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Abstract: Monocytes are highly plastic innate immune cells that display significant heterogeneity dur-
ing homeostasis, inflammation, and tumorigenesis. Tumor-induced systemic and local microenviron-
mental changes influence the phenotype, differentiation, and distribution of monocytes. Meanwhile,
monocytes and their related cell subsets perform an important regulatory role in the development
of many cancers by affecting tumor growth or metastasis. Thanks to recent advances in single-cell
technologies, the nature of monocyte heterogeneity and subset-specific functions have become in-
creasingly clear, making it possible to systematically analyze subset-specific roles of monocytes in
tumorigenesis. In this review, we discuss recent discoveries related to monocytes and tumorigenesis,
and new strategies for tumor biomarker identification and anti-tumor immunotherapy.

Keywords: monocytes; tumorigenesis; tumor microenvironment; myeloid-derived suppressor cells;
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1. Introduction

Monocytes are short-lived mononuclear phagocytes that circulate in the blood and
efficiently extravasate into tissues. Under normal physiological conditions, monocytes orig-
inate from common myeloid progenitors (CMPs) in bone marrow, where CMPs further de-
velop into granulocyte and monocyte precursors (GMPs), then monocyte and dendritic cell
precursors (MDPs). After a series of developmental processes, MDPs give rise to common
monocyte progenitors (cMoPs) that subsequently turn into classical monocytes [1–3]. Ma-
ture monocytes are a heterogeneous population of immune cells which can be divided into
two categories in mice based on surface markers, namely, Ly6ChiCX3CR1lowCCR2+ (clas-
sical) and Ly6ClowCX3CR1hiCCR2− (non-classical) cells, and three categories in humans,
including CD14hiCD16low/− (classical or inflammatory), CD14lowCD16hi (non-classical or
patrolling), and CD14hi/midCD16+ (intermediate) [1,4].

Tumorigenesis can result from genetic mutations along with uncontrolled tumor cell
growth and immune tolerance. Monocytes and their derived cells, such as myeloid-derived
suppressor cells (MDSCs) and tumor-associated macrophages (TAMs), are frequently found
in the tumor microenvironment (TME) and are involved in tumor development, angio-
genesis, metastatic spread, chemotherapy resistance, and immune suppression. However,
the biological functions and clinical implications of different monocyte subsets are far
from fully elucidated. Recently, advances in single-cell sequencing, cytometry by time
of flight (Cytof), and other techniques have helped identify previously unrecognized or
indistinguishable subsets of monocytes. Their fates and specific functions in TME are being
elucidated, which significantly enrich our understanding of how monocytes and their
subsets directly affect the biological processes of tumorigenesis.

In this review, we first focus on the phenotypical and functional remodeling of mono-
cytes by tumor cells. We then discuss the roles of monocytes and monocyte-derived cells in
regulating tumor growth and metastasis. Finally, we discuss new cancer immunotherapeu-
tic strategies targeting monocytes.
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2. The Global Effects of TME on Monocytes

Monocytes originate from bone marrow and migrate to inflammatory sites to perform
their functions, where they can locally differentiate into macrophages or dendritic cells.
In general, monocytes and monocyte-derived cells serve three main roles in the immune
system, which are phagocytosis, antigen presentation, and cytokine production. In defense,
tumor cells remodel them in TME in favor of tumourigenesis by affecting their numbers,
phenotype, differentiation, and function.

2.1. The Effect of TME on the Population and Phenotype of Monocytes

Inflammation is believed as one of the inevitable consequences during tumorigenesis,
leading to the recruitment of inflammatory cells, such as monocytes, to tumor sites via
the bloodstream. This explains the significant increases in the number and proportion of
monocytes in cancer patients. For example, a higher proportion of classical and intermediate
monocytes in the peripheral blood of non-small cell lung carcinoma (NSCLC) patients
is observed and compared with those of healthy donors. The counts of monocytes are
especially high in patients with histories of smoking, drinking, and liver metastasis [5]. A
higher count of CD163-expressing intermediate monocytes is seen in breast cancer patients
compared with healthy women [6]. This change seems cancer-type-dependent as the level
of intermediate monocytes is significantly lower in squamous cell carcinoma of the head
and neck (SCCHN) than that in healthy donors [7]. Similarly, a significant expansion
of non-classical monocytes is observed in endometrial and breast cancer patients when
compared with healthy controls [8], while a marked decrease in monocytes was detected in
both cholangiocarcinoma (CCA) and hepatocellular carcinoma (HCC) patients before and
after surgical procedures [9].

Given the fact that monocyte counts vary across different cancer types, the proportion
of monocytes in peripheral blood that correlate with inflammation status may serve to
be a prognostic indicator of cancer prognosis. A study highlights the role of peripheral
blood absolute monocyte count (AMC) as a potential prognostic marker. In the study, the
AMC level of multiple myeloma goes beyond the defined range, indicating inferior overall
survival in patients [10]. Signal regulatory protein α (SIRPα) is a receptor-like transmem-
brane protein that suppresses both macrophage phagocytic function and inflammatory
signaling. The SIRPα-CD47 interaction has been identified as a “self” signal for normal
cells to avoid auto-attack by phagocytes. Notably, tumor cells have been shown to protect
themselves by expressing high levels of CD47 [11]. Furthermore, more in-depth clinical
research reports that increased numbers of CD14+SIRPαhi monocytes are associated with
inferior survival of follicular lymphoma, whilst an increased number of CD14−SIRPαlow

subsets is correlated with better survival [12]. Changes in the number of monocytes can
be used to predict patients’ responsiveness to anti-tumor therapy before surgery. This is
because more CD163-expressing monocytes expand and are recruited into tumor sites after
neoadjuvant chemotherapy (NAC). A significantly lower amount of CD14lowCD16hiHLA-
DR+ non-classical monocytes in patients is commonly associated with no noticeable clinical
responses to NAC [6].

Phenotypes of monocytes are shaped diversely within TME. Currently, next-generation
sequencing (NGS) has aided in relating alterations in the transcriptomic landscape of cancer-
related monocytes to their phenotypic characteristics. It is noted that upregulated regulators
of inflammation and monocyte migration may be correlated with elevated expression
of key factors, such as immune regulatory receptors, pro-apoptotic molecules, and pro-
angiogenic factors [6,8]. Serum levels of monocyte-derived cytokines, such as interleukin
(IL)-6, granulocyte colony-stimulating factor (G-CSF), and granulocyte–macrophage colony-
stimulating factor (GM-CSF), are also increased in lung cancer patients, particularly, G-CSF
levels are positively correlated with lung cancer severity [13]. Circulating monocytes from
pancreatic cancer patients show constitutive phosphorylation of signal transducer and
activator of transcription (STAT) family members and impaired response upon stimulation,
indicating aberrant activation and immune suppression [14]. The expression levels of
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those partners in monocytes or monocyte-derived cells aforementioned may be utilized as
indicators for tumor grading and prognosis [15].

Effects of tumor cells within TME on the phenotype of monocytes have been further
verified ex vivo. When co-culturing patient-derived monocytes with cancer cells (MIA
PaCa-2 and HPAF-II), they displayed downregulated expression of the activation marker
CD86 of M1 macrophages, suggesting compromised anti-tumor features [16]. The expres-
sion level of a cancer stemness-promoting factor CD51 [17] was increased in monocytes
when co-cultured with SCCHN tumor cells [7]. Conclusively, TME profoundly influences
the population and phenotype of monocytes and drives monocytes to develop into the
immunosuppressive phenotype within the tumor milieu.

2.2. The Effect of TME on the Differentiation of Monocytes

Factors of TME have impacts on the differentiation and ultimate fate of monocytes
(Figure 1). Upon stimulation with cytokines, monocytes can differentiate into either den-
dritic cells (DCs) or macrophages. In most cases, DCs display anti-tumor effects since they
present tumor-associated antigens (TAA) and elicit cytotoxic CD8+ T-dependent responses.
However, macrophages compete with DCs to degrade the TAA, which prevents the ini-
tiation of antigen presentation and induces immune tolerance. Apart from TAA, some
tumoral factors affect the balance of monocytes in differentiating into monocyte-derived
DCs or monocyte-derived macrophages. Retinoic acid (RA) within TME is found to drive
intra-tumoral monocytes differentiated toward TAMs but shifted away from differentiating
into DCs via suppression of DC-promoting transcription factor interferon regulatory factor-
4 (IRF4) [18]. A similar phenomenon is observed in a human melanoma model in vitro.
The supernatant of melanoma cell culture contains a high level of IL-10 which impedes
monocyte-to-DC differentiation leading to differentiation into CD163+PD-L1+ M2-like
macrophages [19]. However, it remains unclear within solid tumors how monocytes prefer-
entially differentiate into immunosuppressive TAMs rather than immunostimulatory DCs.

