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Abstract: Dendritic cells (DCs) capture pathogens and process antigens, playing a crucial role in
activating naïve T cells, bridging the gap between innate and acquired immunity. However, little is
known about DC activation when facing Leishmania parasites. Thus, this study investigates in vitro
activity of canine peripheral blood-derived DCs (moDCs) exposed to L. infantum and L. amazonen-
sis parasites and their extracellular vesicles (EVs). L. infantum increased toll-like receptor 4 gene
expression in synergy with nuclear factor κB activation and the generation of pro-inflammatory
cytokines. This parasite also induced the expression of class II molecules of major histocompatibility
complex (MHC) and upregulated co-stimulatory molecule CD86, which, together with the release
of chemokine CXCL16, can attract and help in T lymphocyte activation. In contrast, L. amazonensis
induced moDCs to generate a mix of pro- and anti-inflammatory cytokines, indicating that this
parasite can establish a different immune relationship with DCs. EVs promoted moDCs to express
class I MHC associated with the upregulation of co-stimulatory molecules and the release of CXCL16,
suggesting that EVs can modulate moDCs to attract cytotoxic CD8+ T cells. Thus, these parasites
and their EVs can shape DC activation. A detailed understanding of DC activation may open new
avenues for the development of advanced leishmaniasis control strategies.

Keywords: dog; innate immunity; peripheral blood-derived dendritic cells (moDCs); Leishmania
amazonensis; L. infantum; Leishmania extracellular vesicles; pattern recognition receptors; major
histocompatibility complex; cytokines

1. Introduction

Leishmaniasis afflicts impoverished populations of subtropical and tropical coun-
tries and also affects animals, as is the case of domestic dogs. In the human population,
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L. infantum and L. donovani are responsible for human visceral leishmaniasis, and the Old
World L.major and the New World L. amazonensis, L. braziliensis, and L. mexicana cause cuta-
neous leishmaniasis. L. infantum has been identified as the etiological agent of cutaneous
leishmaniasis in humans. Canine leishmaniosis (CanL) is an endemic disease of global
concern mainly caused by Leishmania infantum. However, in Central and South America,
domestic dogs can be found infected by L. amazonensis, raising the hypothesis that the dog
can also be a reservoir of New World species of Leishmania [1].

Innate immunity, the first line of defense against pathogens, includes phagocytes.
Macrophages (MΦ) play a dual role by being professional antigen-presenting cells and the
definitive Leishmania-host cell, and dendritic cells (DCs) can capture Leishmania parasites
and process and present parasite antigens to lymphocytes [2]. DCs, first described by Stein-
man and Cohn in 1973 [3], are a heterogeneous cell population characterized by a star shape
due to cytoplasmic extensions or dendrites. These cells are distributed in all peripheral
tissues, as well as in primary (thymus and bone marrow) and secondary lymphoid (lymph
nodes, payer plaques, and spleen) organs. DCs are derived from hematopoietic stem
cells and can have two origins: (i) differentiated from myeloid progenitor cells expressing
the CD11 protein (myeloid DCs, mDCs) and (ii) differentiated from lymphoid precursors
expressing CD123 (plasmacytoid DC, pDCs).

Dendritic cells are professional antigen-presenting cells (APCs) that establish a bridge
with T lymphocytes. By presenting pathogen antigens to lymphocytes, these cells provide
signals that induce lymphocyte proliferation and activation. DCs are recognized as the
most efficient cells in inducing the activation of T lymphocytes, being not only important in
the activation of the acquired immune response, as they are crucial in the innate immune re-
sponse [4]. In tissues and the bloodstream, mDCs and pDCs are in an immature state, being
able to efficiently capture antigens at the sites of infection or inflammation. After recogni-
tion of the pathogen, these cells become activated and migrate to the secondary lymphoid
organs, where they act as mature cells, presenting foreign antigens to T lymphocytes.

DCs interact with microorganisms through innate receptors, recognizing and capturing
antigens associated with signaling molecules and target cell traffic. Antigen detection is
mediated by different pattern recognition receptors (PRRs), the most prominent of which
are Toll-like [5] and NOD-like receptors (NLRs). According to previous studies, NLRP10
mediates the migration of DCs into inflamed tissues, playing a crucial role at the beginning
of the acquired immune response [6,7]. DCs do not possess conventional microbicidal
mechanisms but present unique mechanisms for antigen processing and presentation via
the major histocompatibility complex (MHC), since the proteolysis of antigens is directed
to obtain smaller fragments and not to cause pathogen destruction [5].

Several reports have demonstrated a central role for DCs in orchestrating the immune
response against Leishmania infection [8–10]. DCs can take up antigens via Fc receptors, C-
type lectin receptors (CLRs), and PRRs. However, deficient expression of the TLR adaptor
MyD88 results in impaired DC activation and lower levels of IL-12 production, both
essential elements in the assembly of protective immunity against Leishmania. In addition,
in vivo studies showed that neutralization of TLR2 and TLR4 reduced the expression of
co-stimulatory molecules in L. major-infected DCs [11]. The absence of TLR2 in L. braziliensis-
infected mice enhanced DC activity and increased IL-12 production. Thus, TLR2−/− DCs
infected with L. braziliensis were more competent at priming naïve CD4+ T cells, which was
associated with increased IFN-γ production and greater resistance to infection [12]. L. major
appears to signalize through TLR2, TLR4, and TLR9 [13–17]. In vivo assays with L. major
infection also confirmed the importance of TLR9 in IL-12 production by DCs [15,16].

Antigen presentation and IL-12 production by DCs are critical for the differentiation
of CD4+ Th1 and CD8+ T cells to mediate a protective immune response against Leishmania
infection [18,19]. DCs appear to be the main source of IL-12 in early Leishmania infection.
Thus, DCs derived from the skin of C57BL/6 mice and splenic DCs located in the periarte-
riolar lymphoid sheath of BALB/c mice were recognized as the main source of IL-12p40
immediately after dermotropic infection by L. major or viscerotropic infection by L. donovani,
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respectively [8,20]. The effect of Leishmania infection on IL-12 induction and DC maturation
may vary between DC subtypes and Leishmania species. Indeed, in vitro infection of murine
bone marrow-derived DC with L. mexicana promastigotes failed not only to induce IL-12
release but also to activate immature DCs [21]. Subsets of murine splenic DCs may differ
in their ability to produce IL-12 and phagocytose L. major amastigotes. According to the
studies reported by Quinones and colleagues [20], human and murine DCs appear to have
a pre-formed membrane-associated pool of IL-12p70 that is rapidly released upon contact
with L. donovani.

Therefore, a considerable number of studies in humans and mice have demonstrated
the role of DCs in orchestrating the immune response against Leishmania infection. However,
little information is available on the immune functionality of canine DCs when facing
Leishmania parasites.

Leishmania parasites have evolved different strategies to escape the host’s immune
response, including the use of extracellular vesicles (EVs) to establish communication with
the host immune cell. EVs shed by Leishmania parasites are nanosized lipid vesicles carrying
parasite-derived macromolecules. Up to 329 molecules were identified in EVs released
from axenic promastigotes, of which 52% are representatives of the parasite’s secretome. It
has been previously reported that EVs of Leishmania spp. contain virulence factors, such
as glycoprotein of 63kDa (gp63), heat shock protein (HSP) 10, HSP70, 14-3-3-like protein,
lipophosphoglycan (LPG), and elongation factor 1 (EF-1) [22–25]. Through EV shedding,
Leishmania parasites can interfere with both innate and adaptive host immunity [22], indicat-
ing that EVs play a role in parasite infection and the possibility that the early innate immune
response against Leishmania parasites, including DC activation, is influenced by EVs.

Thus, the present study examines the modulation of canine DC immune activation
by L. infantum and L. amazonensis parasites and by EVs shed by both parasites and how
they can influence the establishment of the bridge between innate and adaptive immunity.
To this end, an in vitro model based on canine DCs was established, and peripheral blood
monocyte-derived DCs (moDCs) were used to assess PRR transcription and nuclear factor
κB (NF-κB) activation, in addition to MHC surface expression, cytokine and co-stimulatory
molecule gene expression, and chemokine production.

2. Materials and Methods
2.1. Peripheral Blood Monocyte-Derived Dendritic Cells

Peripheral blood from clinically and analytically healthy dogs was used to differentiate
DCs (moDCs). Dogs also tested negative for anti-Leishmania antibodies (Kit Anti-Leishmania
Antibodies, BioSystems S.A, Barcelona, Spain) and parasite DNA by qPCR [26]. The study
was carried out in conformity with the institutional guidelines and the EU requirements and
was approved by the Ethics and Welfare Committee of the Faculty of Veterinary Medicine,
University of Lisbon (Ref. 008/19).

Canine peripheral blood was collected into a tube with the anticoagulant citrate phos-
phate dextrose adenine solution (CPDA), and blood monocytes were isolated according
to Pereira and colleagues [27]. Briefly, peripheral blood was overlaid on a gradient of
Hystopaque® density 1077 (Sigma-Aldrich, St. Louis, MA, USA) and centrifuged. The inter-
face cell ring, enriched in monocytes, was collected and washed. The remaining red blood
cells were lysed, and the concentration of viable monocytes was determined by trypan blue
exclusion in a Neubauer chamber under an optical microscope (Motic B1-220E-SP, Xiamen,
China). Monocyte differentiation into moDCs was induced by incubating monocytes in
Roswell Park Memorial Institute medium 1640 (RPMI, Sigma-Aldrich) supplemented with
10% (v/v) of heat-inactivated fetal bovine serum (hiFBS, Sigma-Aldrich), 10% (v/v) of
colony-stimulating factor (CSF), and 100 ng·mL−1 of canine recombinant IL-4 (rcaIL-4,
R&D Systems, Minneapolis, MN, USA) for seven days at 37 ◦C in a humidified atmosphere
containing 5% CO2 [28,29].
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2.2. moDC Immunophenotyping

To establish the molecular signature, moDC was immunophenotyped by multipara-
metric flow cytometry analysis for classical surface biomarkers (CD1a, CD11c, CD14,
and CD83).

Cells were washed with cold 1× phosphate-buffered saline (PBS) (Lonza, Verviers, Bel-
gium) (300× g, 10 min, 4 ◦C) and incubated for 30 min at 4 ◦C in PBS 2% (v/v) FBS with the
following monoclonal antibody-directed conjugates: ALEXA Fluor 647-conjugated mouse
anti-human CD1a (clone NA1/34-HLK, Bio-Rad, Hercules, CA, USA), APC-conjugated
mouse anti-human CD11c (clone Bu15, Thermo Fisher Scientific, Waltham, MA, USA),
FICT-conjugated mouse anti-human CD14 (clone TuK4, Thermo Fisher Scientific), and
PE-conjugated mouse anti-human CD83 (clone HB15e, Invitrogen, Waltham, MA, USA)
(Supplementary Table S1). Cells were then fixed with 2% (m/v) paraformaldehyde (Sigma-
Aldrich) in PBS and washed. Cell acquisition was performed on a CytoFLEX system cell
analyzer (Beckman Coulter, Brea, CA, USA), and data were analyzed by CytExpert v2.5
software (Beckman Coulter, USA). A singlet gate was used to define the non-clumping cells
based on pulse geometry FSC-H vs. FSC-A.

