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Supplementary Figure S1. Alterations in TG-O and DG upon WHS treatment during the 

differentiation of 3T3-L1 cells. (A) Heatmap analysis of TG-O and (B) DG. Relative values 

are divided by the mean center and the standard deviation of each variable. The correlation 

with the log2-fold change in total fatty acyl carbon chain length and double bond number 
Comparisons include (C) TG-O and (D) DG molecular species between GM and DM groups, 

as well as between DM and WHS 200 μg/mL treatment groups. Correlation plots were 

presented with each metabolite value (point) plotted along a linear regression line (blue) with 

a 95% confidence interval (blue area). GM denotes the growth media group (control); DM 

denotes the differentiation media group (differentiation); WHS denotes the differentiated group 

treated with WHS at 50, 100, 200 μg/mL. 

 

 

 

 



 

Supplementary Figure S2. The correlation between log2-fold change and total fatty acyl carbon chain length or double bond number 

in molecular species of (A) PC, (B) PE, (C) LPC, and (D) LPE. Correlation plots were presented with each metabolite value (point) plotted 

along a linear regression line (blue) with a 95% confidence interval (blue area). ‘GM vs. DM’ represents the fold change between the control 

group and the differentiation group. ‘DM vs. WHS 200’ represents the fold change between the differentiated group and the WHS 200 μg/mL 

treatment group. GM denotes the growth media group (control); DM denotes the differentiation media group (differentiation); WHS 200 denotes 

the differentiated group treated with WHS at 200 μg/mL. 



 

Supplementary Figure S3. The significant differences between sampling groups in molecular species of (A) phosphatidylcholine (PC), 

(B) phosphatidylethanolamine (PE), (C) lysophosphatidylcholine (LPC), and (D) lysophosphatidylethanolamine (LPE), composed of 

relatively short-chain saturated fatty acids and those composed of long-chain polyunsaturated fatty acids. DM denotes the differentiation 

media group (differentiation); WHS denotes the differentiated group treated with WHS at 50, 100, 200 μg/mL. Graphs are presented as mean ± 

SEM (n=5, **p < 0.01 vs.GM; #p < 0.05 vs. DM; ##p < 0.01 vs. DM). 


