a. Scatter plot PCA-X

b. Scatter plot PLS-DA
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e. Permutation test (n-IF)

g. Loading plot
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Figure S1. The PCA-X scatter plot, PLS-DA scatter plot, permutation test, and loading plot of the metabolomics analysis.
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Figure S2.Box-and-whisker plots for each plasma metabolites concentration in relation with
fasting status




