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6ETZ 1 MSVETPSALADSSPHTAPGSAGRSLELGAADIQDLESFEAGRGALPARAYLQSDAPRLSL 60
5EUV 1 - 0
6ETZ 61 NGEWQFRLSPGSRVAP--DDGWQLGEALNGFESLPVPSSWPMHGHGAPAYTNVQFPFAVE 118
sEuv % el RV OKLNHGH P AR e ChADBA—-—tPiAGE 27
6ETZ 119 PPHVPEANPIGDHLVVFE--AGPEFFPH---——-—-—-——————-— -ALLRFDGIESAGTVWLNG 163
5EUV 28 TVTLII’H I!IZ.X\:I]E)I‘.I.’ILSYILDETé&é&NQRVIAWDDAWQGRRVQLILIl'ILmMé 86
6ETZ 164 VELGTTRGSRLAHE-------— FDVSGILEQGENTLAVRV-—=—=—=—————— -AQFSAASYV 202
S5EUV 87 \ll'QV ——————— VP!J!IPDGY TPFV);[l)I:,';'I.DI:III.I.RI.’CLDIEILVT\IIILIDGSENPAI PPFGPIxéIDYLTJ{A 140
6ETZ 203 EDQDMWWLPGIFRDVTLQARPAAGIDDVFEFVHAGYDHI TGEGILKVEASRGGQAIDAVVRV 263
sEuv 41 e CTYROVHLMVEPER -~ e meem AL TNARILTPDALSDAKIV- VIR 175
6ETZ 264 PELAL----—--—-——————-— ELAAG--—---— TEVRVPAVEPWSAEVPKLY--EAAVSAAGES 302
S5EUV 176 El’]!!\‘ITAPGPVRARLLDGDREI I}!}LTEGEGELflL‘LAGLTGLSLVlWé TDN]!’QIl_.SlfTV]!!LTLPDSéDV 235
6ETZ 303 VALQIGFRSIAIEDAQFKVNGRRILLRGVNRHEHHPRLGRVVPRDVVEAELRLMKQHNI - 342
sEuv 236 DTN R RTAR NG RN GOPIKL RO LNRHO ST AHOCYAACRIAGERDAR TVR-FDLC 295
6ETZ 343 -NAIRTSHYPPHPQFLALADQLGFYVVLECDLETHGFESAGWAQNPSDDPQWEDALVDRM 397
5EUV 296 CI!IMVIIR'l'éI!I'IfPI‘QSTWFl']l..DRCI;EIéL L‘IIFFL ———————— ]-l‘.IPCl-}VIVQH——ié]lDQAJIQI;RS‘LIIDNV 343
6ETZ 398 RRTVERDKNHASVVMWSLG- GTGRNL-AAMSRWTKDRDPSRPIHYEGD----WSSEH 448
sEuv 304 RV TRONNE STV HOVR I A N DT Y VR TALARELD PTRAL - ~COVRCITOSEN 309
6ETZ 449 V-DVYSR--MYASQAETALIGQ---GIEPALNDAALDARRRAMPFEFVL IGNGPGG 528
sEuv 400 LEDVYTVNDF 1 LDESEL PLINKPRIAL RPTERVIGE - -KKPVEYIVAES - er 450
6ETZ 529 MSEYQALFEKYPRIMGGFVWEWLEHGI----TVSTADG--—-—-—————= VDHYGYGGDFG 573
- 451 MPPTKA-——QDPEL-— - - ROMERVIRHLEVINARHGDPAISGCIGHOMEDYNTIIOFE 501
6ETZ 574 EEVHDGNFVT-DGLVDADRRPR----—-——-—————-— PGLLDFKKVIEPLRIDVARDWTGEFT 619
sEuv 502 A - CORICHHGVMD L WREPKEAARAY GSQKPPSEGT - VMEBVIF - Womm— 543
6ETZ 620 LRNGQDFADTSAFSFRYEVEADGGALDGGTVDVAPVAPQSETVVELPGSVAALAAGLSDG 679
S5EUV 544 ------—mm PI;RéERNICI;CI;VLPLIVLTNCD};VEF}:‘.CA(!; ———————————— 571
6ETZ 680 RPAVLTVRAVLGADSAWADAGHEVAWGQSVREPGAPVPPAPVEPVQVQODSELTLGPVVE - 739
- 572 o RO R e R PHL PRP PV IDHRHT SARRLCONGUSWE 610
6ETZ 740 -SRATGMPTSIGGVPV--—--—-—-— EKLGLTLWWAPTDNDLGREWGGADERPLATQWKDAGL 790
- 611 PERITCH- - LNGROVALREYVADPLPTTLOTAD- DRDTLPADCH IDIRALRALDQVE- 666
6ETZ 791 NRL----——-—-—-—————-— HTRLLGISANPGQDGGETLTVR---—-—-—--— TRVSAADKQYGVLVD 830
sEuv 667 NRLPFLDAGIAVIVDGYARLICHDLRIL OCCT oML RLTCDAGTI R TARPOEVEAYA 726
6ETZ 831 YTWSTDGETVGLRTQVRRDGTWVNRGFEVEWARIGLEFVLGEETELVSWFGQGPHQSYPD 890
SEUV 727 TV----—- 'Irxlnl, ————————————————————————————————————————————————— 731
6ETZ 891 TGQGARAGWFSLPLAKMDVEYVRPQECGARSGSRSAALQLGGRTLEICGDPFALTVRPYS 950
5EUV 732 —————— 731
6ETZ 951 QDVLDAAAHRPDLKADGRTYLYVDHALRGVGTAACGPGVLEQYRLKPRDADFILTLKVRS 1010
5EUV 732 ————— 731

Figure S1. The sequence alignment of ArthBDG and ParBDG performed using EMBOSS Needle Pairwise
Sequence Alignment. The sequence similarity is 35%, and identity only 17.6% with 47.3% gaps. Catalytic amino
acids marked with red boxes.
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Figure S2. Biochemical oligomerization assays of ArthBDG. (a) SDS-PAGE analysis stained with Coomasie
Brillant Blue G; lane 1 protein molecular-weight markers (Thermo Fisher Scientific), lane 2 ArthBDG; (b) V/Vo
versus log MW calibration curve for separation of proteins on a Superdex 200 10/200 GL column with ArthBDG
marked red (Ve, elution volume; Vo, void volume); (c¢) chromatographic separation of the fraction containing
active ArthBDG by gel filtration on a Superdex 200 10/300 GL column.



