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Figure S1. Association of GALNT1 expression with clinicopathological features in the GSE96058 

cohort. Boxplots of GALNT1 expression by subtype (ER-positive/HER2-negative, HER2-positive, and 

triple-negative breast cancer (TNBC)), histological grade (G1-G3), and lymph node metastasis (N-negative 

and N-positive) in the GSE96058 cohort. Significant difference among groups was calculated by the 

Kruskal-Wallis and Mann-Whitney U tests.  

 

 
 

 

 



 
 

Figure S2. Association of GALNT1 expression with clinical aggressiveness in AYA patients. Boxplots 

of GALNT1 expression by clinical factors; subtypes (ER+/HER2-, HER2+, TNBC), Nottingham grade (G1-

3), and lymph node metastasis (N-/N+), in the METABRIC and GSE96058 cohorts. Significant difference 

between groups was calculated by the Kruskal-Wallis and Mann-Whitney U test. ER, estrogen receptor; 

HER, human epidermal growth factor receptor; TNBC, triple-negative breast cancer.  

 

  



 

 
Figure S3. Association of GALNT1 expression with stromal fraction and mutation count in breast 

cancer of AYA patients. Boxplots of the infiltration fraction of stromal cells; fibroblasts, mvE 

(microvascular endothelial cells), lyE (lymphatic endothelial cells), and pericytes by low and high GALNT1 

expression groups in the METABRIC and GSE96058 cohorts. (B) Boxplots of mutation count by low and 

high GALNT1 expression groups in both cohorts. Significant difference between two groups was calculated 

by the Mann-Whitney U test.  

 

 