2.3. Leishmania Parasites

L. infantum and L. amazonensis promastigotes were maintained at 24 ◦C in Schneider
Drosophila medium with L-glutamine (SCHN, Sigma-Aldrich) supplemented with 10%
(v/v) hiFBS and penicillin–streptomycin (Biochrom) at 100 U/mL and 100 µg·mL−1 (SCHN
medium). Promastigotes were used to infect moDCs.

Green fluorescent protein (GFP)-expressing L. infantum promastigotes [30] were grown
in SCHN medium supplemented with 25 µg·mL−1 of geneticin (Sigma-Aldrich). Fluores-
cent promastigotes were confirmed under a fluorescent microscope equipped with a GFP
filter (Olympus 5X, Tokyo, Japan). Cultured GFP-promastigotes were used to infect moDCs.

2.4. Purification of Extracellular Vesicles Shed by L. infantum and
L. amazonensis-Cultured Promastigotes

To obtain purified EVs shed by L. infantum (LiEVs) and L. amazonensis (LaEVs) (Fig-
ure 1) promastigotes were incubated for 72 h in SCHN medium supplemented with 10%
(v/v) exosome-depleted FBS (exo-free FBS, Gibco™, Thermo Fisher Scientific, Waltham,
MA, USA), as described in Weber and coworkers [31]. Briefly, cultures were centrifuged
at 3000× g for 30 min at 4 ◦C to remove dead parasites and debris. The supernatant was
removed, and the total exosome isolation reagent (Invitrogen™, Thermo Fisher Scientific)
was added at an isolation reagent–supernatant ratio of 1:2. The suspension was incubated
overnight at 4 ◦C, then centrifuged at 10,000× g for 1 h at 4 ◦C. The pellet was resuspended
in a convenient volume of 1× PBS, and the protein concentration was assessed using a spec-
trophotometer (NanoDrop 1000, Thermo Fisher Scientific). Suspensions were conserved at
−80 ◦C until further use.

2.5. moDC Activation

Dog moDCs (1 × 105 cells/well) were seeded in 96-well plates, and L. infantum and
L. amazonensis promastigotes were added at a parasite–moDC ratio of 5:1 in 300 µL of
RPMI supplemented with 10% hiFBS (v/v). moDCs were also stimulated by L. infantum
(LiEVs) and L. amazonensis (LaEVs) EVs (10 µg·mL−1) in RPMI supplemented with exo-free
FBS. Plates were incubated for 24 h at 37 ◦C in a humidified atmosphere containing 5%
CO2. In parallel, a resting moDC was used as a non-activated control. After incubation,
supernatants were used to determine CXCL16 production; cells were utilized for MHC
detection and to quantify the gene expression of PRR, co-stimulatory molecules, and
cytokines; and cell lysates were employed to examine the activity of nuclear factor-κB
(NF-κB).
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Figure 1. Extracellular vesicles (EVs) budding from Leishmania promastigotes. The cultured Leishmania
infantum promastigote was observed by scanning electron microscope, and images were acquired.
An extracellular vesicle (A) surrounded by a yellow circle and a free EV (B) can be observed.

2.6. Microscopic Images of moDCs

To examine the morphology of moDCs and the interaction of these cells with Leishmania
parasites, light microscopy was used, as well as fluorescent, confocal, and scanning electron
microscopy (SEM).

Cultured peripheral blood monocytes were regularly observed by inverted light
microscopy (Olympus, Japan) until morphology was consistent with DCs. Then, moDC
cytospin slides were exposed to parasites for 24 h and examined under a light microscope
after being stained with Giemsa dye.

moDCs were cultured on round coverslips in 24-well plates at 37 ◦C in a humidified
atmosphere of 5% CO2. L. infantum GFP-promastigotes were added to the cultured cells
at a 3:1 ratio. After 5 h of incubation, coverslip-adherent cells were washed with 1× PBS
and fixed with PBS 2% paraformaldehyde for 20 min on ice. After fixation, the coverslips
were incubated with Dil Stain (1,1’-dioctadecyl-3,3,3’,3’-tetramethylindocarbocyanine per-
chlorate (DiI, Invitrogen™ D282)) for 2 h at room temperature, then washed two times
with PBS. DiI is a lipophilic fluorescent dye that stains the cell membrane orange/red and
diffuses laterally, staining the entire cell. It is a weakly fluorescent compound until it is
incorporated into cell membranes. The cover slides were observed by confocal microscopy
(Leica SPE running LAS X 3.5.7.23225).

For cell examination under fluorescent microscopy, cells were stained with DAPI
(4′,6-diamidino-2-phenylindole, VWR). DAPI is a blue fluorescent dye that binds to AT-rich
regions of double-strand DNA, showing about a 20-fold increase in fluorescence intensity.
Since DAPI crosses intact cell membranes, it can be used as a nuclear counterstain.

To observe cell topography, moDCs were incubated with L. infantum and L. amazonensis
parasites in the proportion of 1 moDC: 3 promastigotes for 1.5 h and 5 h at 37 ◦C in a humid
atmosphere of 5% CO2. After the incubation, cells were fixed on coverslips with 2.5%
glutaraldehyde and 0.1 M sodium cacodylate buffer (pH 7.4) for 2 h at 4 ◦C. Afterward,
coverslips were washed, then dehydrated by sequential addition of 30%, 50%, 70%, 80%,
and 90% ethanol for 5 min each and immersed in 100% ethanol. Then, cells were treated
with hexamethyldisilazane solvent (Sigma-Aldrich), coated with gold–palladium (91017-
AU), and mounted on stubs to be observed under an ultra-high-resolution scanning electron
microscope (SU8010 Hitachi, Tokyo, Japan). After microscopic examination, digital images
were acquired.
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2.7. moDC Viability

To ensure that moDCs were still viable after parasite infection and EV stimulation,
pre-apoptotic, apoptotic, and viable cells were assessed by multiparametric flow cytometry
analysis using a commercial TACSTM Annexin V FITC kit (R&D Systems, Minneapolis,
MN, USA), according to the manufacturer’s instructions.

Cells were washed with 200 mL of cold 1× PBS (300× g, 10 min, 4 ◦C) and incubated
with the a commercial TACSTM Annexin V FITC kit (R&D Systems) according to the
manufacturer’s instructions. FL1-H (Annexin V FITC) vs. FL5-H (PI) gate on an untreated
moDC was used to delimit the annexin V FITC−/PI− population (viable cells), annexin V
FITC+/PI− (pre-apoptotic cells), and annexin V FITC+ or −/PI+ cells (apoptotic cells).

2.8. Gene Expression of PRRs, Cytokines, and Co-Stimulatory Molecules

The immune activation of moDCs generated against L. infantum and L. amazonensis
parasites and induced by EVs (LiEVs and LaEVs) were examined through the gene expres-
sion of cytokines (IL-1β, IL-8, IL-10, IL-12p35, IL-12p40, IL-18, and TGF-β), intramembrane
(TLR2, TLR4, and TLR9) and cytoplasmatic (NOD1, NOD2, and NLRP10) PRRs, and the
CD80 and CD86 co-stimulatory molecules by real-time PCR.

RNA extraction of moDCs was performed using an NZY Total RNA Isolation kit
(NZYTech—Genes & Enzymes) according to the manufacturer’s instructions, followed by
digestion of contaminant DNA with DNAse to maximize the RNA purity. The purity of
isolated RNA was confirmed by a Nanodrop® 1000 spectrophotometer at an absorbance
ratio of 260/280 nm. RNA samples with an absorbance ≈2 were used, which indicates that
the samples were constituted by pure RNA.

RNA was transcribed into complementary DNA (cDNA) using an NZY First-strand
cDNA Synthesis Kit (Nzytech-Genes & Enzymes, Lisbon, Portugal) according to the manu-
facturer’s instructions. cDNA strands were then used as a template for posterior ampli-
fication. Degradation of the cDNA:RNA hybrids formed after the first-stranded cDNA
synthesis was ensured by the addition of RNase H.

Amplification was carried out as described by Rodrigues and colleagues [32]. Primers
(Supplementary Table S2) were either selected from published works [32–40] in an ex-
tended literature review or designed using Primer3 software 4.1.0 [41,42]. For the absolute
quantification of DNA copies, external cDNA standards were constructed for all target
genes by cloning PCR fragments generated by the same primers into a pGEM®-TEasy
Vector according to the manufacturer’s recommendations (Promega, Madison, WI, USA)
as previously described by Rodrigues and coworkers [43], and calibration curves were
established for each gene.

To correct possible flaws in the reverse-transcription reaction, β-actin was used as an
endogenous control. The PCR reaction mixture was prepared with cDNA, SsoAdvanced
Univ SYBR Green Supermix (Bio-Rad), forward and reverse primers, and ultra-pure water.
Amplification was performed in a Bio-Rad CFX Maestro PCR System thermal cycler (Bio-
Rad, UK) under the following conditions: 5 min at 95 ◦C for complete DNA denaturation,
40 cycles of 30 s at 95 ◦C and 30 s at primer/gene-specific temperature for annealing and
extension, and 90 cycles of 10 s at a starting temperature of 50 ◦C with an increment of
0.5 ◦C for each cycle. The fluorescence levels of each sample were analyzed in real time
by the thermal cycle, and the amount of amplified DNA was calculated by comparison
with the calibration curves. For each gene, the results are expressed as the number of gene
copies per 1000 copies of β-actin.

2.9. NF-κB Activation

To investigate the activation of sensing pathways after recognition of parasite-common
antigenic patterns, the expression and translocation of NF-κB [44] were estimated by
commercial colorimetric immunoassay.
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Lysates of moDCs previously incubated for 24 h with L. infantum or L. amazonensis
promastigotes or EVs (LiEVs and LaEVs) and resting moDCs were used to quantify NF-
κB activation.

A Canine Nuclear Factor Kappa B (NF-κB) ELISA kit (BlueGene Biotech CO., LTD,
China) was used to estimate NF-κB according to the manufacturer’s instructions. The
resulting color was measured at 450 nm using a plate reader (TRIADTM 1065, DYNEX
Technologies, Chantilly, VA, USA), and the concentration of NF-κB in each sample was
calculated by regression analysis.

2.10. Chemokines

The ability of moDCs to recruit other immune cells was evaluated through the produc-
tion of CXCL16 and IL-8 gene expression.

