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Herpes Virus Fusion and Entry: A Story with Many Characters 
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Note: A recent paper by Connolly and Longnecker (J.Virol. epub ahead of print, April 4, 

2012) has presented data to support a model for refolding of HSV gB. Using mutagenesis 

as their main tool, they show that residues within the C-terminal arm of the gB ectodomain 

contribute to its refolding during the fusion step of virus entry and provide a model for how 

gB refolds from a prefusion to postfusion structure. In their model, the refolding is 

reminiscent of the six-helix bundle that provides the energy for fusion in class I fusogens. 

It will be of interest to test the accuracy of this model in future studies.  
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