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Figure S1. Heatmap of short reads from untransformed (NTx) and transformed (Tx) lines
mapped to chromosome 19 of the reference O. tauri RCC1115 genome (369,517 bp), showing
the large deleted region in the T14 clonal line. Note the coverage of short reads in the deleted
region was not uniformly zero as the chromosome contains many intrachromosomal repeated
sequences that are expected to recruit short reads.



