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Figure S1. High-throughput sequencing data output and post-QC results. 

 

Figure S2. The expression of LINC01615 was decreased after knockdown of SIPA1. Real-time RT-

PCR was used to detect the relative expression of MIR100HG, LINC00702, LINC01615, 

LINC02544, SERTAD4-AS1 and FENDRR in BT549 and BT549/sh-SIPA1 and MDA-MB-231 and 

MDA-MB-231/sh-SIPA1 cells. Data represent the means ± SD. **P < 0.01. 



 

 

Figure S3. The expression level of LINC01615 was negatively correlated with the prognosis of 

breast cancer. Survival analysis of MIR100HG, LINC00702, LINC01615, LINC02544, SERTAD4-

AS1 and FENDRR in breast cancer patients. 

 

Figure S4. LINC01615 expression is elevated in breast cancer tissues. Differences in the expression 

levels of MIR100HG, LINC00702, LINC01615, LINC02544, SERTAD4-AS1 and FENDRR in breast 

tumor tissues and normal breast tissues. 
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Figure S5. Original Western Blot. 