CXCL16 concentration was estimated in the supernatants of moDCs incubated with L.
infantum and L. amazonensis promastigotes, EV (LiEVs and LaEVs)-stimulated moDCs, and
unpulsed moDCs by a commercial competitive ELISA (Canine CXC Chemokine Ligand 16
(CXCL16) ELISA Kit, MyBioSource, San Diego, CA, USA) following the manufacturer’s
instructions. The absorbance was read at 450 nm through a plate reader. To estimate the
CXCL16 concentration in the moDC samples, a standard curve was constructed using
100 µL of standards with known concentrations of chemokine ranging between 0 pg and
1000 pg, and the cytokine concentration was calculated by regression analysis.

2.11. Surface Expression of MHC Molecules

The expression of MHC class I (MHCI) and MHC class II (MHCII) molecules at the
surface of unpulsed moDCs was examined by multiparametric flow cytometry. L. infantum-
and L. amazonensis-exposed moDCs, moDCs stimulated by EVs (LiEVs and LaEVs), and
unpulsed moDCs were washed with 1× PBS at 500× g for 10 min. Cells were then fixed
with 2% paraformaldehyde for 20 min at room temperature and incubated with the rat anti-
dog MHCI (W6/32, Bio-Rad) and mouse anti-human MHCII (clone YKIX334.2, Bio-Rad)
monoclonal antibodies directly conjugated with fluorescent dyes (Supplementary Table S1).
After incubation, cells were washed with 1× PBS (500× g for 10 min) and acquired by a
flow cytometer analyzer, and the median fluorescence intensity (MFI) was analyzed. FSC-H
vs. FSC-A was employed to define a singlet gate of non-clumping cells.

2.12. Data Analysis

Assays were realized in blood samples of at least six dogs, except microscopy, which
was performed with samples of three dogs. The non-parametric Wilcoxon test for paired
samples was used to perform the statistical analysis. Differences were considered significant
with a 5% significance level (p < 0.05). GraphPad Prism version 9 for Windows (GraphPad
Software, La Jolla, CA, USA) was used for statistical analysis, and data were graphically
represented, taking into consideration possible outliers, since the blood samples used in
this study come from a natural population of dogs, and no other restrictions were imposed
besides being clinically healthy and negative for antileishmanial antibodies.

3. Results
3.1. Monocyte-Differentiated Dendritic Cells Exhibit Characteristic Morphology

The methodology implemented to achieve mature DCs derived from blood monocytes
(moDCs) showed that the cells exhibited a uniform round shape after 24 h and 72 h of
incubation. However, after 7 days of differentiation, there was a remarkable change in cell
morphology. Cells showed an elongated shape and irregular surface and displayed filiform
cytoplasmic projections consistent with the conventional DC morphology (Figure 2A,B).
Moreover, it is also possible to verify that moDCs showed a distinct topography, exhibit-
ing a star shape with cytoplasmatic projections (dendrites) and a less irregular surface
(Figure 2C,D).
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Figure 2. Morphological differentiation of monocyte-derived dendritic cells. After 7 days of dif-
ferentiation, the in vitro morphological changes of mononuclear cells were observed by inverted
light microscopy ((A), ×40 magnification) and by confocal microscopy (B), and digital images were
acquired. Blue arrows indicate cell cytoplasmic projections. Cell topography (C,D) was observed
by scanning electron microscopy at different magnifications. Image D was artificially colored using
GIMP2.10.32 software.

Thus, the implemented in vitro methodology directs the differentiation of cells with
morphology consistent with DCs, and 7 days of differentiation seems to be the optimal
time to obtain canine moDCs.

3.2. Monocyte-Differentiated Cells Exhibit a Molecular Signature Compatible with DCs

Most moDCs exhibited a CD11c+, CD1a+, and CD83+ phenotype (Figure 3A), whereas
a lower frequency of cells expressed CD14. Transmembrane protein CD1a mediates the pre-
sentation of lipid antigens, integrin CD11 is fundamental in the cell adhesion process, and
the CD83 molecule determines the maturation state of DCs. Moreover, the frequency of cells
that express CD14 and CD83 molecules were significantly different in moDCs (p = 0.0005).
Moreover, moDCs presents higher surface expression levels of CD83 (Figure 3B).
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Figure 3. Phenotypic profile of moDCs. moDCs were labeled with directly conjugated anti-CD1a,
CD11c, CD14, and CD83 monoclonal antibodies, and the frequency of moDC (A) subsets and the
mean fluorescence intensity (MFI) of each fluorometer (B) were evaluated by multiparametric flow
cytometry. The results of cell frequency of at least six blood samples determined in duplicate are
represented by box plots and whiskers (minimum to maximum), and MFI data are represented by
a heat map. The non-parametric Wilcoxon test was used for statistical comparisons. *** (p < 0.001)
indicates statistically significant differences.
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Therefore, after the in vitro differentiation process, most moDCs present surface mark-
ers of DCs and high expression of CD83, which points toward the differentiation of mature
dendritic cells.

3.3. moDCs Bind and Internalize L. infantum and L. amazonensis Parasites

To examine if moDCs are functional and can recognize and internalize pathogenic
agents, the interaction of moDCs with Leishmania parasites was observed by SEM. After
5 h of incubation (Figure 4A), promastigotes seemed to establish contact with dendrites.
moDCs exposed to L. amazonensis promastigotes observed by optical microscopy (Figure 4B)
and L. infantum GFP promastigotes analyzed by fluorescence (Figure 4C,D) and confocal
(Figure 4E) microscopy show intracellular amastigote forms. Thus, moDCs recognize
Leishmania promastigotes of two different species, internalize the parasites, and support
differentiation into amastigotes.

Figure 4. L. infantum and L. amazonensis parasites bind to moDCs and are uptaken. The interaction
of promastigotes with moDC was observed by SEM (A). Arrows point to promastigotes. moDCs
incubated with L. amazonensis promastigotes for 24 h (B) were observed by optical microscopy
(size bar—200 nm, ×1000 magnification). moDCs incubated with L. infantum GFP promastigotes
for 24 h were observed by fluorescence (×1000 magnification) (C,D) and confocal microscopy (E).
Red—cytoplasm (C–E); blue—the nuclei of moDCs and Leishmania amastigote forms (C,D); yel-
low/orange color—amastigote forms (E); green arrows indicate parasites; n—amastigote nucleus;
K—amastigote kinetoplast.

The effect of internalized parasites and EVs on moDC viability was also evaluated
by multiparametric flow cytometry. Compared to non-activated moDCs, L. infantum- or L.
amazonensis-infected moDCs showed a significant increase in viable cells (p = 0.0313) and a
decrease in apoptotic cells. In turn, exposure to parasite EVs promoted a slight increase in
viable and apoptotic moDCs (Figure 5).
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Figure 5. Viability of L. infantum- and L. amazonensis-infected moDCs. moDCs infected by L. infantum
(Li) or L. amazonensis (La) promastigotes or stimulated by L. infantum (LiEVs) or L. amazonensis (LaEVs)
EVs for 24 h were assessed by multiparametric flow cytometry, using annexin-V and propidium
iodide. The mean and standard deviation of live cells, pre-apoptotic cells, and apoptotic cells of six
samples normalized to unpulsed moDCs are represented by a column bar graph.

Thus, moDCs recognize Leishmania promastigotes of two different species, internalize
the parasites, and support differentiation into amastigotes. Leishmania infection appears to
favor the life span of moDCs, whereas EVs do not appear to be a major cause of cell damage.

3.4. L. infantum Parasites Promote TLR4 Gene Expression and Activate NF-κB

Innate immune receptors play a crucial role in recognizing pathogen molecular pat-
terns. Thus, to investigate the effect of parasites and EVs in PRRs of moDCs, the gene
expression of cell membrane (TLR2 and TLR4), endocytic (TLR9), and cytoplasmatic (NOD1,
NOD2, and NLRP10) innate receptors was estimated by reverse transcriptase quantitative
PCR in L. infantum- and L. amazonensis-infected moDCs, moDCs exposed to parasite EVs
(LiEVs and LaEVs), and unpulsed moDCs.

In comparison with unpulsed moDCs, TLR2 gene expression registered a significant
increase in moDCs exposed to EVs (p LaEVs = 0.0020, p LiEVs = 0.0098) (Figure 6), while L.
infantum-infected moDCs showed TLR4 upregulation (p = 0.0035).
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Figure 6. Gene expression of TLR2 and TLR4 by L. infantum- and L. amazonensis-infected moDCs. RNA
extracted from infected moDCs (moDC + Li and moDC+La) and moDCs exposed to parasite EVs
(moDCs + LiEVs and moDCs + LaEVs) for 24 h was used to evaluate TLR2 and TLR4 gene expression.
Results of at least 10 samples are represented by box plots, including the median, interquartile ranges,
and minimum and maximum values. Black dots are indicative of outliers. Nonparametric Wilcoxon’s
test was used for statistical comparisons. ** (p < 0.001) indicates statistically significant differences.

In contrast, NOD1 gene expression significantly decreased in moDCs exposed to LiEVs
(p = 0.0385) when compared to unpulsed moDCs. L. infantum-infected moDCs showed a
marked downregulation (p = 0.0068) of NLRP10 gene expression, and the accumulation of
TLR9 mRNA significantly decreased in L. amazonensis-infected moDCs (p = 0.0052) and in
moDCs exposed to L. infantum EVs (p = 0.0034). In turn, NOD2 does not show significant dif-
ferences regarding infected moDCs or EV-stimulated moDCs (Supplementary Figure S1).
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After recognition of parasite antigens, signalization of PRR downstream pathways
can lead to activation and translocation of NF-κB to the nucleus, which promotes the tran-
scriptional activity of pro-inflammatory mediators, including chemokines and cytokines. L.
infantum-infected moDCs (p = 0.0234) and moDCs exposed to LaEVs (p = 0.0078) exhibited
a significantly high expression and translocation of NF-κB to the nucleus when compared
to unpulsed moDCs (Figure 7).
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Figure 7. Activation and translocation of NF-κB to the moDC nucleus. Lysates of infected moDCs
(moDCs + Li and moDCs + La) and moDCs exposed to parasite EVs (moDCs + LiEVs and moDCs
+ LaEVs) for 24 h were analyzed by ELISA. In parallel, unpulsed moDCs were also evaluated. The
mean and standard deviation of eight samples are represented by a column bar graph. Wilcoxon’s
nonparametric test was used for statistical comparisons. * (p < 0.05) and ** (p < 0.01) indicate
significant differences.

Thus, L. infantum and L. amazonensis parasites show different effects on gene expres-
sion of moDC sensors, as well as on NF-κB activation and translocation. L. amazonensis
appeared to downregulate TLR9 expression, and L. infantum inhibited the accumulation
of NLRP10 mRNA. However, EVs triggered the expression of TLR2 and TLR4. Despite
moDCs expressing surface-sensing genes, only LaEVs and L. infantum parasites seemed
to induce NF-κB activation. On the other hand, L. amazonensis infection does not seem to
modulate the gene expression of PRRs evaluated in the current study.

