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Figure A2. Genome wide differential histone marks in H3Ac, H3K4me3, and H3K27me3 
modifications. Read density in ±5 kb of any known transcriptional start site for each marker are 
clustered and visualized in a heat map that consists of three panels in the order of Ac, K27, and K4 
(from left to right). A selected cluster with differential density profile centralized at the transcription 
start sites are marked under the blue lines, which shows a slight correlation (Pearson coefficient, r = 
0.29) between K4 and Ac modifications while no correlation (Pearson coefficient, r = 0.09) is observed 
between K4 and K27 modifications due to maternal high fat( HF) diet. HC, HF-diet exposed treatment. 

 

 