Monocytes account for the major source of TAMs with M2-like phenotype in
advanced tumors. In response to different environmental signals, macrophages are
polarized toward two different subtypes: classically activated macrophages (M1) or
alternatively activated macrophages (M2). M1-like macrophages are considered anti-
tumor cells with the secretion of inflammatory factors, while M2-like macrophages
are immunosuppressive with the association of initiation, progression, metastasis, and
immune evasion of tumors [20]. Interestingly, several mechanisms have been elucidated
that tumor-derived factors trigger monocyte differentiation into M2-like macrophages.
In high-grade serous ovarian carcinoma (HGSOC), a high level of transforming growth
factor alpha (TGFα) was directly related to the modulation of differentiation of mono-
cytes into M2-like macrophages and, thereby, tumor transformation [21]. Hyaluronic
acid (HA), a common component found in various tumor-associated extracellular matri-
ces (ECM) [22], was found to contribute to the development of pro-tumor, immunosup-
pressive M2-like monocytes/macrophages. This is achieved by combining the effects of
CD44 (HA receptor [23]) of THP-1 human monocytes and STAT3 [24,25]. In addition,
the expression of intercellular adhesion molecule (ICAM)-1 and vascular cell adhesion
molecule (VCAM)-1 in glioblastoma cells are enhanced by IL-1β stimulation. As a
result, the interaction between monocytes and glioblastoma cells and regulated tumor-
associated monocyte/macrophage polarization are enhanced [26]. Soluble IL-6 receptor
(IL-6sR) and JAK-STAT signaling pathway have been found to promote differentiation
of human monocytes into the CD14+CD163+ and CD206+ TAMs, respectively, when
monocytes are co-cultured with ovarian cancer SKOV3 cells, and the differentiated
TAMs acquire the ability to promote SKOV3 cell proliferation and invasion [27].
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IL-10, Interleukin 10; TGFα, Transforming growth factor alpha; IRF4, Interferon regulatory factor 4; 
USP12, Ubiquitin specific peptidase 12; ICAM-1, Intercellular adhesion molecule 1; VCAM-1, 
Vascular cell adhesion molecule 1; HIF-1α, Hypoxia-inducible factor 1α; IL-6sR, Soluble interleukin 
6 receptor. 
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Figure 1. Factors in TME are driving the differentiation of monocytes into pro-tumoral macrophages
while blocking the development of anti-tumor DCs. SPP1, secreted phosphoprotein 1/osteopontin;
IL-10, Interleukin 10; TGFα, Transforming growth factor alpha; IRF4, Interferon regulatory factor
4; USP12, Ubiquitin specific peptidase 12; ICAM-1, Intercellular adhesion molecule 1; VCAM-1,
Vascular cell adhesion molecule 1; HIF-1α, Hypoxia-inducible factor 1α; IL-6sR, Soluble interleukin
6 receptor.

Emerging evidence suggests that TAMs are mixed cell populations with differential
expression of both M1 and M2 markers, especially at an early stage of cancer. For example,
both classical tissue monocytes and TAMs co-express M1/M2 markers, T cell co-inhibitory,
and co-stimulatory receptors at an early stage of human lung cancer [28]. Hence, by
temporally and spatially conditioning monocytes during their differentiation, monocyte-
derived M1-like TAMs have the potential to reprogram to M2-like TAMs under extreme
tumor conditions. In fact, tumor-derived lactic acid induces M2-like polarization of TAMs
in the presence of hypoxia-inducible factor 1α (HIF-1α) [29] and histone lactylation [30].
In addition, high acidification of TME, which may be caused by lactic acid accumulation,
induces G protein–coupled receptor (GPCR)-dependent expression of the transcriptional
repressor ICER in TAMs. As a result, it leads to the polarization of TAMs to M2-like
phenotype, promoting tumor growth [31].

2.3. The Effect of TME on the Fate of Monocytic MDSCs

MDSCs represent a group of pathologically activated neutrophils and monocytes
with immunosuppressive activity [32] which include granulocytic or polymorphonuclear
MDSCs (G-MDSCs or PMN-MDSCs) and monocytic MDSCs (M-MDSCs). M-MDSCs
are identified as CD11b+Ly6G−Ly6Chi in mice and CD11b+CD14+HLA-DR−/loCD15− in
humans [33]. Furthermore, major histocompatibility complex class II (MHC-II) is widely
used for the identification of M-MDSCs from monocytes [34]. With respect to tumorigenesis,
prolonged presence of myeloid growth factors and inflammatory signals, such as GM-CSF,
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IL-6, and IL-1β, persistently trigger pathological activation of monocytes, which leads to
the development and expansion of M-MDSC [35].

Several molecules that regulate the development of MDSCs have been identified,
including c-Rel [36], STAT3 [37], S100A8/9 [38], TIPE2 [39], and IRF8 [37]. Our group has
demonstrated c-Rel as a master effector of M-MDSC biology, which drives the expansion
and immunosuppressive activity of M-MDSC [40]. As a member of the NF-κB transcription
factor family [41], c-Rel is capable of promoting the transcription of immunosuppressive
enzymes and other M-MDSC signature genes by directing the formation of c-Rel-C/EBPβ-
pSTAT3-p65 enhanceosome [36]. Recently, we have defined a subset of M-MDSC in both
mice and human melanomas that are programmed by c-Rel enhanceosome, namely c-Rel-
dependent monocytes (rMos). These c-Rel+IL-1βhiArg1− rMos promote tumor growth
by suppressing T cell function and maintaining a suppressive TME through IL-1β-CCL2
crosstalk [42].

3. Monocytes and Monocyte-Derived Cells in Tumorigenesis

Monocytes and monocyte-derived cells that reside in TME exert dual effects by
either promoting or suppressing tumor growth (Table 1). Their heterogeneity in TME
may explain their functional diversity. Here, we focus on the connection between
monocytes and their derived cells during tumor development. Monocytes and their
derived cells with different functions listed in Table 1 are further discussed in Sections 3.1
and 3.2 below. With the help of single-cell technologies, we have been able to learn
more about the functions of monocytes and their derived cells. However, most of
the studies were performed using a limited number of cancer types. Whether the
newly discovered monocyte subsets and their derived cells are universal across different
cancer types in terms of phenotypes, signaling mechanisms, and functionality warrants
further exploration.

Table 1. Pro-tumoral and anti-tumoral functions of monocyte subsets and monocyte-derived cells in
human cancer.

Subset Cellular Origin Function Methods Cancer Type

CD66b+CD14+CD33hiCD
16−/+HLA-DR+/hi

monocytes

CD33hiCD14+

monocytes
Anti-tumoral

Display high
phagocytic activity,

matrix adhesion, and
migration, and provide
co-stimulation for T cell

proliferation and
interferon-γ (IFN-γ)

secretion.

RNA-seq and
flow cytometry

Breast cancer
and colorectal

cancer [43]

CXCL9+CXCL10+

CCL5+MHCII+

CD40+STAT1+

macrophages

- Anti-tumoral
Secrete CXCL9 to

facilitate recruitment of
protective T cells.

scRNA-seq Lung cancer
[44,45]

CSFR1+CCR2−CD68+

CD163+SIGLEC1−

macrophages;
CSFR1+CCR2−CD68+CD

163+SIGLEC1+

macrophages;
CSFR1+CCR2−CD68+CD

163−SIGLEC1+

macrophages

CD14++CD16−CC
R2+ classical
monocytes

Pro-tumoral

Engage in a tumor
cell-TAM

auto-stimulatory loop,
increase tumor cell

motility, and increase
monocyte infiltration
into the tumor site to

generate more
pro-tumoral TAMs.

RNA-seq Breast
cancer [8]
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Table 1. Cont.

TREM2+FOLR2+CD163+

macrophages
S100A8+

monocytes Pro-tumoral

Recruit suppressive
regulatory T cells (Treg)
and MDSCs to facilitate

immunosuppressive
microenvironment.

scRNA-seq Hepatocellular
carcinoma [46]

CD14+CD16+(FCGR3A)
CD81+ITGAX+CSF1R+

monocytes/macrophages
- Pro-tumoral

Secrete specific
profibrotic,

pro-metastatic growth
factors involved ECM

deposition and
remodeling.

scRNA-seq Small cell lung
cancer [47]

Subset Cellular Origin Function Methods Cancer Type

CD11b+CCR2+IL-
1βhiArg1−

M-MDSCs

CD11b+CCR2+

monocytes Pro-tumoral

Promote tumor growth,
suppress T cell

function, and maintain
suppressive TME.

scRNA-seq Melanoma
[42,48]

CD84+CD11b+/CD14+

M-MDSCs PBMC Pro-tumoral

Exhibit T cell
suppression and

increase ROS
production.

scRNA-seq Breast
cancer [49]

CD14+HLA-DRlo/−

monocytes/MDSCs

CD14+HLA-
DRlo/−

monocytes
Pro-tumoral Inhibit T cell responses. Flow

cytometry

Epithelial
ovarian

cancer [50]

Abbreviations: ECM, extracellular matrix; ROS, reactive oxygen species; STAT1, signal transducer and activator of
transcription 1; SIGLEC1, sialic acid binding Ig, such as lectin 1; TREM2, triggering receptor expressed on myeloid
cells 2; FOLR2, folate receptor beta; ITGAX, integrin subunit alpha X; CSF1R, colony stimulating factor 1 receptor;
PBMC, peripheral blood mononuclear cell.

