1. Nrf2 protein expression in TQ treated INF-Y stimulated MDA-MB-231 TNBC cells
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Sample Prim.. Cap Peak Name Positi.. MW (.. Height  Area % Area Width S/N Baseline
Control1 Nrf2 8 1 627 116  308.1 5587.7 17.0 40.0 40.8
Treated1 Nrf2 10 1 624 121 4776 2030.. 399 11.. 55.9
Stimulant1 Nrf2 15 1 620 104 1449 16045 104 277 56.6
Cotreated1 Nrf2 19 1 624 109 351.7 1187.. 31.7 794 338




A "
i A s
& P <
kpa & <@ PN
230-

180 -

116 -

66 -

N[

2=

21 22 23 24 25

Peaks| i Capillaries

Sample Prim.. Cap Peak Name Positi. MW (.. Height  Area % Area Width S/N Baseline
control  GAP... 21 1 543 42 2010.. 1684.. 79| 13. 233
Treated1 GAP... 22 1 543 42 76505 6383.. 18| 35 20.5
Stimula... GAP... 23 1 543 42 1466.. 1204.. 1.7 | 74.. 35.0
CoTreat.. GAP... 24 1 545 42 1493.. 1245.. 78 15.. {:5
0.1X sa... GAP... 25 1 544 41 58 2659 43.0 395 2.2
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Sample Prim.. Cap Peak Name Positi.. MW (.. Height Area % Area Width S/N Baseline
Controlnrf2 ~ NrF2 5 1 613 98 45641 6761.5 13.9 | 936 223
Controlnrf2 ~ NrF2 6 1 613 99 2183 9214.2 39.7 50.6 33.2
Controlnrf2 NrF2 7 1 610 99 3695 8555.7 21.8 | FirF 52.6
Controlnrf2 ~ NrF2 8 1 611 97 2122 112053 496 544 433
TreatedNrf2 ~ NrfF2 9 1 526 38 36.3 1088.9 282 143 65.1
TreatedNrf2 ~ NrfF2 9 2 618 108 162389 383837 22:201123... 59.6
TreatedNrf2 ~ NrF2 9 3 650 161 8419 288389 322 588 59.8
TreatedNrf2  NrF2 10 1 620 114 11346 367484 304 19.. 62.2
TreatedNrf2 ~ NrfF2 10 2 674 213 | 5534 221358 %635 61.4
TreatedNrf2 ~ NrF2 1 1 574 57 365 9449 243 150 711
TreatedNrf2  NrfF2 1 2 624 111 13894  33070.8 224 18.. 68.3
TreatedNrf2 ~ NrF2 11 3 652 163 6779 202871 281 498 67.0
TreatedNrf2 ~ NrF2 12 1 580 60 253 1159.3 43.0 142 59.1
TreatedNrf2 ~ NrF2 12 2 623 107 6199 14756.0 224 16.. 54.6
TreatedNrf2 ~ NrF2 12 3 651 157 4096  23203.2 530203 525

Supplement Figure S1. Nrf2 protein expression in TQ treated INF-Y stimulated MDA-MB-231 TNBC cells.
Following the overnight incubation period, cells were equally treated with 15 uM of TQ for 24. A. Blot for
Nrf2 protein expression in control, treated, stimulated and cotreated MDA-MB-231 cell. B. Blot for protein
expression of GAPDH used for normalization. C. Blot for Nrf2 protein expression in control and TQ treated
MDA-MB-231 cell in triplicates.



2. Nrf2 protein expression in TQ treated INF-Y stimulated MDA-MB-468 TNBC cell
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Sample Prim.. Cap Peak Name Positi. MW (.. Height Area % Area Width S/N Baseline
Controll  Nrf2 7 1 627 119 2423 53333 20.7 429 39.3
Controlt  Nrf2 8 1 627 116 308.1 5587.7 17.0 400 40.8
Treated1  Nrf2 9 1 628 130 13644 36336.3 250 19. 48.3
Treated1 Nrf2 9 2 669 204 6394 16833.7 247 896 435
Treated1  Nrf2 10 1 624 121 4776 20300.1 399 11. 559
Treated1 Nrf2 11 1 626 114 5234 42923 FATEANY L2 A 434
Treated1  Nrf2 12 1 627 121 264.7 9873.7 350 585 757
Treated1  Nrf2 12 2 673 224 117.2 4308.0 345 184 66.8
Stimula...  Nrf2 13 1 619 103 1038 4638.0 420 235 62.7
Stimula...  Nrf2 14 1 624 113 1489 1786.9 113 257 64.7
Stimula...  Nrf2 15 1 620 104 1449 1604.5 104 277 56.6
Stimula...  Nrf2 16 1 617 108 84.6 3481.0 38.7 243 55.6
Cotreat...  Nrf2 17 1 626 113 31741 6886.4 204 516 36.0
Cotreat.. Nrf2 18 1 625 114 3021 9042.7 281 628 29.2 "
Cotreat...  Nrf2 18 2 672 216 87.9 2555.2 273 185 23.8
Cotreat.. Nrf2 19 1 624 109 3517 11878.9 31.7 794 33.8
Cotreat... Nrf2 20 1 623 107 320.0 8677.4 255 446 30.5

