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Supplementary Figure S1. Gene expression affected by post-stroke BM treatment in mice. (A-B) Scatter and Volcano plots
showing gene changes in LM-LM treated (1 = 5 mice). (A) and Tg-LM treated mice (1 = 5 mice). (B) 24 hours after tMCAo

compared to unlesioned control mice (1 = 11 mice).
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Supplementary Table 1. Genes changes identified by comparison.
Ctl tMCAo tMCAo [ Upregulated genes
Vs. Vs. (LM- - Downregulated genes
LM) vs.
tMCAo tMCAo tMCAo | tMCAo | tMCAo | tMCAo
(LM-LM) | (Tg-LM) | (LM- | (Tg-LM) | (Tg-LM)
LM)
Arg1 Arg1 Arg1
- Btg1 Cpvl
Cxcr2 Cer1 Cxcr2
Fabp4 Ccer7 Hp
Fpr1 Cfd 1
111r2 Cxcr2 Mmp12
S100a8 Fabp4
S100a9 Fpr1
Slpi Hp
ler3
11r2
I1rn
H2-Aa Mmp12
S100a8
S100a9
Slpi
Srgn

Tnfrsf12a
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