
 

Figure S1: CRISPR-mediated generation of a C/EBPδ TAD mutant. (A) Overview of C/EBPδ showing the transactivation domain; the basic DNA binding region and 

the Leucine zipper. (B) Guide RNAs binding to opposite sides of the TAD results in CAS9 dependent deletion of the region between the guides. (C) PCR analysis of 

DNA isolated from RAW cells after CRISPR-mediated TAD deletion. (D) Sequence analysis of genomic DNA in WT RAW cells or (E) ΔTAD cells. The latter cells show 

an in frame deletion of TAD. (F) RT-PCR (mRNA) analysis of WT; KO and ΔTAD cells with WT; TAD or KO specific primers.



Figure S2: Genomic DNA and protein sequence of wild type, C/EBPδ knock out and C/EBPδ ΔTAD 

RAW264.7 clones. The transactivation domain is indicated in red in the wild type sequences. 



 

Figure S3. Relative CEBP and NF-Y family member expression in monocytes and macrophages. 

Heatmap of the expression ratio of C/EBP and NF-Y family members in monocytes differentiated and 

activated with different stimuli (data derived from GSE46903). 