Figure S2. Nrf2 protein expression in TQ treated INF-Y stimulated MDA-MB-468TNBC cells. Following
the overnight incubation period, cells were equally treated with 15 uM of TQ for 24. A. Blot for Nrf2
protein expression in control, treated, stimulated and cotreated MDA-MB-468 cell. B. Blot for protein
expression of GAPDH used for normalization. C. . Blot for Nrf2 protein expression in control, treated,
stimulated and cotreated MDA-MB-468 cell in different replicates.



3. PD-L1 protein expression in TQ treated INF-Y stimulated MDA-MB-231 TNBC cells
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Sample Primary ~ Cap Peak Name Positi.. MW (.. Height Area % Area Width S/N Baseline
Control1  PDL-1 5 1 607 77 10529 39912.7 356 10.. 1373
Control1  PDL-1 6 1 607 80 1021.7 249074 229 675 1411
Control1  PDL-1 7 1 608 78 15157 26612.8 16,5 15.. 153.2
Control1  PDL-1 8 1 610 78 17265 252396 137 | 13 1264
Stimula.. PDL-1 13 1 459 14 7356 101911 13.0 746 1674
Stimula.. PDL-1 135 2 495 25 48.0 699.0 1397 (113 200.8
Stimula..  PDL-1 13 3 515 31 54.5 7933 137 (129 219.5
Stimula.. PDL-1 13 4 589 61 15973 23869.6 140 894 263.6
Stimula.. PDL-1 13 5 605 75 27947 46755.8 157 | 21.. 267.0
Stimula... PDL-1 13 6 647 143 841.0 138389 155 | 329 269.0
Stimula.. PDL-1 14 1 458 14 4728 137219 273 605 1401
Stimula.. PDL-1 14 2 590 61 7580 216413 268 734 188.0
Stimula.. PDL-1 14 ) 607 75 21082 641909 286 14.. 1871
Stimula.. PDL-1 15 1 457 14 5413 15054.0 26.1 919 142.6
Stimula.. PDL-1 15 P 590 62 4945 158311 30:1 | #34 2279
Stimula... PDL-1 15 3 607 76 20375 684023 31.5|18.. 2355
Stimula.. PDL-1 16 1 457 14 5009 159524 299 916 98.2
Stimula..  PDL-1 16 2 591 62 679.1 22075.2 305 | 10.. 1375
Stimula..  PDL-1 16 3 607 78 20925 75298.2 338 22.. 144.9
Cotreat.. PDL-1 17 1 591 60 7006 218233 293 470 1314
Cotreat.. PDL-1 18 1 652 143 5992 12789.7 201 335 975
Cotreat.. PDL-1 19 1 589 59 5564 13689.6 23.1 450 1214
Cotreat.. PDL-1 19 2 617 82 7267 213597 276 272 124.8
Cotreat.. PDL-1 19 3 655 146 5415 15697.8 272 298 128.0

Figure 3. PD-L1 protein expression in TQ treated INF-Y stimulated MDA-MB-231 TNBC cells. Following
the overnight incubation period, cells were equally treated with 15 uM of TQ for 24. A. Blot for PD-L1
protein expression in control, treated, stimulated and cotreated MDA-MB-231 cell. B. Blot for protein
expression of GAPDH used for normalization.



4. PD-L1 protein expression in TQ treated INF-Y stimulated MDA-MB-468 TNBC cells
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Control1 PDL... 5 1 544 44 3776 1540.. 383 406 124 b
Control1 PDL... 5 2 603 79| 9875 3479.. 231 | 708 183.2
Control1 PDL... 5 > 658 186 381.8 1728.. 425|221 237.0
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COtreat... PDL... 16 1 581 60 4444 1523.. 322 49.0 205.5
COtreat... PDL... 16 2 608 82 750.1 2586.. 324 56.3 229.2
COtreat... PDL... 16 3 683 231 0.0 0.3 319 245 296.9
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Control1  GAP... 19 1 491 26 3199 30735 9.0 69.7 96.8
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Figure S4. PD-L1 protein expression in TQ treated INF-Y stimulated MDA-MB-468 TNBC cells. Following
the overnight incubation period, cells were equally treated with 15 uM of TQ for 24. A. Blot for PD-L1
protein expression in control, treated, stimulated and cotreated MDA-MB-468 cell. B. Blot for protein
expression of GAPDH used for normalization. C. Blot for PD-L1 protein expression in control, treated,
stimulated and cotreated MDA-MB-468 cell. D. Blot for protein expression of GAPDH used for
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