3.5. L. infantum and L. amazonensis EVs Promote Surface Expression of MHCI and Upregulate
CD80 and CD86 Co-Stimulatory Molecules

MHC molecules expressed by DCs have a central role in guiding the T-cell immune
response, establishing a bridge between innate and adaptive immunity. When complexed
with parasite antigens, surface MHCI molecules promote the activation of cytotoxic T cells,
and MHCII molecules induce the activation of T-helper cells. Thus, to indirectly evaluate
the ability of L.infantum- and L. amazonensis-infected moDCs and moDCs exposed to EVs
(LiEVs and LaEVs) presenting antigens to lymphocytes, the surface expression of MHCI
and MHCII was evaluated, as well as the gene expression of co-stimulatory molecules
CD80 and CD86. These co-stimulatory molecules expressed in the cellular membrane of
DCs play a crucial role in ensuring the effective start of T cells’ immune response.

Primed moDCs showed an increased trend towards MHC expression. EVs of both
Leishmania species caused a two-fold increase in MHCI expression in moDCs (Figure 8)
and L. infantum-infected moDCs showed at least a three-fold increase in the expression of
MHCII. when compared with non-activated moDCs.
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Figure 8. Expression levels of MHC molecules in L. infantum- and L. amazonensis-infected moDCs. The
molecular fluorescent intensity (MFI) of MHCI and MHCII molecules was evaluated by multipara-
metric flow cytometry in infected moDCs (LiEVs and LaEVs) and moDCs exposed to parasite EVs
(LiEVs and LaEVs). The fold change of six samples compared with unpulsed moDCs is represented
by column bars (mean and SEM).

Interestingly, EVs of both species of Leishmania directed the upregulation of CD80
and CD86 (p La and Li CD80 = 0.0156, p La CD86 = 0.0117, p Li CD86 = 0.001). However, only
L. amazonensis parasites (p CD80 = 0.0156, p CD86 = 0.0195) stimulate moDCs to increase
the gene expression of both co-stimulatory molecules (Figure 9). On the other hand, L.
infantum-infected moDCs exhibited significant accumulation of CD86 mRNA (p = 0.002)
when compared with unpulsed moDCs.
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Figure 9. Gene expression of co-stimulatory molecules in L. infantum- and L. amazonensis-infected
moDCs. RNA extracted from infected moDCs (moDC + Li and moDC + La) and moDCs exposed
to parasite EVs (moDCs + LiEVs and moDCs + LaEVs) for 24 h were used to evaluate the gene
expression of CD80 and CD86. In parallel, unpulsed moDCs were also assessed. The results of at least
seven samples are represented by box plots, including the median, interquartile ranges, and minimum
and maximum values. The black dots indicate outliers. Nonparametric Wilcoxon’s test was used for
statistical comparisons. * (p < 0.05), ** (p < 0.01), and *** (p < 0.001) indicate significant differences.

Taken together, these results suggest that EVs shed by L. infantum and L. amazonensis
parasites can lead moDCs to present parasite antigens to CD8+ T cells through MHCI.
Furthermore, CD80 and CD86 upregulation mediates the initial steps of T-cell activation.
L. infantum parasites can modulate moDCs to present antigens through MHCII. However,
these parasites only favor CD86 expression, indicating that infected moDCs may present
antigens to CD4+ T cells. On the other hand, L. amazonensis parasites can stimulate moDCs
to express CD80 and CD86 co-stimulatory molecules without enhancing the expression of
MHC molecules.

3.6. L. infantum and L. amazonensis Trigger moDCs to Release the Chemokine CXCL16

DCs release cytokines, promoting the migration of nearby leukocytes. Chemokines
interact with the chemotactic receptor of leukocytes, inducing migration. To examine the
effect of L. infantum and L. amazonensis promastigotes and parasite EVs on chemokine
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generation, the release of soluble CXCL16 and IL-8 gene expression were evaluated in
infected moDCs, moDCs exposed to EVs (LiEVs and LaEVs), and unprimed moDCs.

Overall, there was at least a two-fold higher concentration of soluble CXCL16 in super-
natants of infected moDCs and EV-stimulated moDCs when compared to unprimed moDCs
(Figure 10). In turn, L. infantum-infected moDCs showed significant downregulation of IL-8
(p = 0.0182).
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Figure 10. Release of chemokine CXCL16 and gene expression of IL-8 by L. infantum- and L. amazo-
nensis-infected moDCs. Culture supernatants and RNA extracted from infected moDCs (moDC + Li
and moDC + La) and moDCs exposed to EVs (moDCs + LiEVs and moDCs + LaEVs) for 24 h were
used to assess soluble CXCL16 and evaluate IL-8 gene expression. The mean and standard deviation
of soluble CXCL16 by moDCs are represented by a column bar graph, and IL-8 gene expression is
represented by box plots, including the median, interquartile ranges, and minimum and maximum
values. The nonparametric Wilcoxon test was used for statistical comparisons. * (p < 0.05) indicates
statistically significant differences.

Therefore, these data indicate that L. infantum and L. amazonensis parasites, as well as
EVs, modulate moDCs to release chemotactic CXCL16, which can promote the migration of
immune cells. The induction of CXCL16 release indicates that moDCs are ready to attract T
cells, whereas the impairment of IL-8 generation can point to deficient neutrophil recruit-
ment.

3.7. L. infantum-Infected moDCs Can Generate IL-1β and IL-18

Depending on the pathogenic stimuli and cytokines that are present in the surrounding
microenvironment, DCs can trigger different types of cytokine production. Thus, the gene
expression of anti- and pro-inflammatory cytokines was examined in infected and EV-
stimulated moDCs, as well as in unprimed moDCs.

In comparison with unpulsed moDCs, the gene expression of the anti-inflammatory
cytokine IL-10 (Figure 11) was significantly increased in L. amazonensis-infected moDCs
(p = 0.0049) associated with IL-1α (p = 0.0353) and TGF-β downregulation (p = 0.0295)
(Supplementary Figure S2), whereas moDCs infected with L. infantum showed a significant
upregulation of IL-1β (p = 0.007). A significant increase in IL-18 mRNA was also observed
in L. infantum- (p = 0.0391) and L. amazonensis (p = 0.0049)-infected moDCs. Moreover,
the parasites did not seem to affect the gene expression of IL-12 (IL-12p35 and IL-12p40).
However, L. amazonensis EVs induced moDCs to significantly upregulate IL-1β (p = 0.0012),
and L. infantum EVs promoted the downregulation of IL-12p40 (p = 0.0386).
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Figure 11. Gene expression of cytokines by L. infantum- and L. amazonensis-infected moDCs.
RNA extracted from infected moDCs (moDC + Li and moDC + La) and moDCs exposed to EVs
(moDCs + LiEVs and moDCs + LaEVs) for 24 h were used to evaluate the gene expression of IL-1β,
IL-18, and IL-10. In parallel, unpulsed moDCs were also assessed. Cytokine results of at least eight
samples are represented by box plots, including the median, interquartile ranges, and minimum and
maximum values. The nonparametric Wilcoxon test was used for statistical comparisons. * (p < 0.05),
** (p < 0.01), and *** (p < 0.001) indicate statistically significant differences.

Thus, in contrast with L. amazonensis, which induces moDCs to generate a mix of
pro-inflammatory (IL-18) and anti-inflammatory (IL-10) cytokines, L. infantum parasites
selectively lead moDCs to generate pro-inflammatory cytokines (IL-1β and IL-18) that can
be associated with the differentiation of T cells. Furthermore, EVs shed by L. amazonensis
direct moDCs to generate the pro-inflammatory IL-1β.

4. Discussion

The Leishmania life cycle is initiated when promastigote forms are introduced into
the skin of a mammalian host by female sandflies during blood feeding. Host DCs are
recruited at the infection site and take up parasites, increasing the availability of partially
processed peptides for presentation via the MHC [45] and acting as inducers of T-cell
immune responses [46]. Therefore, the current study examines the immune activation of
in vitro differentiated canine moDCs by visceral L. infantum and cutaneous L. amazonensis
promastigotes and by the EVs shed by these parasites.

After seven days in the presence of an rIL-4 and GM-CSF cocktail, monocyte-derived
DCs evidence a typical DC-like morphology with long cytoplasmic projections compatible
with dendrites. Cytoplasmic projections are the most characteristic morphological features
of DCs, which is a distinctive mark when compared with macrophages. However, in addi-
tion to their characteristic morphology, dog moDCs evidence a species-specific phenotype.
Contrary to human and mouse DCs, canine DCs do not lose the ability to express CD14 after
in vitro maturation [37,47–50]. However, according to previous studies, they can express
high levels of MHCII, CD11c [37,46] CD1a, CD40, and CD83, as well as the co-stimulatory
molecules CD80 and CD86 [29,50]. Thus, it seems that none of the typical markers com-
monly used to differentiate DCs in humans and mice, such as CD1c, CD11c, and CD14, are
appropriate for the accurate identification of canine DCs. However, in the current study, the
moDC population was mainly constituted by CD14+, CD11c+, CD1a+, and CD83+ moDC
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subsets. The moDC population expresses large amounts of CD83+, which is a member of
the immunoglobulin (Ig) superfamily that predominates in mature DCs, playing a relevant
role in the regulation of antigenic presentation. During the in vitro generation of moDCs,
IL-4 has been considered essential for the stable expression of surface CD83 [51]. Moreover,
in the current study, there was a lower frequency of CD14+ moDCs. According to previous
studies, these surface markers are present on canine macrophages/monocytes but at lower
expression levels when compared to moDCs [28,29,52,53]. moDCs also express CD1a,
which facilitates the presentation of non-protein antigens [52] like lipids; CD11, which
constitutes the α chain of complement receptor 4 and plays a role in phagocytosis; and
CD14, which acts as a coreceptor of TLR4 essential in the recognition of antigenic patterns.

