS ILSGLLYDSP CFSQQGVFRY [360]
#NC_003045_Bovine_coronavirus_isolate BCoV-ENT USA . . et - .. e [360]
#EF424615._Bovine_coronavirus_E-AH65_complete_genome . [360]
#AF220295_Bovine_coronavirus_strain_Quebec_Canada . [360]
#EU019216_Bovine_coronavirus_Bubalus/Italy/179/07-11_Italy . [360]
#D0Q994168.1:6-1275_Bovine_coronavirus_isolate KWD17_Korea . [360]
#0ON792942.1 Bovine_coronavirus_strain_ ABGEB0-54_2019_Ireland B [360]
#0N792962_Bovine_coronavirus_strain_ ABGEBB-129_ Ireland . [360]
#FJ938065.1 _Bovine_respiratory_coronavirus_AH187_USA_2000 [360]
#MG757140_Bovine_coronavirus_isolate ICSAl6-LBA_2014_France . [360]
#MG757141_Bovine_coronavirus_isolate_ICSA-pool-EN_France B [360]
#KX982264_Bovine_coronavirus_isolate BCoV_2014_13 France [360]
#Marmot/Italy/193728-35/2023/CoV . [360]
#Marmot/Italy/193728-34/2023/CoV . [360]
#OR367715_Bovine_coronavirus_isolate_BCoV/XJ21/CHN/2023_China . [360]
#MN982199_Bovine coronavirus_isolate BCOV-China/SWUN/A10/2018 e .. [360]
viemprane
proxima
[ 1
360 370 380 390 400 410 420
#U00735.2_Bovine_coronavirus_strain_Mebus_USA DNVSSVWPLY SYGRCPTAAD INTPDVPICV YDPLPLILLG ILLGVAVIII VVLLLYFMVD NGTRLHDA* [429]
#NC_003045_Bovine_coronavirus_isolate BCOV-ENT USA . . J P ST . [429]
#EF424615. Bovine coronavirus_E-AH65_ complete_genome [ B . [429]
#AF220295_Bovine_coronavirus_strain_Quebec_Canada . [429]
#EU019216_Bovine_coronavirus_Bubalus/Italy/179/07-11_Italy I B . [429]
#D0994168.1:6-1275_Bovine_coronavirus_isolate KWD17_Korea S PO . [429]
#ON792942.1 Bovine coronavirus_strain ABGEBO-54 2019 Ireland R SO . [429]
#ON792962_Bovine_coronavirus_strain ABGEBB-129 Ireland S SOOI . [429]
#FJ938065.1_Bovine_respiratory coronavirus_AH187_USA 2000 [ B . [429]
#MG757140_Bovine coronavirus_isolate ICSA16-LBA 2014 France S ST . [429]
#MG757141_Bovine_coronavirus_isolate_ ICSA-pool-EN_France S PO . [429]
#KX982264 Bovine_coronavirus_isolate_ BCoV_2014_13 France e B . [429]
#Marmot/Italy/193728-35/2023/CoV P . - [429]
#Marmot/Italy/193728-34/2023/CoV solloco - . [429]
#OR367715_Bovine_coronavirus_isolate BCoV/XJ21/CHN/2023_China R U . [429]
#MN982199_Bovine_coronavirus_isolate BCOV-China/SWUN/A10/2018 [ . . [429]




Table S3 - Molecular analysis of the amino acid sequences (aa) of the complete HE protein of Italian marmots and reference and field B-CoVs. The
domains of the HE protein, the R3 and R4 loops and the receptor-binding domain (RBD) are highlighted in boxes [26]. Amino acid changes
observed only in the marmot sequences are highlighted in yellow.



