
 

 

Figure S2. Nucleotide dot plot analyses. Alignments of the contigs from the hybrid MaSuRCA 

assembly in which the insertion events occurred (y-axis) against the reference genome and 

against the pOLK4 vector sequence (x-axis) for each transformant (A) T3, (B) T6, (C) T12, (D) 

T14, (E) T16. The length of the assembled contigs and the reference are found in Table S6. Black 

arrows indicate the insertion site. Red lines correspond to alignments in the same sense as the 

reference chromosome sequence and blue lines to antisense alignments. 