Intracellular Leishmania parasites reside in macrophages of the mammalian host but are
also phagocytosed by other cells, such as DCs [54]. In addition to being important mediators
between innate and adaptive immunity, DCs are also recognized for their highly efficient
phagocytic potential [55]. In the current study, dog moDCs phagocytosed both L. infantum
and L. amazonensis promastigotes and supported the differentiation of promastigotes into
amastigotes-like forms. These data agree with previous studies on the infection rate
of bone marrow-derived dendritic cells (BMDCs) of mice exposed to L. infantum [56,
57]. For parasite internalization to occur, mobilization of cytoskeletal elements, as well
as specific receptor–ligand interactions, have to be established [58]. The parasite gp63
mediates the conversion of complement factor C3b into iC3b, which binds to complement
receptor 3, resulting in Leishmania adherence to the DC membrane [54]. In human DCs,
Argueta-Donohué and colleagues [59] demonstrated that DC-SIGN, a surface receptor
primarily found on DCs, efficiently mediates high internalization rates of L. mexicana
promastigotes after 3 h of in vitro infection. Other in vitro infection studies have collectively
indicated that murine mDCs can efficiently engulf promastigotes [54,60–63]. Margaroni
and collaborators [64] showed that almost 50% of BMDCs from mice were effectively
infected by L. infantum promastigotes after 24 h, demonstrating successful transformation
into amastigotes. Moreover, promastigote forms of dermotropic Leishmania species, such as
L. major, L. amazonensis, and L. braziliensis, resulted in similar infectivity rates, with parasites
being able to survive and multiply within BMDCs [57,65,66]. Furthermore, in the current
study, the internalized L. infantum and L. amazonensis parasites appeared to prolong the
life span of moDCs, as previously described by Rodrigues and colleagues concerning the
lifetime of macrophages infected by L. infantum parasites [67].

DCs recognize foreign pathogens through innate receptors, such as TLR and NOD,
signalizing downstream pathways that trigger the production of pro-inflammatory cy-
tokines and effector molecules, which promote the differentiation of Th1 cells, leading to an
inflammatory immune response. In the current study, short-term exposure to L. amazonensis
and L. infantum EVs modulated moDCs to express TLR2, whereas earlier L. infantum infec-
tion induced moDCs to trigger TLR4 gene expression. On the other hand, L. amazonensis
parasites do not seem to have any effect on PRR transcription. In addition, the examined
endocytic and cytoplasmic PRRs did not appear to be affected by parasites or EVs. In a
recent study in murine BMDCs, L. amazonensis also appeared to favor the low expression of
the PRR adapter MyD88, which is involved in signaling pro-inflammatory pathways [68].

Failure to activate the TLR2 downstream pathway can affect DC activation, influencing
the development of the T-cell immune response against L. infantum infection [69,70]. On the
other hand, in vitro L. amazonensis infectivity was much higher in the BMDM of TLR2−/−

C57BL/6 mice when compared to wild-type mice. Furthermore, the availability of TLR2 and
TLR4 confers macrophage resistance to L. amazonensis parasites by inducing the expression
of nitric oxide synthase 2, which is involved in the conversion of L-arginine to nitric oxide,
leading to parasite death. Therefore, TLR2 deficiency seems to favor polyamine production,
which is beneficial for parasite survival and replication [71]. Thus, these findings point out
that TLR2 can play a crucial role in the outcome of Leishmania infection.

In the current study, L. infantum parasites and EVs shed by L. amazonensis stimulated
the activation of NF-κB, leading to the generation of the pro-inflammatory cytokines IL-1β,
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as well as IL-18 in the case of L. infantum-infected moDCs. In the nucleus, NF-κB acts as
a central regulator of pro-inflammatory immune response by inducing the production of
chemokines (e.g., CXCL1, CXCL2, and CXCL3) and cytokines (e.g., TNF-α, IL-1β, and
IL-6), together with the upregulation of DC co-stimulatory molecules that are essential for
T-cell activation. The family of NF-κB transcription factors plays a crucial role in the host’s
immune defense against pathogens. Several studies have reported that Leishmania and
other parasites, such as Toxoplasma gondii, interfere with the activation of NF-κB signaling
pathways, ensuring their survival in the host [72]. A previous study by Nogueira and
collaborators [73] performed with the THP-1 monocyte lineage showed that L. amazonensis
EVs activate TLR4/TLR2 and induce the nuclear translocation of NF-κB. However, it is
difficult to draw a definitive conclusion about the role of NF-κB in Leishmania infection,
since Leishmania parasites appear to induce a pattern of NF-κB-negative modulation. The
findings of the current study indicate that L. amazonensis EVs shape the activation of NF-κB
and the consequent generation of IL-1β by moDCs. Thus, L. amazonensis EVs seem to be an
attractive tool for the immunomodulation of innate immune response.

It is interesting to note that L. amazonensis parasites do not appear to induce the
activation and translocation of NF-κB to the nuclei of moDCs. It is widely recognized
that parasites have evolved various mechanisms to modulate the host’s immune response.
Therefore, L. amazonensis parasites may have mechanisms to suppress NF-κB activation,
whereas EVs shed by L. amazonensis may not have the potential to avoid the activation of
NF-κB in recipient cells. In contrast, L. amazonensis parasites may use alternative pathways
that do not involve NF-κB activation. Although NF-κB is a central regulator of immune
responses, there are other signaling cascades, such as MAPK or interferon regulatory
factor (IRF) pathways, that may also contribute to the activation of immune cells [66].
L. amazonensis can specifically modulate these alternative pathways to manipulate the
host’s immune response. MAPK pathways, including extracellular signal-regulated kinase
(ERK), c-Jun N-terminal kinase (JNK), and the p38 MAPK pathway, are involved in various
cellular processes, including immune responses [74]. Activation of MAPK pathways can
lead to positive regulation of CD80 and CD86 expression in DCs. Members of the IRF family,
such as IRF3 and IRF7, play a key role in regulating type I interferon (IFN) production and
immune response [75]. Activation of the IRF pathways can lead to the production of type I
IFNs, such as IFN-α and IFN-β. Type I IFNs, in turn, can induce upregulation of CD80 and
CD86 on DCs. The binding of type I IFNs to their receptors on DCs triggers downstream
signaling events, including the activation of IRF pathways, resulting in increased expression
of CD80 and CD86 [76].

Cytokines play vital roles in immune response toward defense against pathogens.
However, the balance of pro- and anti-inflammatory cytokines is crucial to prevent im-
munopathological disorders. Some of these immune mediators can play a protective role or
favor disease progression, while others have a dual role, as is the case of TNF-α and IFN-γ.
Although these cytokines play a crucial role in inducing a protective immune response
against Leishmania infection, their overproduction may have pathological effects, causing
severe damage to host tissues [77]. The findings of the current study indicate that L. in-
fantum parasites promote the generation of pro-inflammatory cytokines (IL-1β and IL-18)
by moDCs, which can favor the development of an inflammatory microenvironment that
facilitates the control of L. infantum infection. It has been shown that IL-1β can promote the
expansion of IL-12-mediated Th1 cells and stimulate NO and TNF production, which may
contribute to parasite elimination [78,79]. Mana and coworkers [80] reported that naturally
infected, clinically healthy dogs evidence a significant expression of IL-18. In turn, L. ama-
zonensis-infected moDCs establish a balance between pro- (IL-18) and anti-inflammatory
cytokines (IL-10) that can be favorable to the presence of the parasite. IL-10 is known to be
a potent immunoregulatory cytokine, suppressing macrophage activity and DC maturation
and inhibiting IL-12 production by DCs, thereby impairing the Th1 immune response
and IFN-γ production [81], which limits immune response against intracellular parasitic
infection, being associated with the persistence of the parasite at the site of infection [82].
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L. infantum and L. amazonensis EVs drive the expression of MHCI molecules, pointing
to the activation of a cytotoxic immune response mediated by T cells, which can promote the
apoptosis of infected macrophages. For the initiation of antigen-specific adaptive immune
responses, DCs present parasitic antigenic peptides complexed with MHC molecules to
naïve T lymphocytes. Parasitic antigens complexed with DC-derived MHCI molecules are
cross-presented to CD8+ T cells, which become activated into cytotoxic T cells that, in turn,
can induce the apoptosis of infected cells. However, the efficient death of infected cells
driven by cytotoxic T cells also requires the activation of CD4+ T cells via MHCII, which
release pro-inflammatory cytokines that strengthen T-cell cytotoxicity. On the other hand,
L. infantum parasites promote the surface expression of MHCII molecules, pointing out that
early moDC infection can favor antigenic presentation, which can induce proliferation and
further activation of helper (CD4+ T) lymphocytes. Interestingly, L. amazonensis parasites
do not have a significant effect on the expression of MHCI or MHCII molecules, evading
the activation of both cytotoxic and helper T cells.

In the current study, EVs and L. amazonensis parasites upregulated both CD80 and
CD86 in moDCs, guaranteeing the conditions for the effective activation of T cells following
antigen presentation via MHC molecules. In contrast, L. infantum parasites only promoted
the expression of CD86. According to previous studies, DCs are highly efficient in ex-
ogenous antigen cross-presentation to CD8+ T cells when compared with macrophages
or B cells [83–85], since they can efficiently process antigens of pathogens, driving the
expression of MHCI and co-stimulatory molecules. Despite the crucial role played by
co-stimulatory molecules in T-cell priming, DC surface co-stimulatory molecules CD80
and CD86 bind with low affinity to CD28, which is constitutively expressed by T cells [86].
CD86 is constitutively expressed at low levels in immature DC [87], whereas CD80 is only
expressed on activated APCs [88]. Although both CD80 and CD86 are upregulated after DC
activation, CD86 expression seems to be induced more rapidly than that of CD80 [89,90].
Neves and coworkers [56] reported that L. infantum promastigotes do not increase CD86 ex-
pression. However, in the case of human DCs, L. infantum and L. amazonensis enhance CD86
expression [57]. Although both CD80 and CD86 bind to the same T-cell co-stimulatory
molecules to mediate T-cell activation, together with the recognition of parasite antigens
complexed with MHC molecules, baseline CD80 could lead to suboptimal T-cell activation.

In the current study, L. infantum and L. amazonensis parasites, as well as the respective
EVs, had a positive effect on the release of soluble CXCL16. The surface expression of
CXCL16 on DCs is upregulated by pro-inflammatory cytokines, such as TNF and IFN [91],
and the respective receptor (CXCR6) is preferentially expressed on T cells, especially on
Th1 lymphocytes, cytotoxic T cells, and memory T cells. It is assumed that CXCL16
attracts T lymphocytes during inflammation, directing T-cell traffic and facilitating immune
responses via cell–cell contacts [92–94]. Previous studies have reported that Leishmania LPG
can promote an increase in CXCL16 gene expression via the transcription factor activator
protein-1 (AP-1) and NF-κB-dependent transcription [95,96]. The surface of Leishmania
promastigotes is covered by LPG, and EVs released by promastigotes may also be rich in
LPG. Since L. infantum EVs and L. amazonensis promastigotes did not promote moDCs to
increase NF-κB, we can raise the hypothesis that CXCL16 gene transcription is dependent
on other transcription factors, as is the case of AP-1.

