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Supplementary Table 1: Primers used in this study.

Primer Direction Sequence (5’-3") !
Cloning primer
MBH510 For. gtcgg TACCAACTGAAACAGTTTATGGAC
MBH511 Rev. gtgctcgagACGAATAAAATCTTCATAGTTCACATCC
MBH512 For. GATATTATTTGCTAGTAGGAATTCTG
MBH513 Rev. gtcgagCTCCATATTCAACGAAATTGTAG
VM11_PtpA_pRMC2 For. tatGGTACCGGGATATAACTACATAGT
VM11(1)_ PtpA-spot-Ct_Gib  Rev. CACGAACACGATCTGGCCCTTCTTTCAAATTTGC
VM11(2)_ PtpA-spot-Ct_Gib  For. GCAAATTTGAAAGAAGGGCCAGATCGTGTTCGTG
VM26_PtpB_pRMC2 For. TAAGCTTGATGGTACATTATTAAAGGATGTGAACT
VM27_PtpB-spot-Ct_Gib Rev. ACGATCTGGTGACCCGCAAATAATATCTTTTAATT
VM28_PtpB-Spot-Ct_Gib For. AAAGATATTATTTGCGGGTCACCAGATCGTGTTCG
VM29_Spot-Ct_pRMC2 Rev. GACGGCCAGTGAATTCTAAGAACTCCAATGTGATA
VM49_SecA_pRMC2 For. TAAGCTTGATGGTACAACAGTTTTTTAGCTAAAGGAGC
VMB50_SecA-spot-Ct_Gib Rev. ACGATCTGGTGACCCTTTTCCATGGCAATTTTTGAAT
VMb51_SecA-spot-Ct_Gib For. AATTGCCATGGAAAAGGGTCACCAGATCGTGTTCG
qRT-PCR primer
ahpC For. TCCAACTGAATTAGAAGACT
ahpC Rev. GAGAATACATTTACGCCTAAT
crtM For. ACAGTAGGTGAAGTATTGAC
crtM Rev. ATCGTATGTCTGATGTGTTT
gyrB For. GACTGATGCCGATGTGGA
gyrB Rev. AACGGTGGCTGTGCAATA
hla For. AACCCGGTATATGGCAATCAACT
hla Rev. CTGCTGCTTTCATAGAGCCATTT
katA For. AATGGACAATGTATATTCAAGT
katA Rev. ATCAAATGGATTATCTTTATGGT
sodA For. ACCAAGATAATCCATTAACTGA
sodA Rev. ATTTTAGGTAATAAGCGTGTTC
sodM For. CCAAGATAATCCATTAACAGAA
sodM Rev. CCAAACATCAAATAGTAAGATTG

1 Small letters represent nucleotides that do not fit with the target sequence. Restriction sites used for cloning are
underlined.



