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Supplementary Figure S8A.

Protein quantification is performed by ImagelJ analysis from Figure 1A



Supplementary Fig. S8B
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Supplementary Figure S8B.

Protein quantification is performed by ImagelJ analysis from Figure 1B (Left panel). FOXO3 protein
quantification is shown in bar diagram with mean+/-SEM from three independent experiments (Right
Panel).
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Supplementary Figure S8C
Protein quantification is performed by ImageJ analysis from Figure 2B
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Supplementary Figure S8D
Protein quantification is performed by ImagelJ analysis from Figure 4A
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Supplementary Figure S8E
Protein quantification is performed by ImagelJ analysis from Figure 5B
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Supplementary Figure S8F
Protein quantification is performed by ImagelJ analysis from Figure 6A



Supplementary Fig. S8G

BT474 BT474 LapR
siNSC + - + - + - + -
siSIRT6 - + - + - + - +
Lapatinib (8h) - - + + - - + +
40 kDa
1.00 0.28 1.35 0.59 1.00 0.30 1.37 0.50

EP300
260 kDa

1.00 2.68 3.30 3.33 1.00 1.99 2.29 1.08
Ac-FOXO03 110 kDa
(K242/K245)
80 kDa
1.00 1.51 1.55 2.13 1.00 1.07 1.27 1.21
P-FOXO3
(T32) 80 kDa
1.00 1.48 0.45 0.42 1.00 0.40 0.82 1.21
1.00 1.51 1.93 2.10 1.00 0.94 1.48 1.53
30 kDa
p27Kip1
1.00 2.14 1.83 3.33 1.00 1.65 1.62 2.21
Bim
1.00 2.34 2.00 2.77 1.00 0.47 1.67 2.68
Ac-p53 (K382) 50 kDa
1.00 1.95 2.85 3.02 1.00 0.91 1.13 1.60
p53
50 kDa
1.00 1.56 2.00 2.27 1.00 1.03 1.20 1.20
B-tubulin
50 kDa
Supplementary Figure S8G

Protein quantification is performed by ImagelJ analysis from Figure 6B
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Protein quantification is performed
by Imagel analysis from Figure 7B
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Protein quantification is performed
by Imagel analysis from Figure S7A
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Supplementary Figure S8K
Protein quantification is performed
by Imagel analysis from Figure S2A
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Protein quantification is performed by ImageJ analysis from Figure S7B
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Supplementary Figure S8L
Protein quantification is performed
by Imagel analysis from Figure S2B
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Supplementary Figure S8M
Protein quantification is performed by ImagelJ analysis from Figure S4A