3.1. Monocyte-Derived TAMs

There are a myriad of immunosuppressive macrophages within TME that are responsi-
ble for cancer progression, metastasis, and resistance to immune checkpoint therapy [51–53].
In most cancer models, TAMs stem from infiltrating monocytes within tumor tissues [54,55].
For example, SIGLEC1+ TAMs are highly enriched in aggressive breast cancer subtypes and
associated with shorter disease-specific survival [8]. CCL8 secreted by SIGLEC1+ TAMs
increases the infiltration of monocytes and the generation of more pro-tumoral TAMs.
Cancer cells and TAMs secrete high levels of TNF-α that further support CCL8 production
in TME. Furthermore, CCL8 stimulates breast cancer cells to produce CSF1 to support the
survival and proliferation of macrophages [8,56]. In addition, TAMs also facilitate cancer
progression by recruiting suppressive immune cells. Triggering receptor expressed on
myeloid cells 2 (TREM2), an anti-inflammatory receptor [57], is predominantly expressed
by a macrophage subpopulation residing in HCC tissues [46]. Through investigation of
single-cell transcriptomes of human HCC tissues, TREM2+ TAMs mainly originating from
S100A8+ monocytes are identified. This subset recruits suppressive Tregs and MDSCs to
facilitate immunosuppressive TME [46].

Macrophages are abundant during bone metastasis of breast cancer in humans and mice.
CD204hiIL-4Rhi macrophages are clarified as bone metastasis–associated macrophages, most of
which are derived from Ly6C+CCR2+ classical monocytes recruited by CCR2. CD204hiIL-4Rhi

macrophages promote bone metastasis of breast cancer in an IL-4R-dependent manner [58].
A study of NSCLC patient specimens identifies a pro-metastatic PLCG2-high-expressing
subpopulation in addition to the CD14+CD16+CD81+ITGAX+CSF1R+ monocyte/macrophage
subpopulation. CD14+CD16+CD81+ITGAX+CSF1R+ monocytes/macrophages secrete specific
pro-fibrotic, pro-metastatic growth factors, including fibronectin 1 (FN1), cathepsins (CTSB
and CTSD), and osteopontin (SPP1) [47].
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Although most TAMs promote tumor growth in TME, a small number of macrophages
with anti-tumor effects have also been reported. Based on the analysis of single-cell trajec-
tory data, pro-inflammatory F4/80+MHCII+Ly6Clow monocyte-derived macrophages were
identified to be associated with therapeutic response to avelumab [44]. These macrophages
are the primary source of interferon-inducible chemokine CXCL9 [59], which attracts pro-
tective CXCR3+ T cells. Baseline levels of CXCL9 in patients treated with avelumab are
correlated with clinical response and overall survival [44]. With the assistance of single cell
pseudo-time analysis, increasing TAM subtypes with vital functions have been identified
within TME. However, more experimental research is needed to define the precise roles of
these subpopulations of monocyte-derived TAMs.

3.2. Monocytic MDSCs

MDSCs perform an important role in tumorigenesis and progression of cancer by
primarily inhibiting T cell proliferation and activation via direct interaction, metabolic
depletion, and cytokine modulation [35,60,61]. For instance, M-MDSCs significantly pro-
mote the activation of dormant micro-metastatic cells compared to PMN-MDSCs [62,63].
In acute myeloid leukemia (AML), elevated M-MDSC count is significantly associated with
poor prognosis [64]. Circulating CD14+HLA-DRlo/− monocytic MDSCs as an immune
suppressive subset have potential clinical relevance for epithelial ovarian cancer progres-
sion [50] and HCC patients treated with trans-arterial radioembolization [65]. M-MDSCs
are negatively associated with therapeutic response to immunotherapy, particularly CAR-T
therapy [66–69], and with chemotherapy resistance [66,70].

M-MDSCs acquire immunosuppressive phenotypes in TME through multiple mecha-
nisms (Figure 2). Cell adhesion signatures, such as integrin β1 and dipeptidyl peptidase-4
(DPP-4), which are expressed at high levels in murine and human M-MDSCs, act as
regulators for tumor-promoting functions of M-MDSCs in glioblastoma [71]. Leukocyte
immunoglobulin-like receptor subfamily B member 4 (LILRB4) orchestrates polarization
of M-MDSCs [72,73] and suppresses the secretion of miR-1 family miRNAs, facilitating
tumor migration and invasion [73]. Soluble heat shock protein 90α (HSP90α) is able to
convert human monocytes into immunosuppressive M-MDSC via TLR4 signaling, which
stimulates PD-L1 expression on M-MDSCs [74]. Inactivation of the type I interferon (IFN-I)
pathway is required for MDSCs in cancer to acquire immunosuppressive activity while
stabilizing Interferon Alpha/Beta Receptor 1(IFNAR1) combined with interferon induction
therapy elicits a robust anti-tumor effect [75]. Deubiquitinating and stabilizing p65 with
ubiquitin-specific peptidase 12 (USP12) impair infiltration and suppressive function of
M-MDSCs, thus increasing CD8+ T-cell response and decelerating tumor growth [76].

A low level of MHC-II stands as a significant distinction of M-MDSC compared
to monocytes. Elevated autophagy in M-MDSCs promotes the degradation of MHC-II
molecules presented on the surface and impairs the anti-tumor responses. Autophagy-
deficient M-MDSCs exhibit aberrant lysosomal degradation, thereby enhancing surface
expression of MHC-II molecules which results in sufficient activation of tumor-specific
CD4+ T cells. The decrease in lysosomal degradation of MHC-II in M-MDSCs by targeting
the membrane-associated RING-CH1 (MARCH1) E3 ubiquitin ligase indirectly attenuates
the suppressive function of M-MDSCs, resulting in markedly decreased tumor volume
and a robust anti-tumor immunity [77]. Collectively, TME reshapes the differentiation of
monocytes into M-MDSC at transcriptional and post-transcriptional levels.

Accumulation of M-MDSCs in fibrotic livers is associated with reduced tumor-infiltrating
lymphocytes (TILs) and increases tumorigenicity in both mouse models and human cancer
patients [78]. In human HCC, livers are markedly enriched with M-MDSC, with its surrogate
marker CD33 significantly associated with aggressive tumor phenotypes and poor survival
rates [79]. Activated human hepatic stellate cells (HSCs) induce monocyte-intrinsic p38
mitogen-activated protein kinase (p38 MAPK) signaling to trigger enhancer reprogramming
for M-MDSC development and immunosuppression. Treatment with p38 MAPK inhibitor
can abrogate HSC-M-MDSC crosstalk to prevent HCC growth [78].
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4. The Paradoxical Roles of Monocytes in Tumor Metastasis

Metastasis is termed the spread and colonization of tumor cells in distant tissues.
Classical “inflammatory” monocytes promote metastatic recurrence when systemic or
local inflammation escalates under therapeutic interventions for primary tumors [76,77].
In breast cancer, classical monocytes are recruited to tumor sites, where they convert to
macrophages and promote breast cancer metastasis [80]. In addition, a subset of Ym1+

Ly6Chi monocytes that promote tissue repair [81] is also involved in this process. Depletion
of Ym1+Ly6Chi monocytes inhibits inflammation-induced metastasis, whilst re-introducing
Ym1+Ly6Chi cells into naïve mice promotes lung metastasis. The highly expressed matrix
metalloproteinase-9 (MMP-9) and CXCR4 in Ym1+Ly6Chi monocytes contribute to lung
metastasis [28]. Moreover, monocytes are recently recognized to increase the invasive
potential of head and neck cancer stem cells via promoting CD44-VCAM-1mmp binding
and inducing Ezrin/PI3K activation [82,83]. Blocking monocyte-cancer interaction reverses
the invasive phenotype [84].

Inflammation-induced monocyte-derived macrophages (CD11b+CD11c+ macrophages)
increase the efficiency of early metastatic colonization in murine models [85]. Hepatocyte
growth factor (HGF), secreted by CD11b+CD11c+ macrophages, augments tumor cell sur-
vival under stress conditions in vitro. It is further validated by the finding that blocking
HGF signaling abolishes inflammation-induced early micro-metastatic lesion formation
in vivo. These findings indicate that HGF-producing CD11b+CD11c+ macrophages con-
tribute to a pre-metastatic niche and facilitate tumor cell survival within early micro metas-
tases [85]. M-MDSCs perform indispensable roles in cancer metastasis by orchestrating
complex crosstalk between breast cancer cells and surrounding stroma cells [86].

On the other hand, certain monocyte subsets may directly inhibit cancer metastasis.
When pancreatic ductal adenocarcinoma (PDAC) cells are co-cultured with undifferenti-
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ated monocytes, invadopodia formation is significantly suppressed, which can be espe-
cially ascribed to tissue inhibitor of metalloproteinase-2 (TIMP2) secreted by monocytes.
Thus, activation of TIMP2 expressing monocytes in primary tumors could pose a poten-
tial therapeutic opportunity for suppressing cell invasion and metastasis in PDAC [87].
IFN-γ-producing immune effector monocytes recruited to the lung by orthotopic tumors
systemically upregulate the TMEM173/STING pathway in neutrophils and enhance their
killing capacity. In this way, immune effector monocytes and tumoricidal neutrophils target
disseminated tumor cells in the lungs, preventing metastatic outgrowth [88]. In addition,
IFN-γ-induced intermediate monocytes (called IFN-IMos) inhibit cancer lung metastasis
by promoting NK cell expansion through an IL-27-dependent pathway [89]. Forkhead box
O1 (FOXO1) and nuclear receptor subfamily 4 group A member 1 (NR4A1) are discovered
to regulate IFN-γ-driven monocyte differentiation and anti-metastatic activity of IFN-IMos.
This finding renders two potential targets for improving IFN-γ treatment effect on cancer
metastasis [89]. Different from classical monocytes, the non-classical “patrolling” mono-
cytes are enriched in the micro-vasculature of the lung and reduce tumor metastasis to
the lung in multiple murine metastatic tumor models [90] (Figure 3). These observations
indicate the high plasticity of monocytes in the tumor metastasis.
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5. Therapeutic Strategies Targeting Tumor-Related Monocytes
5.1. Targeting Monocyte Differentiation and Reprogramming