Supplementary Figure 1

1 10 20 30 40
PtpB_S_aureus = ....... MK I|LF VT[S T 5 LARS IAKEVMP . . . .NH. . . QFE IFAV.[NNQGV
YwlE_B_subtilis ....... MD|I|IF V(e T[e}) T[A:¥FIMAINALFKS IAEREGLNV . . . NV| VFAS.PNGKA
Wzb_E coli  ..... MFNNILVV, RLLQRYHP. .. .EL...KVE LGAL.[VGKGA
AmsI_E_amylovora ..... MINS|ILVV[E I[N I[:IITGHRLLKAALP. .. .ER. . .KI LKAM.VGGSA
Etp_E_coli .MAQLKFNS|I|LVV[eT[E I[:FJITGIIRLLRKRLP . . . .GV. . .KVK VHGL .[VKHPA
PtpA_S_aureus = ...... MVDVAF V[e{L{el T[ed:¥3IMAIHA IMRQRLKDRNIHD . I . KV/H TGSWNLGEPP
YfkJ_B_subtilis ...... MISVILF VELEN I{:¥FIMAINAIFRDLAAKKGLEGKI . KAD IGGWHIGNPP
PtpA_M tuberculosis ...MSDPLHVTF V[¢T[e}) I[e}:¥}IMAIHKMFAQQLRHRGLGDAV . RV|T| TGNWHVGSCA
Acpl_H_sapiens .MAEQATKSV|LF V[L[e} I [} ¥}J T AIAVFRKLVTDQNISENW . RVD TSGYEIGNPP
Ltpl_S_cerevisiae MTIEKPKISVAFI AIFKHEVEKANLENRFNKZID TSNYHVGESP
59 69 7(_) 89 99
PtpB_S_aureus SNYVEDLVEEHHLAE[T . TLSQQF TEADLK ILTMSYSHKELI...EAHFG.LQNH
YWlE_B_subtilis TPHAVEALFEKHIALN . HVSSPLTEELME SABLVLAMTHQHKQII. . .ASQFGRYRDK
Wzb_E_coli DPTAISVAAEHQLSLEGHCARQISRRLCRNYPLILTMEKRHIERL. . . CEMAPEMRGK
AmsI_E_amylovora DETASIVANEHGV/SLOQDHVAQQOLTADMCRD SPILILVMEKKHIDLV. . . CRINPSVRGK
Etp_E_coli DATAADVAANHGV|SLEGHAGRKLTAEMARNY]BLILAMESEHIAQV. . . TAIAPEVRGK
PtpA_S_aureus HEGTQK|[ILNKHNIPFDGMISELF . . EATDDF|)YIVAMDQSNVDNI. .. .KSINP.NLK
YfkJ_B_subtilis HEGTQE[ILRREGI|SFDGMLARQVSEQDLDDF[])YIIAMDAENIGSL. . . . RSMAGFKNT
PtpA_M tuberculosis DERAAGVILRAHGYPTDHR.AAQVGTEHLAA.PLLVALDRNHARLL. .. .RQLGVEAAR
Acpl_H_sapiens DYRGQSICMKRHGIPMSHV.ARQITKEDFATF]Y/ILCMDESNLRDLNRKSNQVKTCKAK
Ltpl_S_cerevisiae DHRTvsﬂCKQgGyKIEHK .GKQIKTKHFDEY])YIIGMDESNINNL. . KKIQPEGSKAK
109 11(_) 129 139
PtpB_S_aureus VF[TLHEY. . . VKEA . GEV] GGTKEMYVHTYEELVSLILKLKDIIC.........
YwlE_B_subtilis VF/TLKEY. . .VTGSHGDYV| GGSIDIYKQTRDELEELLRQLAKQLKKDRR. . ...
Wzb_E_coli VMLFGHW. . .DNEC. .EI RKSRETFAAVYTLLERSARQWAQALNAEQV. . . ..
AmsI_E_amylovora TMLFGHW. . .INQQ. .EIA KKSRDAFEAVYGVLENAAQKWVNALSR. . ......
Etp_E_coli TMLFGQW. . .LEQK. .[EI RKSQDAFEHVYGMLERASQEWAKRLSR. . ......
PtpA_S_aureus GQLFKLLEF . SNMEESDV| YTN. .NFEGVYDMVLSSCDNLIDYIVKDANLKEG.
YfkJ_B_subtilis SHIKRLLDYVEDSDLADYV| YTG..NFEEVCQLIKTGCEQLLASIQKEKQL. . ..
PtpA M tuberculosis VRMLRSFDPRSGTHALDYV| YGDHSDFEEVFAVIESALPGLHDWVDERLARNGPS
Acpl_H_sapiens IELLGSY...DPQKQLII YGNDSDFETVYQQCVRCCRAFLEKAH. . .......
Ltpl_S_cerevisiae VCLFGDWNTNDGTVQTI I YGDIQDFEYNFKQITYFSKQFLKKEL. ........

Supplementary Figure 1: Alignment of LMW-PTPs. Sequence alignment of LMW-PTPs from various species
(the sequence names consist of the protein name followed by the source organism). Conserved residues are
highlighted in red. The characters in red represent the conservative residues. This figure was created using the
ESPript server (Robert & Gouet, 2014).
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