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Figure S1. (a) HmaL1 amino acid sequence. Negatively charged amino acids are indicated with a 
yellow background and positively charged with a green one. α-helices are shown as blue cylinders 
and β-strands as red arrows; (b) Stereo view of Cα trace of HmaL1 model. Cα atoms of charged amino 
acids are shown with circles (black for negative charge, grey for positive one). HmaL1 positively 
charged cluster unique among L1 proteins is indicated by side chains. 