As myeloid precursor cells, monocytes replenish TAMs and M-MDSCs to support
the establishment of suppressive TME, inhibition of CSF1-CSF1R signaling could decrease
the numbers of TAMs and M-MDSCs along with other myeloid cells and improve T cell
response in several tumor models [91,92]. GW2580, a CSF1R kinase inhibitor, reduces
M2 macrophage infiltration and significantly decreases the volume of ascites in advanced
ovarian cancer patients [93]. In addition, CSF1R antibodies (such as Emactuzumab) are
also developed to block the CSF1-CSF1R pathway and showed efficacy on TAMs reduction
in diffuse-type giant cancer cells [94]. Retinoic acid, a metabolite of vitamin A1 produced
by murine sarcoma tumor cells, selectively suppresses the DC-promoting transcription
factor IRF4 and drives intra-tumoral monocyte differentiation toward TAMs and away
from DCs [18]. Genetic inhibition of retinoic acid production in tumor cells or pharmaco-
logic inhibition of retinoic acid signaling within TME increases monocyte-derived DCs,
enhances T cell-dependent anti-tumor immunity, and synergizes with immune checkpoint
blockade [18]. Neurotransmitter gamma-aminobutyric acid (GABA) derived from B cells
promotes monocyte differentiation into anti-inflammatory macrophages that secrete IL-10
and inhibit CD8+ T cell function, which can be reversed by B cell-specific inactivation of the
GABA-generating enzyme GAD67 [95]. Pancreatic cancer cell-derived sialic acid dictates
monocyte to macrophage differentiation via signaling through the Siglec receptors Siglec-7
and Siglec-9, highlighting a critical role for sialylated glycans in controlling immune sup-
pression and providing potential targets for cancer immunotherapy in PDAC [96].

Given that circulating monocytes are functionally heterogeneous [97], therapeutic
strategies for reprogramming monocytes from a tumor-supporting phenotype towards a
tumoricidal phenotype are of great interest. Artesunate treatment induces an increase in
inflammatory monocytes with HLA-DR high expression and MCP1/IL-1β release. Ad-
ditionally, these artesunate-programmed monocytes acquire the ability to kill leukemic
cells [98]. TAMs have been ascertained as obstacles to chemotherapy and radiotherapy [99],
and most of them are differentiated from monocytes recruited to tumor sites [100]. TAMs
can be polarized into protective M1 or tumorigenic M2 types in accordance with their sur-
face markers and immune functions [101]. Reprogramming TAMs represents an attractive
immunotherapeutic strategy in cancer treatments [102]. Strategies, including targeting the
CSF1-CSF1R pathway, CD44 pathway, TLR receptor, CD206 inhibition, and STAT inhibition,
have been described in detail in this review [101]. Moreover, strategies to prevent monocyte-
derived macrophages from polarizing into pro-tumoral M2 macrophages have also been
advanced. Caspase activation maintains IL-4-induced monocyte-derived macrophages
polarization. Emricasan, a pan-caspase inhibitor, could prevent the generation and the
anti-inflammatory polarization of monocyte-derived macrophages ex vivo [103]. A low
dose of type I IFN could effectively reprogram human monocyte-derived macrophages
to CD169+ macrophages, which exhibit significantly enhanced phagocytotic and CD8+ T
cell-activating capacities [104].

5.2. Targeting Monocyte Recruitment and Adhesion to Tumor Sites

Cancer cells secrete cytokines and chemokines that draw circulating monocytes from
blood into neoplastic lesions and contribute to the differentiation of infiltrated mono-
cytes [105]. For example, M2-like TAMs, which increase motility, invasion, and matrix
spreading of chondrosarcomas (CHS) cells, are derived from monocytes induced by soluble
molecules of CHS cells. RI-3, a urokinase receptor (uPAR)/formyl peptide receptor type
1(FPR1) inhibitor, successfully prevents both recruitment and infiltration of monocytes into
tumor tissues in nude mice, reducing the number of TAMs that infiltrate CHS tumors [106].
RI-3 keeps FPR1 anchored to the cell membrane, making it unable to internalize and ac-
tivate uPAR-triggered differentiation from monocytes to macrophages, FPR1-mediated
monocytes chemotaxis [107].
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The recruitment of monocytes to tumor sites is mediated primarily via CCL2-CCR2
chemotactic axis [108]. Thus, the disruption of this axis represents an attractive therapeutic
target for anti-cancer treatment. Losartan, a type I angiotensin II receptor (AT1R) antagonist,
inhibits CD11b+Ly6C+ monocytes recruitment into the lung by blocking CCR2 signaling,
which finally suppresses lung metastasis [109]. This effect also suggests that other AT1R
blocker drugs could be potentially repurposed for their use in cancer immunotherapy.
Furthermore, Losartan, in combination with kinase inhibitor toceranib, exerts significant
biological activity in dogs with metastatic osteosarcoma, supporting the evaluation of
this drug combination in patients with pediatric osteosarcoma [110]. Another work in a
CT26 murine colon carcinoma model also suggests that blockade of CCL2 (or macrophage
chemoattractant protein-1, MCP-1) is sufficient to reduce circulating monocytes-derived
TAMs in TME and has the ability to modestly alter tumor growth to treatment [111].

Although the majority of monocytes recruited to TME are converted to TAMs or M-
MDSCs with immunosuppressive functions, monocytes are also shown to exert anti-tumor
effects. Disordered cell proliferation, altered metabolism, and aberrant blood vessels can
lead to a hypoxic microenvironment in human solid tumors [112]. Tumor hypoxia induces
stabilization of the transcription factor hypoxia-inducible factor 1-alpha (HIF-1A), which
drives transcriptional responses in both immune cells and cancer cells, thus influencing tu-
mor development [113]. In human lung adenocarcinoma (LUAD) samples, HIF-1α-induced
microRNA-210-3p (mir-210-3p) directly caps the 3′ untranslated region (UTR) of CCL2
mRNA from being translated. In contrast, mir-210-3p inhibition promotes monocyte re-
cruitment and skews monocytes towards an antitumor M1 phenotype, thus restoring tumor
regression [114]. These results collectively suggest that increased infiltrating monocytes
might perform a tumoricidal role against LUAD solid tumors. Therefore, the plasticity of
recruited monocytes needs to be further investigated.

5.3. Monocytes as Carriers to Deliver Antigens and Drugs

Studies show that DC vaccines stimulate cytotoxic T lymphocytes (CTLs) mostly
through transferring antigens (Ags) to endogenous DCs [115] rather than their antigen-
presenting cell (APC) activities [116]. Such Ag transfer functions have long been described
for monocytes and monocyte-derived cells [117], implying that undifferentiated monocytes
could function well as a vaccine modality and need not be differentiated to DCs to be
effective [118]. Intravenous injection of undifferentiated monocytes posts Ag loading
displays anti-tumor activity superior to DC vaccines in several cancer models, including
aggressive intracranial glioblastoma [118,119]. Ag-loaded monocytes induce robust CTL
responses via Ag transfer to splenic CD8+ DCs independently of monocyte APC activity.
Additionally, indeed, an efficient gap junction-mediated Ag transfer pathway between
monocytes and CD8+ DCs exists. This suggests that administration of tumor Ag-loaded
undifferentiated monocytes may serve as a simple and efficacious immunotherapy for the
treatment of human cancers [118].

Monocytes are potential candidates for the delivery of therapeutic agents to TME
because of their tumor-accumulating nature [120,121]. Monocytes are capable of carry-
ing nanoparticles encapsulating anti-tumor drugs and dropping off the cargo at tumor
sites. With superior efficiency than free nanoparticles, bio-distribution analysis confirmed
that tumors are the most reached among peripheral tissues [122]. Conjugated polymer
nanoparticles (CPNs)-loaded monocytes can efficiently deliver CPNs into glioblastoma
for improved photodynamic therapy [123]. However, such ex vivo monocyte preparation
processes are labor-intensive and time-consuming [124]. To achieve in vivo loading of
monocytes/macrophages with therapeutics, their natural phagocytic behavior to take up
foreign or waste materials can be exploited [125]. Apoptotic body (AB) can be used as a
carrier for delivering nanomedicine, as they can be phagocytosed by inflammatory Ly6C+

monocytes, which then actively infiltrate into the tumor center [126]. Furthermore, with
the aid of a cell-mediated delivery system, monocyte-based treatment allows for not only
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retarding the growth of primary tumors but also maintain a potent immunity to prevent
tumors from metastasis and recurrence [124].

5.4. Additional Therapeutic Strategies

Since monocytes also contribute to cancer deterioration by influencing the functions of
other immune cells, targeting the crosstalk between monocytes and other cells is likely to
be an effective therapeutic strategy. Monocytes and other myeloid cells express the NOX2
isoform of NADPH oxidase, which generates reactive oxygen species (ROS) [127] regulated
by PI3K [128,129]. NOX2-derived ROS may be released extracellularly to suppress or
control the function and viability of adjacent NK cells [130] and T cells [131]. Conversely,
the phosphatidylinositol-4,5-bisphosphate-3 kinase-d (PI3Kd) inhibitor idelalisib inhibits
the formation of NOX2-derived ROS from human monocytes and rescues NK cells from
NOX2/ROS-dependent cell death. This finding is further confirmed by systemic treatment
with idelalisib, which reduces the formation of lung metastases from intravenously injected
melanoma cells but does not affect metastasis in Nox2−/− mice or NK cell–deficient
mice [132].