The findings of the current study indicate that canine DCs differentiated in vitro from
peripheral blood monocytes of healthy dogs can recognize parasitic antigens and become
activated and may establish a bridge with T cells, favoring the activation of an acquired
immune response. However, the activation of moDCs appears to be species-specific.
Differences in the activation of skin DCs were also demonstrated in a previous ex vivo
study in mice infected with L. amazonensis and L. braziliensis [97]. L. infantum parasites lead
to the activation of NF-κB and the subsequent generation of pro-inflammatory cytokines
and chemokine release, which can attract T lymphocytes. Moreover, this parasite promotes
the expansion of MHCII molecules and the upregulation of CD86, which is described
as being expressed earlier and recognized as the initial co-stimulatory molecule. Thus,
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L. infantum-infected moDCs can induce inflammation, drive T-cell chemotaxis, and prime
CD4+ T cells following parasite antigen presentation, favoring the development of a cellular
immune response against infected cells, which can exert some control over infection. On
the other hand, L. amazonensis promastigotes seem to shape the immune response of
moDCs via the activation of other pathways. Since infected moDCs produce CXCL16
and generate pro-inflammatory cytokines, this parasite may signalize moDCs through
different pathways without inducing the activation of NF-κB and promote the upregulation
of co-stimulatory molecules CD80 and CD86. However, the mixed generation of anti-
inflammatory (IL-10) and pro-inflammatory (IL-18) immune mediators can negatively
interfere with the activation of the cellular immune response, favoring parasite infection.
These findings indicate that L. amazonensis and L. infantum parasites establish different
immune relationships with moDCs, which may be a consequence of a long parasite–dog
co-evolution. Indeed, previous studies also point to different strategies adopted by different
Leishmania species when interacting with DCs, making it very difficult to generalize the
effect of this parasite in DCs from different hosts. However, experimental evidence of
murine and human DCs has suggested that L. amazonensis parasites can impair T-cell
activity [98–100], which seems to be consistent with the findings of the current study.

L. amazonensis and L. infantum EVs shape the immune activity of moDCs in different
ways. Despite both EVs promoting the release of soluble CXCL16, only L. amazonensis EVs
induce the activation of NF-κB and the generation of pro-inflammatory immune mediator
IL-1β. Nevertheless, both EVs favor MHCI expression in addition to the upregulation
of co-stimulatory molecules and CXCL16 release, which points to the stimulation of a
cytotoxic immune response mediated by CD8+ T cells. Thus, Leishmania EVs seem to have
the potential to be further developed as an immune modulator of the cytotoxic acquired
immune response.

5. Conclusions

This study establishes, for the first time, an in vitro dog model to explore the im-
munomodulation of DCs by Leishmania, which may have further applications and open
new avenues to innovative DC-based strategies against leishmaniasis.

Activated DCs may prevent the development of acute L. infantum disease by promoting
a cellular immune response that can cause a reduction in infected cells, promoting latent
infection due to the low parasite load that favors the development of chronic disease,
thereby preventing premature host death. In contrast, L. amazonensis parasites appear
to impact the immune activation of DCs, which may favour parasite infection. In turn,
immune activation of DCs by EVs may lead to the recruitment and activation of cytotoxic T
cells, which may exert some control over parasite dissemination (Figure 12).

The co-evolution of L. infantum (and eventually L. amazonensis) and its animal reservoir
has developed a relationship that prolongs both the infection and parasite spread through
sandflies. Thus, a detailed understanding of DC activation may offer new opportunities for
advanced leishmaniasis control strategies, especially concerning immune-precision thera-
pies. In addition, Leishmania EVs have the potential to be exploited as immunomodulators,
as they can induce a cytotoxic immune response that could impair host infection.
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Figure 12. Schematic model reflecting the in vitro interplay established between dendritic cells and
L. infantum, L. amazonensis, and EVs in the early phase of infection. Promastigotes and EVs shed by
L. infantum (Li) and L. amazonensis (La) activate DCs, although in different manners. EVs support the
expression of MHCI molecules associated with the expression of co-stimulatory molecules, which
indicates that DCs can present parasitic antigens to cytotoxic T cells. The activation and translocation
of NF-κB to the DC nucleus seem to be associated with IL-1β upregulation. L. infantum infection
generates pro-inflammatory cytokines (IL-18 and IL-1β) that, together with CXCL16 release, can
induce T-cell chemotaxis, facilitating the activation of the acquired immune response. However,
in contrast with EV-primed DCs, L. infantum infection induces the expression of MHCII but only
promotes the upregulation of the co-stimulatory molecule CD86, and L. amazonensis upregulates
co-stimulatory molecules without interfering with the expression of MHC molecules, which can
impact the efficacy of antigenic presentation.

Supplementary Materials: The following supporting information can be downloaded at:
https://www.mdpi.com/article/10.3390/cells13050445/s1, Table S1. Fluorochrome panel of mono-
clonal antibodies used to immunophenotype moDCs; Table S2. List of forward (FW) and reverse (RV)
primers, base-pair (bp) number of amplified fragments, and primer annealing temperature (TAN) for
each studied gene. * indicates the primers designed with Primer3 software 4.1.0; Figure S1. Gene
expression of NOD1, NOD2, NLRP10, and TLR9 by L. infantum- and L. amazonensis-infected moDCs.
RNA extracted from infected moDCs (moDC + Li and moDC + La) and moDCs exposed to parasite
EVs (moDCs + LiEVs and moDCs + LaEVs) for 24 h were used to evaluate NOD1, NOD2, NLRP10,
and TLR9 gene expression. Results of at least eight samples are represented by box plots, including
the median, interquartile ranges, and minimum and maximum values. Black dots are indicative of
outliers. Nonparametric Wilcoxon’s test was used for statistical comparisons. * (p < 0.05) indicates
statistically significant differences; Figure S2. Gene expression of cytokines by L. infantum- and L.
amazonensis-infected moDCs. RNA extracted from infected moDCs (moDC + Li and moDC + La) and
moDCs exposed to (moDCs + LiEVs and moDCs + LaEVs) for 24 h were used to evaluate IL-12p40,
IL-12p35, IL-1α, and TGF-β gene expression. In parallel, cytokines of unprimed moDCs were also
assessed. The results of at least 10 samples are represented by box plots, including the median,
interquartile ranges, and minimum and maximum values. Black dots are indicative of outliers.
Nonparametric Wilcoxon’s test was used for statistical comparisons. * (p < 0.05) indicates significant
differences. References [32–40] are cited in the supplementary materials.

https://www.mdpi.com/article/10.3390/cells13050445/s1


Cells 2024, 13, 445 20 of 24

Author Contributions: Conceptualization A.V.-B., A.A. and G.S.-G.; methodology, A.V.-B., J.P.-M.,
L.L., M.M., A.A., S.M.-G., T.N., G.A.-P., W.A. and L.M.; validation, A.V.-B. and G.S.-G.; formal
analysis, A.V.-B. and G.S.-G.; investigation, A.V.-B., A.M.S., R.F., J.C.A., I.C., L.M., G.A.-P., I.P.d.F. and
G.S.-G.; resources, A.V.-B., A.M.S., R.F., J.C.A., I.C. and L.M.; writing—original draft preparation,
A.V.-B. and A.R.; writing—review and editing, A.V.-B., G.A.-P., I.P.d.F. and G.S.-G.; visualization,
A.V.-B., A.R. and G.S.-G.; supervision, I.P.d.F. and G.S.-G.; project administration, I.P.d.F. and G.S.-G.;
funding acquisition, I.P.d.F. and G.S.-G. All authors have read and agreed to the published version of
the manuscript.

Funding: This research was funded by the FCT-Foundation for Science and Technology, I.P., through
research grants PTDC/CVT-CVT/28908/2017 (http://doi.org/10.54499/PTDC/CVT-CVT/28908/
2017) and PTDC/CVT-CVT/0228/2020 (http://doi.org/10.54499/PTDC/CVT-CVT/0228/2020) and
by national funds within the scope of Centro de Investigação Interdisciplinar em Sanidade Animal
(CIISA, UIDB/00276/2020), AL4AnimalS—LA/P/0059/2020, Global Health and Tropical Medicine
(GHTM, UID/04413/2020), and LA-REAL—LA/P/0117/2020.

Institutional Review Board Statement: The animal study protocol was approved by the Ethics and
Welfare Committee of the Faculty of Veterinary Medicine, University of Lisbon (Ref. 008/2019,
29 March 2019).

Informed Consent Statement: No humans/patients were involved in this study.

Data Availability Statement: Data are available in Zenodo at 10.5281/zenodo.8221227 and upon
request from the corresponding author due to privacy.

Acknowledgments: The authors acknowledge Ana Tomás from I3S, Instituto de Investigação e
Inovação em Saúde, IBMC, Instituto de Biologia Molecular e Celular and ICBAS, Instituto de Ciências
Biomédicas Abel Salazar (Porto, Portugal), for kindly sharing the GFP-L. infantum strain. Faculty of
Sciences of the University of Lisbon’s Microscopy Facility is a node of the Portuguese Platform of
BioImaging, reference PPBI-POCI-01-0145-FEDER-022122.

Conflicts of Interest: The authors declare no conflicts of interest.

References
1. Estevan, L.G.T.M.; Veloso, L.B.; Silva, G.G.; Mori, C.C.; Franco, P.F.; Lima, A.C.V.M.R.; Ássimos, G.R.; Reis, I.A.; Andrade-Filho,

J.D.; Araújo, M.S.S.; et al. Leishmania infantum infection rate in dogs housed in open-admission shelters is higher than of domiciled
dogs in an endemic area of canine visceral leishmaniasis. Epidemiological implications. Acta Trop. 2022, 232, 106492. [CrossRef]

2. Lopes, M.F.; Costa-da-Silva, A.C.; DosReis, G.A. Innate immunity to Leishmania infection: Within phagocytes. Mediat. Inflamm.
2014, 2014, 754965. [CrossRef]

3. Steinman, R.M.; Cohn, Z.A. Identification of a novel cell type in peripheral lymphoid organs of mice. I. Morphology, quantitation,
tissue distribution. J. Exp. Med. 1973, 137, 1142–1162. [CrossRef]

4. Sallusto, F.; Lanzavecchia, A. Efficient presentation of soluble antigen by cultured human dendritic cells is maintained by
granulocyte/macrophage colony-stimulating factor plus interleukin 4 and downregulated by tumor necrosis factor alpha. J. Exp.
Med. 1994, 179, 1109–1118. [CrossRef]

5. Takeda, K.; Akira, S. TLR signaling pathways. Semin. Immunol. 2004, 16, 3–9. [CrossRef]
6. Sánchez-Sánchez, N.; Riol-Blanco, L.; Rodríguez-Fernández, J.L. The multiple personalities of the chemokine receptor CCR7 in

dendritic cells. J. Immunol. 2006, 176, 5153–5159. [CrossRef] [PubMed]
7. Eisenbarth, S.C.; Williams, A.; Colegio, O.R.; Meng, H.; Strowig, T.; Rongvaux, A.; Henao-Mejia, J.; Thaiss, C.A.; Joly, S.; Gonzalez,

D.G.; et al. NLRP10 is a NOD-like receptor essential to initiate adaptive immunity by dendritic cells. Nature 2012, 484, 510–513.
[CrossRef] [PubMed]

