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Whole dataset analysis (FBP + IR) Subgroups analysis (FBP, IR)
881 features extracted from IBEX 881 features extracted from IBEX
428 identical features 428 identical features
453 features 453 features
31 unstable features 31 unstable features
(OCCC < 0.95) (OCCC<0.95)
422 features 422 features
254 unrobust features
due to different
reconstruction
algorithm (ANOVA)
168 features

Figure S1. Number of radiomic features selected as the most reproducible, robust and reliable.
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Figure S2. ROC curves for prediction of positive lymph nodes in (a) the training set with FBP
algorithm; (b) the validation set with FBP algorithm; (c) the training set with IR algorithm; (d) the
validation set with IR algorithm according to clinical *, radiomics and clinical-radiomics models *. (*
clinical model includes site and nodule size as independent variables; * For the FBP algorithm: the
clinical-radiomics model includes site, nodule size and radiomics score. For the IR algorithm: the
clinical-radiomics model includes site and radiomics score. Nodule size was not included because of

overlapping with the radiomic feature Shape_Max3DDiameter).