Interestingly, there is abundant evidence that microbiota affects the immune response
to cancer [133], including Involvement in monocyte-mediated crosstalk with other im-
mune cells [134]. One study uncovers that a microbiota-derived stimulator of interferon
genes (STING) agonists induces IFN-I production by intra-tumoral monocytes to regu-
late macrophage polarization and NK cell-DC crosstalk, thus improving the efficacy of
immune checkpoint blockade (ICB). It is also observed in individuals with melanoma
treated with ICB that intra-tumoral IFN-I and immune compositional differences between
responder and non-responder individuals can be metabolically synchronized by fecal mi-
crobiota transplantation [134]. This observation indicates that transfusion of the STING
agonist-stimulated monocytes back into cancer patients might elevate intra-tumoral im-
mune responses through type I IFN.

6. Conclusions

Monocytes perform many important roles during tumorigenesis. Growing evidence
shows that phenotypic changes of peripheral blood monocytes and the uniquely expressed
molecules can be used as signature markers for diagnosis, treatment, and prognosis. Due
to the accessibility and clinical relevance of monocytes, it provides a fast and practical
tool for being broadly used in clinical diagnosis. Monocyte reprogramming induced by
TME performs an important role in the progress of tumors. Transcriptomics of circulating
monocytes and emerging single-cell sequencing data have shown that different cancer
types induce different genetic signatures. The interaction among immune cells, or between
monocytes and tumor cells in TME, needs further explored. Monocytes are able to infiltrate
into TME to exert pro-tumoral activity, while on the other hand, they may also suppress
oncogenesis. The reason monocytes can develop in the opposite phenotypes remains to
be clarified. Thanks to high-throughput technologies, new monocyte populations, and
monocyte-derived cells have been discovered. Whether these cell subsets are universal
in different cancers and whether the functions are unique warrant further research and
exploitation. In addition, the short-term and long-term effects of infiltrating monocytes in
TME and peripheral blood monocycles on different cancer treatment modalities are not
fully understood. Treatment-induced monocyte changes and their roles in therapeutic
resistance and disease progression are another relevant area of research in the future. The
advances in our knowledge of monocyte development, response, and reprogramming,
particularly during cancer evolution and metastatic spread, will pave the way for the
development of specific and efficacious therapeutic strategies for cancer.
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63. Siemińska, I.; Węglarczyk, K.; Walczak, M.; Czerwińska, A.; Pach, R.; Rubinkiewicz, M.; Szczepanik, A.; Siedlar, M.; Baran, J.
Mo-MDSCs Are Pivotal Players in Colorectal Cancer and May Be Associated with Tumor Recurrence after Surgery. Transl. Oncol.
2022, 17, 101346. [CrossRef] [PubMed]

64. Ren, X.; Tao, Q.; Wang, H.; Zhang, Q.; Zhou, M.; Liu, L.; Zhai, Z. Monocytic Myeloid-Derived Suppressor Cells but Not Monocytes
Predict Poor Prognosis of Acute Myeloid Leukemia. Turk. J. Haematol. 2022, 39, 230–236. [CrossRef]

65. Boral, B.; Ballı, H.T.; Sözütok, S.; Pehlivan, U.A.; Aikimbaev, K. Clinical and Prognostic Significance of CD14 (+) HLA-DR (−/Low)
Myeloid-Derived Suppressor Cells in Patients with Hepatocellular Carcinoma Received Transarterial Radioembolization with
Yttrium-90. Scand. J. Immunol. 2022, 95, e13132. [CrossRef]

66. Kajihara, N.; Kobayashi, T.; Otsuka, R.; Nio-Kobayashi, J.; Oshino, T.; Takahashi, M.; Imanishi, S.; Hashimoto, A.; Wada, H.;
Seino, K.-I. Tumor-Derived Interleukin-34 Creates an Immunosuppressive and Chemoresistant Tumor Microenvironment by

https://doi.org/10.1016/j.celrep.2020.107873
https://doi.org/10.1016/j.immuni.2019.03.009
https://doi.org/10.3389/fimmu.2022.848367
https://www.ncbi.nlm.nih.gov/pubmed/35359989
https://doi.org/10.1016/j.ccell.2021.09.008
https://doi.org/10.1016/j.cell.2018.11.043
https://doi.org/10.1126/sciimmunol.aay6017
https://doi.org/10.1111/aji.13343
https://doi.org/10.1016/j.cmet.2019.06.001
https://www.ncbi.nlm.nih.gov/pubmed/31269428
https://doi.org/10.7150/thno.51777
https://www.ncbi.nlm.nih.gov/pubmed/33391518
https://doi.org/10.1084/jem.20141836
https://doi.org/10.1186/s41232-022-00240-8
https://www.ncbi.nlm.nih.gov/pubmed/36451253
https://doi.org/10.3390/cancers14215460
https://www.ncbi.nlm.nih.gov/pubmed/36358879
https://doi.org/10.1016/j.smim.2021.101509
https://www.ncbi.nlm.nih.gov/pubmed/34742624
https://doi.org/10.4049/jimmunol.177.4.2051
https://doi.org/10.1084/jem.20191820
https://doi.org/10.3389/fimmu.2017.01970
https://doi.org/10.1016/j.smim.2022.101668
https://doi.org/10.1186/s12943-022-01657-y
https://www.ncbi.nlm.nih.gov/pubmed/36163047
https://doi.org/10.1038/s41419-021-03698-5
https://www.ncbi.nlm.nih.gov/pubmed/33986252
https://doi.org/10.1016/j.tranon.2022.101346
https://www.ncbi.nlm.nih.gov/pubmed/35074719
https://doi.org/10.4274/tjh.galenos.2022.2022.0137
https://doi.org/10.1111/sji.13132


Cells 2023, 12, 1673 16 of 19

Modulating Myeloid-Derived Suppressor Cells in Triple-Negative Breast Cancer. Cancer Immunol. Immunother. 2022, 72, 851–864.
[CrossRef]

67. Bronte, G.; Petracci, E.; De Matteis, S.; Canale, M.; Zampiva, I.; Priano, I.; Cravero, P.; Andrikou, K.; Burgio, M.A.; Ulivi, P.; et al.
High Levels of Circulating Monocytic Myeloid-Derived Suppressive-Like Cells Are Associated with the Primary Resistance
to Immune Checkpoint Inhibitors in Advanced Non-Small Cell Lung Cancer: An Exploratory Analysis. Front. Immunol. 2022,
13, 866561. [CrossRef]

68. Hopkins, R.; Xiang, W.; Marlier, D.; Au, V.B.; Ching, Q.; Wu, L.X.; Guan, R.; Lee, B.; Chia, W.-K.; Wang, W.-W.; et al. Monocytic
Myeloid-Derived Suppressor Cells Underpin Resistance to Adoptive T Cell Therapy in Nasopharyngeal Carcinoma. Mol. Ther.
2021, 29, 734–743. [CrossRef]

69. Jain, M.D.; Zhao, H.; Wang, X.; Atkins, R.; Menges, M.; Reid, K.; Spitler, K.; Faramand, R.; Bachmeier, C.; Dean, E.A.; et al. Tumor
Interferon Signaling and Suppressive Myeloid Cells Are Associated with CAR T-Cell Failure in Large B-Cell Lymphoma. Blood
2021, 137, 2621–2633. [CrossRef]

70. Zhao, Q.; Huang, L.; Qin, G.; Qiao, Y.; Ren, F.; Shen, C.; Wang, S.; Liu, S.; Lian, J.; Wang, D.; et al. Cancer-Associated Fibroblasts
Induce Monocytic Myeloid-Derived Suppressor Cell Generation via IL-6/Exosomal MiR-21-Activated STAT3 Signaling to
Promote Cisplatin Resistance in Esophageal Squamous Cell Carcinoma. Cancer Lett. 2021, 518, 35–48. [CrossRef]

71. Bayik, D.; Bartels, C.F.; Lovrenert, K.; Watson, D.C.; Zhang, D.; Kay, K.; Lee, J.; Lauko, A.; Johnson, S.; Lo, A.; et al. Distinct Cell
Adhesion Signature Defines Glioblastoma Myeloid-Derived Suppressor Cell Subsets. Cancer Res. 2022, 82, 4274–4287. [CrossRef]
[PubMed]

72. Singh, L.; Muise, E.S.; Bhattacharya, A.; Grein, J.; Javaid, S.; Stivers, P.; Zhang, J.; Qu, Y.; Joyce-Shaikh, B.; Loboda, A.; et al. ILT3
(LILRB4) Promotes the Immunosuppressive Function of Tumor-Educated Human Monocytic Myeloid-Derived Suppressor Cells.
Mol. Cancer Res. 2021, 19, 702–716. [CrossRef] [PubMed]

73. Su, M.-T.; Kumata, S.; Endo, S.; Okada, Y.; Takai, T. LILRB4 Promotes Tumor Metastasis by Regulating MDSCs and Inhibiting
MiR-1 Family MiRNAs. Oncoimmunology 2022, 11, 2060907. [CrossRef] [PubMed]

