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Figure 1. HuR binding sites on ARID1A 3’UTR. ARID1A 3’UTR region showing potential HuR-

binding sites by two different online tools (starBase and RBP map). It also shows the relative position 

of PstI cleavage that delimits segment-1 and segment-2. The arrow shows a region on ARID1A 3’UTR 

that contains common predicted HuR binding sites that are also highly conserved in 100 species. 
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Figure 2. HuR and ARID1A expression levels correlate in vivo. (A-C) TCGA study shows elevated 

levels of HuR mRNA (A_23_P388681) and ARID1A mRNA (A_24_P92951) with moderate correlation 

in breast cancer patients. (D-F) Stickeler study shows elevated levels of HuR mRNA (A_23_P388681) 

and ARID1A mRNA (A_24_P92951) with a strong correlation in TNBC patients. (G) Disease free 

survival curve of breast cancer patients expressing high levels of both HuR and ARID1A. 


