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ASV_51_Genus_Lachnospiraceae_ND3007_group p=0 B
ASV_113_Genus_Alistipes

ASV_154 Genus_Christensenellaceae_R-7_group
ASV_52_Genus_Coprococcus_2
ASV_72_Genus_Lachnoclostridium
ASV_105_Genus_Subdoligranulum
ASV_31_Genus_Anaerostipes

ASV_53 Genus_Blautia
ASV_103_Genus_Ruminococcus_1
ASV_73_Genus_Christensenellaceae_R-7_group
ASV_22_ Genus_Subdoligranulum
ASV_85_Genus_Alistipes
ASV_36_Genus_Acidaminococcus
ASV_80_Genus_Collinsella
ASV_86_Genus_Flavonifractor
ASV_106_Genus_Blautia p
ASV_119 Genus_Ruminococcaceae_UCG-002
ASV_63_Family_Lachnospiraceae
ASV_87_Genus_Blautia
ASV_123_Genus_Lachnospiraceae_UCG-004

ASV_158 Genus_Butyricicoccus
ASV_206_Family_Lachnospiraceae
ASV_115_Genus_Romboutsia
ASV_26_Genus_Fusicatenibacter
ASV_92_Family_Lachnospiraceae

ASV_24 Genus_Dorea
ASV_42_Genus_Lachnospiraceae_NK4A136_group
ASV_120_Genus_Agathobacter

ASV_213 Genus_Ruminococcaceae_UCG-003
ASV_18_Genus_Blautia
ASV_153_Genus_Erysipelotrichaceae_UCG-003
ASV_159 Genus_CAG-56
ASV_121_Genus_Lachnoclostridium
ASV_55_Genus_Lactobacillus
ASV_168_Genus_Eggerthella
ASV_33_Family_Lachnospiraceae
ASV_99_Genus_Lachnoclostridium

Higher in HC

~ p=0.05

Lower in HC
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ASV_119_Genus_Ruminococcaceae_UCG-002

Higher in HC
ASV_51 Genus_Lachnospiraceae_ND3007_group
) ] —ad.p=0.2
ASV_63_Family_Lachnospiraceae
ASV_72_Genus_Lachnoclostridium Lower in HC
ASV_87_Genus_Blautia adj.p=0

ASV_123 Genus_Lachnospiraceae_ UCG-004

ASV_158_Genus_Butyricicoccus

ASV_206_Family_Lachnospiraceae

ASV_53 Genus_Blautia

ASV_115 Genus_Romboutsia

ASV_99 Genus_Lachnoclostridium