8. Gorak, P.M.; Engwerda, C.R.; Kaye, P.M. Dendritic cells, but not macrophages, produce IL-12 immediately following Leishmania
donovani infection. Eur. J. Immunol. 1998, 28, 687–695. [CrossRef]

9. von Stebut, E.; Belkaid, Y.; Jakob, T.; Sacks, D.L.; Udey, M.C. Uptake of Leishmania major amastigotes results in activation and
interleukin 12 release from murine skin-derived dendritic cells: Implications for the initiation of anti-Leishmania immunity. J. Exp.
Med. 1998, 188, 1547–1552. [CrossRef] [PubMed]

10. León, B.; López-Bravo, M.; Ardavín, C. Monocyte-derived dendritic cells formed at the infection site control the induction of
protective T helper 1 responses against Leishmania. Immunity 2007, 26, 519–531. [CrossRef] [PubMed]

11. Komai-Koma, M.; Li, D.; Wang, E.; Vaughan, D.; Xu, D. Anti-Toll-like receptor 2 and 4 antibodies suppress inflammatory response
in mice. Immunology 2014, 143, 354–362. [CrossRef]

12. Vargas-Inchaustegui, D.A.; Tai, W.; Xin, L.; Hogg, A.E.; Corry, D.B.; Soong, L. Distinct roles for MyD88 and Toll-like receptor 2
during Leishmania braziliensis infection in mice. Infect. Immun. 2009, 77, 2948–2956. [CrossRef]

http://doi.org/10.54499/PTDC/CVT-CVT/28908/2017
http://doi.org/10.54499/PTDC/CVT-CVT/28908/2017
http://doi.org/10.54499/PTDC/CVT-CVT/0228/2020
https://doi.org/10.1016/j.actatropica.2022.106492
https://doi.org/10.1155/2014/754965
https://doi.org/10.1084/jem.137.5.1142
https://doi.org/10.1084/jem.179.4.1109
https://doi.org/10.1016/j.smim.2003.10.003
https://doi.org/10.4049/jimmunol.176.9.5153
https://www.ncbi.nlm.nih.gov/pubmed/16621978
https://doi.org/10.1038/nature11012
https://www.ncbi.nlm.nih.gov/pubmed/22538615
https://doi.org/10.1002/(SICI)1521-4141(199802)28:02%3C687::AID-IMMU687%3E3.0.CO;2-N
https://doi.org/10.1084/jem.188.8.1547
https://www.ncbi.nlm.nih.gov/pubmed/9782133
https://doi.org/10.1016/j.immuni.2007.01.017
https://www.ncbi.nlm.nih.gov/pubmed/17412618
https://doi.org/10.1111/imm.12312
https://doi.org/10.1128/IAI.00154-09


Cells 2024, 13, 445 21 of 24

13. de Veer, M.J.; Curtis, J.M.; Baldwin, T.M.; DiDonato, J.A.; Sexton, A.; McConville, M.J.; Handman, E.; Schofield, L. MyD88 is
essential for clearance of Leishmania major: Possible role for lipophosphoglycan and Toll-like receptor 2 signaling. Eur. J. Immunol.
2003, 33, 2822–2831. [CrossRef]

14. Kropf, P.; Freudenberg, M.A.; Modolell, M.; Price, H.P.; Herath, S.; Antoniazi, S.; Galanos, C.; Smith, D.F.; Müller, I. Toll-like
receptor 4 contributes to efficient control of infection with the protozoan parasite Leishmania major. Infect. Immun. 2004, 72,
1920–1928. [CrossRef]

15. Liese, J.; Schleicher, U.; Bogdan, C. TLR9 signaling is essential for the innate NK cell response in murine cutaneous leishmaniasis.
Eur. J. Immunol. 2007, 37, 3424–3434. [CrossRef]

16. Schleicher, U.; Liese, J.; Knippertz, I.; Kurzmann, C.; Hesse, A.; Heit, A.; Fischer, J.A.; Weiss, S.; Kalinke, U.; Kunz, S.; et al. NK cell
activation in visceral leishmaniasis requires TLR9, myeloid DCs, and IL-12, but is independent of plasmacytoid DCs. J. Exp. Med.
2007, 204, 893–906. [CrossRef]

17. Abou Fakher, F.H.; Rachinel, N.; Klimczak, M.; Louis, J.; Doyen, N. TLR9-dependent activation of dendritic cells by DNA from
Leishmania major favors Th1 cell development and the resolution of lesions. J. Immunol. 2009, 182, 1386–1396. [CrossRef] [PubMed]

18. Berberich, C.; Ramírez-Pineda, J.R.; Hambrecht, C.; Alber, G.; Skeiky, Y.A.; Moll, H. Dendritic cell (DC)-based protection against
an intracellular pathogen is dependent upon DC-derived IL-12 and can be induced by molecularly defined antigens. J. Immunol.
2003, 170, 3171–3179. [CrossRef] [PubMed]

19. Bertholet, S.; Goldszmid, R.; Morrot, A.; Debrabant, A.; Afrin, F.; Collazo-Custodio, C.; Houde, M.; Desjardins, M.; Sher, A.; Sacks,
D. Leishmania antigens are presented to CD8+ T cells by a transporter associated with antigen processing-independent pathway
in vitro and in vivo. J. Immunol. 2006, 177, 3525–3533. [CrossRef] [PubMed]

20. Quinones, M.; Ahuja, S.K.; Melby, P.C.; Pate, L.; Reddick, R.L.; Ahuja, S.S. Preformed membrane-associated stores of interleukin
(IL)-12 are a previously unrecognized source of bioactive IL-12 that is mobilized within minutes of contact with an intracellular
parasite. J. Exp. Med. 2000, 192, 507–516. [CrossRef] [PubMed]

21. Bennett, C.L.; Misslitz, A.; Colledge, L.; Aebischer, T.; Blackburn, C.C. Silent infection of bone marrow-derived dendritic cells by
Leishmania mexicana amastigotes. Eur. J. Immunol. 2001, 31, 876–883. [CrossRef]

22. Silverman, J.M.; Clos, J.; Horakova, E.; Wang, A.Y.; Wiesgigl, M.; Kelly, I.; Lynn, M.A.; McMaster, W.R.; Foster, L.J.; Levings, M.K.;
et al. Leishmania exosomes modulate innate and adaptive immune responses through effects on monocytes and dendritic cells. J.
Immunol. 2010, 185, 5011–5022. [CrossRef]

23. Hassani, K.; Antoniak, E.; Jardim, A.; Olivier, M. Temperature-induced protein secretion by Leishmania mexicana modulates
macrophage signalling and function. PLoS ONE 2011, 6, e18724. [CrossRef]

24. Olivier, M.; Atayde, V.D.; Isnard, A.; Hassani, K.; Shio, M.T. Leishmania virulence factors: Focus on the metalloprotease GP.
Microbes Infect. 2012, 14, 1377–1389. [CrossRef]

25. Hosseini, H.M.; Fooladi, A.A.; Nourani, M.R.; Ghanezadeh, F. The role of exosomes in infectious diseases. Inflamm. Allergy Drug
Targets 2013, 12, 29–37. [CrossRef]

26. Helhazar, M.; Leitão, J.; Duarte, A.; Tavares, L.; da Fonseca, I.P. Natural infection of synathropic rodent species Mus musculus and
Rattus norvegicus by Leishmania infantum in Sesimbra and Sintra-Portugal. Parasit. Vectors 2013, 6, 88. [CrossRef]

27. Pereira, M.A.; Alexandre-Pires, G.; Câmara, M.; Santos, M.; Martins, C.; Rodrigues, A.; Adriana, J.; Passero, L.F.D.; Pereira da
Fonseca, I.; Santos-Gomes, G. Canine neutrophils cooperate with macrophages in the early stages of Leishmania infantum in vitro
infection. Parasite Immunol. 2019, 41, e12617. [CrossRef]

28. Ibisch, C.; Pradal, G.; Bach, J.M.; Lieubeau, B. Functional canine dendritic cells can be generated in vitro from peripheral blood
mononuclear cells and contain a cytoplasmic ultrastructural marker. J. Immunol. Methods 2005, 298, 175–182. [CrossRef] [PubMed]

29. Wang, X.; Eaton, M.; Mayer, M.; Li, H.; He, D.; Nelson, E.; Christopher-Hennings, J. Porcine reproductive and respiratory
syndrome virus productively infects monocyte-derived dendritic cells and compromises their antigen-presenting ability. Arch.
Virol. 2007, 152, 289–303. [CrossRef] [PubMed]

30. Marques, C.S.; Passero, L.F.; Vale-Gato, I.; Rodrigues, A.; Rodrigues, O.R.; Martins, C.; Correia, I.; Tomás, A.M.; Alexandre-Pires,
G.; Ferronha, M.H.; et al. New insights into neutrophil and Leishmania infantum in vitro immune interactions. Comp. Immunol.
Microbiol. Infect. Dis. 2015, 40, 19–29. [CrossRef] [PubMed]

31. Weber, J.I.; Rodrigues, A.V.; Valério-Bolas, A.; Nunes, T.; Carvalheiro, M.C.; Antunes, W.; Alexandre-Pires, G.; Pereira-da-Fonseca,
I.; Santos-Gomes, G. Insights on host-parasite immunomodulation mediated by extracellular vesicles of cutaneous Leishmania
shawi and Leishmania guyanensis. Cells 2023, 12, 1101. [CrossRef]

32. Rodrigues, A.; Claro, M.; Alexandre-Pires, G.; Santos-Mateus, D.; Martins, C.; Valério-Bolas, A.; Rafael-Fernandes, M.; Pereira,
M.A.; Pereira da Fonseca, I.; Tomás, A.M.; et al. Leishmania infantum antigens modulate memory cell subsets of liver resident T
lymphocytes. Immunobiology 2017, 222, 409–422. [CrossRef]

33. Argyle, D.J.; McGillivery, C.; Nicolson, L.; Onions, D.E. Cloning, sequencing, and characterization of dog interleukin-18.
Immunogenetics 1999, 49, 541–543. [CrossRef]

34. Yasunaga, S.; Masuda, K.; Ohno, K.; Tsujimoto, H. Antigen-specific enhancements of CD80 mRNA expression in experimentally
sensitized dogs with Japanese cedar pollen. J. Vet. Med. Sci. 2003, 65, 295–300. [CrossRef] [PubMed]