74. Arkhypov, I.; Özbay Kurt, F.G.; Bitsch, R.; Novak, D.; Petrova, V.; Lasser, S.; Hielscher, T.; Groth, C.; Lepper, A.; Hu, X.; et al.
HSP90α Induces Immunosuppressive Myeloid Cells in Melanoma via TLR4 Signaling. J. Immunother. Cancer 2022, 10, e005551.
[CrossRef] [PubMed]

75. Alicea-Torres, K.; Sanseviero, E.; Gui, J.; Chen, J.; Veglia, F.; Yu, Q.; Donthireddy, L.; Kossenkov, A.; Lin, C.; Fu, S.; et al. Immune
Suppressive Activity of Myeloid-Derived Suppressor Cells in Cancer Requires Inactivation of the Type I Interferon Pathway. Nat.
Commun. 2021, 12, 1717. [CrossRef]

76. Zhan, X.; He, Q.; Sheng, J.; Jiang, X.; Lin, L.; Huang, Y.; He, S.; Chen, Y.; Li, L.; Zeng, Z.; et al. USP12 Positively Regulates
M-MDSC Function to Inhibit Antitumour Immunity through Deubiquitinating and Stabilizing P65. Immunology 2022, 167, 544–557.
[CrossRef]

77. Alissafi, T.; Hatzioannou, A.; Mintzas, K.; Barouni, R.M.; Banos, A.; Sormendi, S.; Polyzos, A.; Xilouri, M.; Wielockx, B.; Gogas,
H.; et al. Autophagy Orchestrates the Regulatory Program of Tumor-Associated Myeloid-Derived Suppressor Cells. J. Clin.
Investig. 2018, 128, 3840–3852. [CrossRef]

78. Liu, M.; Zhou, J.; Liu, X.; Feng, Y.; Yang, W.; Wu, F.; Cheung, O.K.-W.; Sun, H.; Zeng, X.; Tang, W.; et al. Targeting Monocyte-
Intrinsic Enhancer Reprogramming Improves Immunotherapy Efficacy in Hepatocellular Carcinoma. Gut 2020, 69, 365–379.
[CrossRef]

79. Arihara, F.; Mizukoshi, E.; Kitahara, M.; Takata, Y.; Arai, K.; Yamashita, T.; Nakamoto, Y.; Kaneko, S. Increase in CD14+HLA-
DR−/Low Myeloid-Derived Suppressor Cells in Hepatocellular Carcinoma Patients and Its Impact on Prognosis. Cancer Immunol.
Immunother. 2013, 62, 1421–1430. [CrossRef]

80. Qian, B.-Z.; Li, J.; Zhang, H.; Kitamura, T.; Zhang, J.; Campion, L.R.; Kaiser, E.A.; Snyder, L.A.; Pollard, J.W. CCL2 Recruits
Inflammatory Monocytes to Facilitate Breast-Tumour Metastasis. Nature 2011, 475, 222–225. [CrossRef]

81. Ikeda, N.; Asano, K.; Kikuchi, K.; Uchida, Y.; Ikegami, H.; Takagi, R.; Yotsumoto, S.; Shibuya, T.; Makino-Okamura, C.; Fukuyama,
H.; et al. Emergence of Immunoregulatory Ym1+Ly6Chi Monocytes during Recovery Phase of Tissue Injury. Sci. Immunol. 2018,
3, eaat0207. [CrossRef] [PubMed]

82. Chen, Q.; Zhang, X.H.-F.; Massagué, J. Macrophage Binding to Receptor VCAM-1 Transmits Survival Signals in Breast Cancer
Cells That Invade the Lungs. Cancer Cell 2011, 20, 538–549. [CrossRef] [PubMed]

83. Wang, P.-C.; Weng, C.-C.; Hou, Y.-S.; Jian, S.-F.; Fang, K.-T.; Hou, M.-F.; Cheng, K.-H. Activation of VCAM-1 and Its Associated
Molecule CD44 Leads to Increased Malignant Potential of Breast Cancer Cells. Int. J. Mol. Sci. 2014, 15, 3560–3579. [CrossRef]

84. Gomez, K.E.; Wu, F.; Keysar, S.B.; Morton, J.J.; Miller, B.; Chimed, T.-S.; Le, P.N.; Nieto, C.; Chowdhury, F.N.; Tyagi, A.; et al.
Cancer Cell CD44 Mediates Macrophage/Monocyte-Driven Regulation of Head and Neck Cancer Stem Cells. Cancer Res. 2020,
80, 4185–4198. [CrossRef]

85. Arif, A.A.; Huang, Y.-H.; Freeman, S.A.; Atif, J.; Dean, P.; Lai, J.C.Y.; Blanchet, M.-R.; Wiegand, K.C.; McNagny, K.M.; Underhill,
T.M.; et al. Inflammation-Induced Metastatic Colonization of the Lung Is Facilitated by Hepatocyte Growth Factor-Secreting
Monocyte-Derived Macrophages. Mol. Cancer Res. 2021, 19, 2096–2109. [CrossRef]

86. Yu, J.; Wang, Y.; Yan, F.; Li, H.; Ren, X. Response to Comment on “Myeloid-Derived Suppressor Cells Suppress Antitumor
Immune Responses through IDO Expression and Correlate with Lymph Node Metastasis in Patients with Breast Cancer”.
J. Immunol. 2013, 190, 5341–5342. [CrossRef]

https://doi.org/10.1007/s00262-022-03293-3
https://doi.org/10.3389/fimmu.2022.866561
https://doi.org/10.1016/j.ymthe.2020.09.040
https://doi.org/10.1182/blood.2020007445
https://doi.org/10.1016/j.canlet.2021.06.009
https://doi.org/10.1158/0008-5472.CAN-21-3840
https://www.ncbi.nlm.nih.gov/pubmed/36126163
https://doi.org/10.1158/1541-7786.MCR-20-0622
https://www.ncbi.nlm.nih.gov/pubmed/33372059
https://doi.org/10.1080/2162402X.2022.2060907
https://www.ncbi.nlm.nih.gov/pubmed/35402083
https://doi.org/10.1136/jitc-2022-005551
https://www.ncbi.nlm.nih.gov/pubmed/36113897
https://doi.org/10.1038/s41467-021-22033-2
https://doi.org/10.1111/imm.13552
https://doi.org/10.1172/JCI120888
https://doi.org/10.1136/gutjnl-2018-317257
https://doi.org/10.1007/s00262-013-1447-1
https://doi.org/10.1038/nature10138
https://doi.org/10.1126/sciimmunol.aat0207
https://www.ncbi.nlm.nih.gov/pubmed/30291130
https://doi.org/10.1016/j.ccr.2011.08.025
https://www.ncbi.nlm.nih.gov/pubmed/22014578
https://doi.org/10.3390/ijms15033560
https://doi.org/10.1158/0008-5472.CAN-20-1079
https://doi.org/10.1158/1541-7786.MCR-21-0009
https://doi.org/10.4049/jimmunol.1390024


Cells 2023, 12, 1673 17 of 19

87. Benzing, C.; Lam, H.; Tsang, C.M.; Rimmer, A.; Arroyo-Berdugo, Y.; Calle, Y.; Wells, C.M. TIMP-2 Secreted by Monocyte-like Cells
Is a Potent Suppressor of Invadopodia Formation in Pancreatic Cancer Cells. BMC Cancer 2019, 19, 1214. [CrossRef] [PubMed]

88. Hagerling, C.; Gonzalez, H.; Salari, K.; Wang, C.-Y.; Lin, C.; Robles, I.; van Gogh, M.; Dejmek, A.; Jirström, K.; Werb, Z. Immune
Effector Monocyte-Neutrophil Cooperation Induced by the Primary Tumor Prevents Metastatic Progression of Breast Cancer.
Proc. Natl. Acad. Sci. USA 2019, 116, 21704–21714. [CrossRef]

89. Wang, R.; Bao, W.; Pal, M.; Liu, Y.; Yazdanbakhsh, K.; Zhong, H. Intermediate Monocytes Induced by IFN-γ Inhibit Cancer
Metastasis by Promoting NK Cell Activation through FOXO1 and Interleukin-27. J. Immunother. Cancer 2022, 10, e003539.
[CrossRef]

90. Hanna, R.N.; Cekic, C.; Sag, D.; Tacke, R.; Thomas, G.D.; Nowyhed, H.; Herrley, E.; Rasquinha, N.; McArdle, S.; Wu, R.; et al.
Patrolling Monocytes Control Tumor Metastasis to the Lung. Science 2015, 350, 985–990. [CrossRef]

91. Zhu, Y.; Knolhoff, B.L.; Meyer, M.A.; Nywening, T.M.; West, B.L.; Luo, J.; Wang-Gillam, A.; Goedegebuure, S.P.; Linehan, D.C.;
DeNardo, D.G. CSF1/CSF1R Blockade Reprograms Tumor-Infiltrating Macrophages and Improves Response to T-Cell Checkpoint
Immunotherapy in Pancreatic Cancer Models. Cancer Res. 2014, 74, 5057–5069. [CrossRef] [PubMed]

92. Zhu, Y.; Yang, J.; Xu, D.; Gao, X.-M.; Zhang, Z.; Hsu, J.L.; Li, C.-W.; Lim, S.-O.; Sheng, Y.-Y.; Zhang, Y.; et al. Disruption of
Tumour-Associated Macrophage Trafficking by the Osteopontin-Induced Colony-Stimulating Factor-1 Signalling Sensitises
Hepatocellular Carcinoma to Anti-PD-L1 Blockade. Gut 2019, 68, 1653–1666. [CrossRef] [PubMed]

