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Supplementary Table S1: A comparative analysis of CellMAPtracer against other tracking tools.
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Braincells ! Free Win No Auto No No No No No
CellMAPtracer Free Win/Lin/Mac/Matlab Yes Semi Yes Yes Yes Yes Yes
CellProfiler & Free Win/Lin/Mac Yes Auto No No No No No
CellTrack ¥ Free Win/Lin/Mac No Auto No Limited Limited No No
CellTracker Free Win No Semi No Limited Limited No No
ClusterTrack Free Matlab Yes Auto No No No No No
DcellIQ 7! Free Matlab Yes Auto Yes No No No No
DeepCell ® Free Python/Image) Yes Auto Yes Yes Yes No No
DeepTree Free Python/Image) Yes Auto Yes Yes Yes No No
DIAS bol Paid Win/Mac No Auto No No No No No
DYNAMIK 1 Free Matlab Yes Auto Limited No No No No
FastTracks 2 Free Win Yes Auto No No No No No
FUCCI]J 131 Free Image) No Auto Yes Yes Yes No Yes
ICY il Free Java Yes Auto No No No No No
ImarisTrack Paid Win/Mac No Auto Limited Yes Yes No No
LevelSetTracker 116! Free Matlab Yes Auto No Limited Limited No No
LineageTracker 1" Free Imagel No Auto Yes No No No No
ManualTracking ® Free Image) Yes Manual Limited Limited Limited No No
MetaMorph ! Paid Win No Auto No No No No No
MTrack] 2 Free Image) Yes Manual No No No No No
NucliTrack 21 Free Win/Lin/Mac Yes Auto Yes Yes Yes No No
ParticleTracker 122 Free Image) Yes Auto No No No No No
QuimP 23! Free Image) No Auto No No No No No
TLA 24 Free Matlab Yes Auto No No No No No
TrackMate %! + StarDist 126! Free Python/Fiji Yes Auto Yes Yes Yes No No
TrackMate ! + FastFUCCI ! | Free Fiji Yes Auto Yes Yes Yes No Yes
tTt 128 Free Win Yes Semi Yes Yes Yes No No
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