93. Moughon, D.L.; He, H.; Schokrpur, S.; Jiang, Z.K.; Yaqoob, M.; David, J.; Lin, C.; Iruela-Arispe, M.L.; Dorigo, O.; Wu, L.
Macrophage Blockade Using CSF1R Inhibitors Reverses the Vascular Leakage Underlying Malignant Ascites in Late-Stage
Epithelial Ovarian Cancer. Cancer Res. 2015, 75, 4742–4752. [CrossRef]

94. Cassier, P.A.; Italiano, A.; Gomez-Roca, C.A.; Le Tourneau, C.; Toulmonde, M.; Cannarile, M.A.; Ries, C.; Brillouet, A.; Müller, C.;
Jegg, A.-M.; et al. CSF1R Inhibition with Emactuzumab in Locally Advanced Diffuse-Type Tenosynovial Giant Cell Tumours of
the Soft Tissue: A Dose-Escalation and Dose-Expansion Phase 1 Study. Lancet Oncol. 2015, 16, 949–956. [CrossRef] [PubMed]

95. Zhang, B.; Vogelzang, A.; Miyajima, M.; Sugiura, Y.; Wu, Y.; Chamoto, K.; Nakano, R.; Hatae, R.; Menzies, R.J.; Sonomura,
K.; et al. B Cell-Derived GABA Elicits IL-10+ Macrophages to Limit Anti-Tumour Immunity. Nature 2021, 599, 471–476. [CrossRef]
[PubMed]

96. Rodriguez, E.; Boelaars, K.; Brown, K.; Eveline Li, R.J.; Kruijssen, L.; Bruijns, S.C.M.; van Ee, T.; Schetters, S.T.T.; Crommentuijn,
M.H.W.; van der Horst, J.C.; et al. Sialic Acids in Pancreatic Cancer Cells Drive Tumour-Associated Macrophage Differentiation
via the Siglec Receptors Siglec-7 and Siglec-9. Nat. Commun. 2021, 12, 1270. [CrossRef]

97. Gordon, S.; Taylor, P.R. Monocyte and Macrophage Heterogeneity. Nat. Rev. Immunol. 2005, 5, 953–964. [CrossRef] [PubMed]
98. Mancuso, R.I.; Olalla Saad, S.T.; Azambuja, J.H. Artesunate Switches Monocytes to an Inflammatory Phenotype with the Ability

to Kill Leukemic Cells. Int. J. Mol. Sci. 2021, 22, 608. [CrossRef]
99. Holtzhausen, A.; Harris, W.; Ubil, E.; Hunter, D.M.; Zhao, J.; Zhang, Y.; Zhang, D.; Liu, Q.; Wang, X.; Graham, D.K.; et al. TAM

Family Receptor Kinase Inhibition Reverses MDSC-Mediated Suppression and Augments Anti-PD-1 Therapy in Melanoma.
Cancer Immunol. Res. 2019, 7, 1672–1686. [CrossRef]

100. Movahedi, K.; Laoui, D.; Gysemans, C.; Baeten, M.; Stangé, G.; Van den Bossche, J.; Mack, M.; Pipeleers, D.; In’t Veld, P.; De
Baetselier, P.; et al. Different Tumor Microenvironments Contain Functionally Distinct Subsets of Macrophages Derived from
Ly6C(High) Monocytes. Cancer Res. 2010, 70, 5728–5739. [CrossRef]

101. Shen, X.; Zhou, S.; Yang, Y.; Hong, T.; Xiang, Z.; Zhao, J.; Zhu, C.; Zeng, L.; Zhang, L. TAM-Targeted Reeducation for Enhanced
Cancer Immunotherapy: Mechanism and Recent Progress. Front. Oncol. 2022, 12, 1034842. [CrossRef]

102. Wang, H.; Yang, Y.; Liu, J.; Qian, L. Direct Cell Reprogramming: Approaches, Mechanisms and Progress. Nat. Rev. Mol. Cell Biol.
2021, 22, 410–424. [CrossRef]

103. Chaintreuil, P.; Laplane, L.; Esnault, F.; Ghesquier, V.; Savy, C.; Furstoss, N.; Arcangeli, M.-L.; Cluzeau, T.; Robert, G.; Droin,
N.; et al. Reprogramming Monocyte-Derived Macrophages through Caspase Inhibition. Oncoimmunology 2022, 11, 2015859.
[CrossRef]

104. Liao, J.; Zeng, D.-N.; Li, J.-Z.; Hua, Q.-M.; Huang, C.-X.; Xu, J.; Wu, C.; Zheng, L.; Wen, W.-P.; Wu, Y. Type I IFNs Repolarized
a CD169+ Macrophage Population with Anti-Tumor Potentials in Hepatocellular Carcinoma. Mol. Ther. 2022, 30, 632–643.
[CrossRef]

105. Olingy, C.E.; Dinh, H.Q.; Hedrick, C.C. Monocyte Heterogeneity and Functions in Cancer. J. Leukoc. Biol. 2019, 106, 309–322.
[CrossRef]

106. Minopoli, M.; Sarno, S.; Di Carluccio, G.; Azzaro, R.; Costantini, S.; Fazioli, F.; Gallo, M.; Apice, G.; Cannella, L.; Rea, D.; et al.
Inhibiting Monocyte Recruitment to Prevent the Pro-Tumoral Activity of Tumor-Associated Macrophages in Chondrosarcoma.
Cells 2020, 9, 1062. [CrossRef]

107. Minopoli, M.; Polo, A.; Ragone, C.; Ingangi, V.; Ciliberto, G.; Pessi, A.; Sarno, S.; Budillon, A.; Costantini, S.; Carriero, M.V.
Structure-Function Relationship of an Urokinase Receptor-Derived Peptide Which Inhibits the Formyl Peptide Receptor Type 1
Activity. Sci. Rep. 2019, 9, 12169. [CrossRef]

108. Xu, M.; Wang, Y.; Xia, R.; Wei, Y.; Wei, X. Role of the CCL2-CCR2 signalling axis in cancer: Mechanisms and therapeutic targeting.
Cell. Prolif. 2021, 54, e13115. [CrossRef]

https://doi.org/10.1186/s12885-019-6429-z
https://www.ncbi.nlm.nih.gov/pubmed/31836008
https://doi.org/10.1073/pnas.1907660116
https://doi.org/10.1136/jitc-2021-003539
https://doi.org/10.1126/science.aac9407
https://doi.org/10.1158/0008-5472.CAN-13-3723
https://www.ncbi.nlm.nih.gov/pubmed/25082815
https://doi.org/10.1136/gutjnl-2019-318419
https://www.ncbi.nlm.nih.gov/pubmed/30902885
https://doi.org/10.1158/0008-5472.CAN-14-3373
https://doi.org/10.1016/S1470-2045(15)00132-1
https://www.ncbi.nlm.nih.gov/pubmed/26179200
https://doi.org/10.1038/s41586-021-04082-1
https://www.ncbi.nlm.nih.gov/pubmed/34732892
https://doi.org/10.1038/s41467-021-21550-4
https://doi.org/10.1038/nri1733
https://www.ncbi.nlm.nih.gov/pubmed/16322748
https://doi.org/10.3390/ijms22020608
https://doi.org/10.1158/2326-6066.CIR-19-0008
https://doi.org/10.1158/0008-5472.CAN-09-4672
https://doi.org/10.3389/fonc.2022.1034842
https://doi.org/10.1038/s41580-021-00335-z
https://doi.org/10.1080/2162402X.2021.2015859
https://doi.org/10.1016/j.ymthe.2021.09.021
https://doi.org/10.1002/JLB.4RI0818-311R
https://doi.org/10.3390/cells9041062
https://doi.org/10.1038/s41598-019-47900-3
https://doi.org/10.1111/cpr.13115


Cells 2023, 12, 1673 18 of 19

109. Regan, D.P.; Coy, J.W.; Chahal, K.K.; Chow, L.; Kurihara, J.N.; Guth, A.M.; Kufareva, I.; Dow, S.W. The Angiotensin Receptor
Blocker Losartan Suppresses Growth of Pulmonary Metastases via AT1R-Independent Inhibition of CCR2 Signaling and Monocyte
Recruitment. J. Immunol. 2019, 202, 3087–3102. [CrossRef]

110. Regan, D.P.; Chow, L.; Das, S.; Haines, L.; Palmer, E.; Kurihara, J.N.; Coy, J.W.; Mathias, A.; Thamm, D.H.; Gustafson, D.L.; et al.
Losartan Blocks Osteosarcoma-Elicited Monocyte Recruitment, and Combined with the Kinase Inhibitor Toceranib, Exerts
Significant Clinical Benefit in Canine Metastatic Osteosarcoma. Clin. Cancer Res. 2022, 28, 662–676. [CrossRef]

111. Bess, S.N.; Greening, G.J.; Rajaram, N.; Muldoon, T.J. Macrophage-Targeted Anti-CCL2 Immunotherapy Enhances Tumor
Sensitivity to 5-Fluorouracil in a Balb/c-CT26 Murine Colon Carcinoma Model Measured Using Diffuse Reflectance Spectroscopy.
BMC Immunol. 2022, 23, 20. [CrossRef]

112. Gonzalez, H.; Hagerling, C.; Werb, Z. Roles of the Immune System in Cancer: From Tumor Initiation to Metastatic Progression.
Genes Dev. 2018, 32, 1267–1284. [CrossRef]

113. Singleton, D.C.; Macann, A.; Wilson, W.R. Therapeutic Targeting of the Hypoxic Tumour Microenvironment. Nat. Rev. Clin. Oncol.
2021, 18, 751–772. [CrossRef]

114. Arora, L.; Patra, D.; Roy, S.; Nanda, S.; Singh, N.; Verma, A.K.; Chakraborti, A.; Dasgupta, S.; Pal, D. Hypoxia-Induced MiR-210-3p
Expression in Lung Adenocarcinoma Potentiates Tumor Development by Regulating CCL2-Mediated Monocyte Infiltration. Mol.
Oncol. 2022. [CrossRef]

115. Kleindienst, P.; Brocker, T. Endogenous Dendritic Cells Are Required for Amplification of T Cell Responses Induced by Dendritic
Cell Vaccines in Vivo. J. Immunol. 2003, 170, 2817–2823. [CrossRef]

116. Yewdall, A.W.; Drutman, S.B.; Jinwala, F.; Bahjat, K.S.; Bhardwaj, N. CD8+ T Cell Priming by Dendritic Cell Vaccines Requires
Antigen Transfer to Endogenous Antigen Presenting Cells. PLoS ONE 2010, 5, e11144. [CrossRef]

117. Randolph, G.J.; Jakubzick, C.; Qu, C. Antigen Presentation by Monocytes and Monocyte-Derived Cells. Curr. Opin. Immunol.
2008, 20, 52–60. [CrossRef]

118. Huang, M.-N.; Nicholson, L.T.; Batich, K.A.; Swartz, A.M.; Kopin, D.; Wellford, S.; Prabhakar, V.K.; Woroniecka, K.; Nair, S.K.;
Fecci, P.E.; et al. Antigen-Loaded Monocyte Administration Induces Potent Therapeutic Antitumor T Cell Responses. J. Clin.
Investig. 2020, 130, 774–788. [CrossRef]

119. Huang, M.-N.; D’Anniballe, V.M.; Gunn, M.D. Monocytes as a Cellular Vaccine Platform to Induce Antitumor Immunity. Methods
Mol. Biol. 2022, 2410, 627–647. [CrossRef]

120. Allavena, P.; Germano, G.; Marchesi, F.; Mantovani, A. Chemokines in Cancer Related Inflammation. Exp. Cell Res. 2011, 317,
664–673. [CrossRef]

121. Huang, W.-C.; Shen, M.-Y.; Chen, H.-H.; Lin, S.-C.; Chiang, W.-H.; Wu, P.-H.; Chang, C.-W.; Chiang, C.-S.; Chiu, H.-C. Monocytic
Delivery of Therapeutic Oxygen Bubbles for Dual-Modality Treatment of Tumor Hypoxia. J. Control. Release 2015, 220, 738–750.
[CrossRef] [PubMed]

122. Allavena, P.; Palmioli, A.; Avigni, R.; Sironi, M.; La Ferla, B.; Maeda, A. PLGA Based Nanoparticles for the Monocyte-Mediated
Anti-Tumor Drug Delivery System. J. Biomed. Nanotechnol. 2020, 16, 212–223. [CrossRef] [PubMed]

123. Ibarra, L.E.; Beaugé, L.; Arias-Ramos, N.; Rivarola, V.A.; Chesta, C.A.; López-Larrubia, P.; Palacios, R.E. Trojan Horse Monocyte-
Mediated Delivery of Conjugated Polymer Nanoparticles for Improved Photodynamic Therapy of Glioblastoma. Nanomedicine
2020, 15, 1687–1707. [CrossRef] [PubMed]

124. Zheng, L.; Hu, X.; Wu, H.; Mo, L.; Xie, S.; Li, J.; Peng, C.; Xu, S.; Qiu, L.; Tan, W. In Vivo Monocyte/Macrophage-Hitchhiked
Intratumoral Accumulation of Nanomedicines for Enhanced Tumor Therapy. J. Am. Chem. Soc. 2020, 142, 382–391. [CrossRef]

125. Aderem, A.; Underhill, D.M. Mechanisms of Phagocytosis in Macrophages. Annu. Rev. Immunol. 1999, 17, 593–623. [CrossRef]
126. Shi, C.; Pamer, E.G. Monocyte Recruitment during Infection and Inflammation. Nat. Rev. Immunol. 2011, 11, 762–774. [CrossRef]
127. Martner, A.; Aydin, E.; Hellstrand, K. NOX2 in Autoimmunity, Tumor Growth and Metastasis. J. Pathol. 2019, 247, 151–154.

[CrossRef]
128. Koyasu, S. The Role of PI3K in Immune Cells. Nat. Immunol. 2003, 4, 313–319. [CrossRef]
129. Condliffe, A.M.; Davidson, K.; Anderson, K.E.; Ellson, C.D.; Crabbe, T.; Okkenhaug, K.; Vanhaesebroeck, B.; Turner, M.; Webb,

L.; Wymann, M.P.; et al. Sequential Activation of Class IB and Class IA PI3K Is Important for the Primed Respiratory Burst of
Human but Not Murine Neutrophils. Blood 2005, 106, 1432–1440. [CrossRef]

130. Hansson, M.; Asea, A.; Ersson, U.; Hermodsson, S.; Hellstrand, K. Induction of Apoptosis in NK Cells by Monocyte-Derived
Reactive Oxygen Metabolites. J. Immunol. 1996, 156, 42–47. [CrossRef]

131. Schmielau, J.; Finn, O.J. Activated Granulocytes and Granulocyte-Derived Hydrogen Peroxide Are the Underlying Mechanism of
Suppression of t-Cell Function in Advanced Cancer Patients. Cancer Res. 2001, 61, 4756–4760. [PubMed]

132. Akhiani, A.A.; Hallner, A.; Kiffin, R.; Aydin, E.; Werlenius, O.; Aurelius, J.; Martner, A.; Thorén, F.B.; Hellstrand, K. Idelalisib
Rescues Natural Killer Cells from Monocyte-Induced Immunosuppression by Inhibiting NOX2-Derived Reactive Oxygen Species.
Cancer Immunol. Res. 2020, 8, 1532–1541. [CrossRef] [PubMed]

https://doi.org/10.4049/jimmunol.1800619
https://doi.org/10.1158/1078-0432.CCR-21-2105
https://doi.org/10.1186/s12865-022-00493-5
https://doi.org/10.1101/gad.314617.118
https://doi.org/10.1038/s41571-021-00539-4
https://doi.org/10.1002/1878-0261.13260
https://doi.org/10.4049/jimmunol.170.6.2817
https://doi.org/10.1371/journal.pone.0011144
https://doi.org/10.1016/j.coi.2007.10.010
https://doi.org/10.1172/JCI128267
https://doi.org/10.1007/978-1-0716-1884-4_34
https://doi.org/10.1016/j.yexcr.2010.11.013
https://doi.org/10.1016/j.jconrel.2015.09.016
https://www.ncbi.nlm.nih.gov/pubmed/26374945
https://doi.org/10.1166/jbn.2020.2881
https://www.ncbi.nlm.nih.gov/pubmed/32252882
https://doi.org/10.2217/nnm-2020-0106
https://www.ncbi.nlm.nih.gov/pubmed/32689873
https://doi.org/10.1021/jacs.9b11046
https://doi.org/10.1146/annurev.immunol.17.1.593
https://doi.org/10.1038/nri3070
https://doi.org/10.1002/path.5175
https://doi.org/10.1038/ni0403-313
https://doi.org/10.1182/blood-2005-03-0944
https://doi.org/10.4049/jimmunol.156.1.42
https://www.ncbi.nlm.nih.gov/pubmed/11406548
https://doi.org/10.1158/2326-6066.CIR-20-0055
https://www.ncbi.nlm.nih.gov/pubmed/32967913


Cells 2023, 12, 1673 19 of 19

133. Sepich-Poore, G.D.; Zitvogel, L.; Straussman, R.; Hasty, J.; Wargo, J.A.; Knight, R. The Microbiome and Human Cancer. Science
2021, 371, eabc4552. [CrossRef] [PubMed]

134. Lam, K.C.; Araya, R.E.; Huang, A.; Chen, Q.; Di Modica, M.; Rodrigues, R.R.; Lopès, A.; Johnson, S.B.; Schwarz, B.; Bohrnsen,
E.; et al. Microbiota Triggers STING-Type I IFN-Dependent Monocyte Reprogramming of the Tumor Microenvironment. Cell
2021, 184, 5338–5356.e21. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1126/science.abc4552
https://www.ncbi.nlm.nih.gov/pubmed/33766858
https://doi.org/10.1016/j.cell.2021.09.019

	Introduction 
	The Global Effects of TME on Monocytes 
	The Effect of TME on the Population and Phenotype of Monocytes 
	The Effect of TME on the Differentiation of Monocytes 
	The Effect of TME on the Fate of Monocytic MDSCs 

	Monocytes and Monocyte-Derived Cells in Tumorigenesis 
	Monocyte-Derived TAMs 
	Monocytic MDSCs 

	The Paradoxical Roles of Monocytes in Tumor Metastasis 
	Therapeutic Strategies Targeting Tumor-Related Monocytes 
	Targeting Monocyte Differentiation and Reprogramming 
	Targeting Monocyte Recruitment and Adhesion to Tumor Sites 
	Monocytes as Carriers to Deliver Antigens and Drugs 
	Additional Therapeutic Strategies 

	Conclusions 
	References