35. Peters, I.R.; Helps, C.R.; Calvert, E.L.; Hall, E.J.; Day, M.J. Cytokine mRNA quantification in histologically normal canine duodenal
mucosa by real-time RT-PCR. Vet. Immunol. Immunopathol. 2005, 103, 101–111. [CrossRef] [PubMed]

https://doi.org/10.1002/eji.200324128
https://doi.org/10.1128/IAI.72.4.1920-1928.2004
https://doi.org/10.1002/eji.200737182
https://doi.org/10.1084/jem.20061293
https://doi.org/10.4049/jimmunol.182.3.1386
https://www.ncbi.nlm.nih.gov/pubmed/19155485
https://doi.org/10.4049/jimmunol.170.6.3171
https://www.ncbi.nlm.nih.gov/pubmed/12626575
https://doi.org/10.4049/jimmunol.177.6.3525
https://www.ncbi.nlm.nih.gov/pubmed/16951311
https://doi.org/10.1084/jem.192.4.507
https://www.ncbi.nlm.nih.gov/pubmed/10952720
https://doi.org/10.1002/1521-4141(200103)31:3%3C876::AID-IMMU876%3E3.0.CO;2-I
https://doi.org/10.4049/jimmunol.1000541
https://doi.org/10.1371/journal.pone.0018724
https://doi.org/10.1016/j.micinf.2012.05.014
https://doi.org/10.2174/1871528111312010005
https://doi.org/10.1186/1756-3305-6-88
https://doi.org/10.1111/pim.12617
https://doi.org/10.1016/j.jim.2005.02.001
https://www.ncbi.nlm.nih.gov/pubmed/15847807
https://doi.org/10.1007/s00705-006-0857-1
https://www.ncbi.nlm.nih.gov/pubmed/17031757
https://doi.org/10.1016/j.cimid.2015.03.003
https://www.ncbi.nlm.nih.gov/pubmed/25857442
https://doi.org/10.3390/cells12081101
https://doi.org/10.1016/j.imbio.2016.08.009
https://doi.org/10.1007/s002510050532
https://doi.org/10.1292/jvms.65.295
https://www.ncbi.nlm.nih.gov/pubmed/12679556
https://doi.org/10.1016/j.vetimm.2004.08.020
https://www.ncbi.nlm.nih.gov/pubmed/15626466


Cells 2024, 13, 445 22 of 24

36. Sauter, S.N.; Allenspach, K.; Gaschen, F.; Gröne, A.; Ontsouka, E.; Blum, J.W. Cytokine expression in an ex vivo culture system of
duodenal samples from dogs with chronic enteropathies: Modulation by probiotic bacteria. Domest. Anim. Endocrinol. 2005, 29,
605–622. [CrossRef] [PubMed]

37. Ishii, M.; Hashimoto, M.; Oguma, K.; Kano, R.; Moritomo, T.; Hasegawa, A. Molecular cloning and tissue expression of canine
Toll-like receptor 2 (TLR2). Vet. Immunol. Immunopathol. 2006, 110, 87–95. [CrossRef] [PubMed]

38. Huang, Y.C.; Hung, S.W.; Jan, T.R.; Liao, K.W.; Cheng, C.H.; Wang, Y.S.; Chu, R.M. CD5-low expression lymphocytes in canine
peripheral blood show characteristics of natural killer cells. J. Leukoc. Biol. 2008, 84, 1501–1510. [CrossRef] [PubMed]

39. Yu, D.H.; Noh, D.H.; Song, R.H.; Park, J. Ethyl pyruvate downregulates tumor necrosis factor alpha and interleukin (IL)-6
and upregulates IL-10 in lipopolysaccharide-stimulated canine peripheral blood mononuclear cells. J. Vet. Med. Sci. 2010, 72,
1379–1381. [CrossRef]

40. Harman, R.M.; Bussche, L.; Ledbetter, E.C.; Van de Walle, G.R. Establishment and characterization of an air-liquid canine corneal
organ culture model to study acute herpes keratitis. J. Virol. 2014, 88, 13669–13677. [CrossRef]

41. Koressaar, T.; Remm, M. Enhancements and modifications of primer design program Primer. Bioinformatics 2007, 23, 1289–1291.
[CrossRef] [PubMed]

42. Untergasser, A.; Cutcutache, I.; Koressaar, T.; Ye, J.; Faircloth, B.C.; Remm, M.; Rozen, S.G. Primer3- new capabilities and interfaces.
Nucleic Acids Res. 2012, 40, e115. [CrossRef] [PubMed]

43. Rodrigues, O.R.; Moura, R.A.; Gomes-Pereira, S.; Santos-Gomes, G.M. H-2 complex influences cytokine gene expression in
Leishmania infantum-infected macrophages. Cell. Immunol. 2006, 243, 118–126. [CrossRef] [PubMed]

44. Kawai, T.; Akira, S. Signaling to NF-kappaB by Toll-like receptors. Trends Mol. Med. 2007, 13, 460–469. [CrossRef] [PubMed]
45. Liu, Q.; Rojas-Canales, D.M.; Divito, S.J.; Shufesky, W.J.; Stolz, D.B.; Erdos, G.; Sullivan, M.L.; Gibson, G.A.; Watkins, S.C.;

Larregina, A.T.; et al. Donor dendritic cell-derived exosomes promote allograft-targeting immune response. J. Clin. Investig. 2016,
126, 2805–2820. [CrossRef]

46. Giza, H.M.; Bozzacco, L. Unboxing dendritic cells: Tales of multi-faceted biology and function. Immunology 2021, 164, 433–449.
[CrossRef]

47. Carrasco, C.P.; Rigden, R.C.; Schaffner, R.; Gerber, H.; Neuhaus, V.; Inumaru, S.; Takamatsu, H.; Bertoni, G.; McCullough, K.C.;
Summerfield, A. Porcine dendritic cells generated in vitro: Morphological, phenotypic and functional properties. Immunology
2001, 104, 175–184. [CrossRef]

48. Wijewardana, V.; Sugiura, K.; Oichi, T.; Fujimoto, M.; Akazawa, T.; Hatoya, S.; Inaba, M.; Ikehara, S.; Jayaweera, T.S.; Inaba,
T. Generation of canine dendritic cells from peripheral blood monocytes without using purified cytokines. Vet. Immunol.
Immunopathol. 2006, 114, 37–48. [CrossRef]

49. Bienzle, D.; Reggeti, F.; Clark, M.E.; Chow, C. Immunophenotype and functional properties of feline dendritic cells derived from
blood and bone marrow. Vet. Immunol. Immunopathol. 2003, 96, 19–30. [CrossRef]

50. Gutzwiller, M.E.R.; Moulin, H.R.; Zurbriggen, A.; Roosje, P.; Summerfield, A. Comparative analysis of canine monocyte- and
bone-marrow-derived dendritic cells. Vet. Res. 2010, 41, 40. [CrossRef]

51. Cao, W.; Lee, S.H.; Lu, J. CD83 is performed inside monocytes, macrophages and dendritic cells, but it is only stably expressed on
activated dendritic cells. Biochem. J. 2005, 385, 85–93. [CrossRef]

52. Affolter, V.K.; Moore, P.F. Localized and disseminated histiocytic sarcoma of dendritic cell origin in dogs. Vet. Pathol. 2002, 39,
74–83. [CrossRef]

53. Goto-Koshino, Y.; Ohno, K.; Nakajima, M.; Mochizuki, H.; Kanemoto, H.; Tsujimoto, H. A rapid and simple method to obtain
canine peripheral blood-derived macrophages. J. Vet. Med. Sci. 2011, 73, 773–778. [CrossRef]

54. Woelbing, F.; Kostka, S.L.; Moelle, K.; Belkaid, Y.; Sunderkoetter, C.; Verbeek, S.; Waisman, A.; Nigg, A.P.; Knop, J.; Udey, M.C.;
et al. Uptake of Leishmania major by dendritic cells is mediated by Fc gamma receptors and facilitates acquisition of protective
immunity. J. Exp. Med. 2006, 203, 177–188. [CrossRef] [PubMed]

55. Collin, M.; Bigley, V. Human dendritic cell subsets: An update. Immunology 2018, 154, 3–20. [CrossRef]
56. Neves, B.M.; Silvestre, R.; Resende, M.; Ouaissi, A.; Cunha, J.; Tavares, J.; Loureiro, I.; Santarém, N.; Silva, A.M.; Lopes, M.C.; et al.

Activation of phosphatidylinositol 3-kinase/Akt and impairment of nuclear factor-kappaB: Molecular mechanisms behind the
arrested maturation/activation state of Leishmania infantum-infected dendritic cells. Am. J. Pathol. 2010, 177, 2898–2911. [CrossRef]

57. Falcão, S.A.; Jaramillo, T.M.; Ferreira, L.G.; Bernardes, D.M.; Santana, J.M.; Favali, C.B. Leishmania infantum and Leishmania
braziliensis: Differences and similarities to evade the innate immune system. Front. Immunol. 2016, 7, 287. [CrossRef] [PubMed]

58. Jaumouillé, V.; Grinstein, S. Molecular mechanisms of phagosome formation. In Myeloid Cells in Health and Disease: A Synthesis;
Gordon, S., Ed.; Wiley Online Library: Hoboken, NJ, USA, 2016. [CrossRef]

59. Argueta-Donohué, J.; Wilkins-Rodríguez, A.A.; Aguirre-García, M.; Gutiérrez-Kobeh, L. Differential phagocytosis of Leishmania
mexicana promastigotes and amastigotes by monocyte-derived dendritic cells. Microbiol. Immunol. 2016, 60, 369–381. [CrossRef]

60. von Stebut, E.; Belkaid, Y.; Nguyen, B.V.; Cushing, M.; Sacks, D.L.; Udey, M.C. Leishmania major-infected murine Langerhans cell-
like dendritic cells from susceptible mice release IL-12 after infection and vaccinate against experimental cutaneous leishmaniasis.
Eur. J. Immunol. 2000, 30, 3498–3506. [CrossRef] [PubMed]

61. Qi, H.; Popov, V.; Soong, L. Leishmania amazonensis-dendritic cell interactions in vitro and the priming of parasite-specific CD4(+)
T cells in vivo. J. Immunol. 2001, 167, 4534–4542. [CrossRef]

https://doi.org/10.1016/j.domaniend.2005.04.006
https://www.ncbi.nlm.nih.gov/pubmed/15941645
https://doi.org/10.1016/j.vetimm.2005.09.007
https://www.ncbi.nlm.nih.gov/pubmed/16260044
https://doi.org/10.1189/jlb.0408255
https://www.ncbi.nlm.nih.gov/pubmed/18708592
https://doi.org/10.1292/jvms.09-0590
https://doi.org/10.1128/JVI.02135-14
https://doi.org/10.1093/bioinformatics/btm091
https://www.ncbi.nlm.nih.gov/pubmed/17379693
https://doi.org/10.1093/nar/gks596
https://www.ncbi.nlm.nih.gov/pubmed/22730293
https://doi.org/10.1016/j.cellimm.2007.01.005
https://www.ncbi.nlm.nih.gov/pubmed/17316586
https://doi.org/10.1016/j.molmed.2007.09.002
https://www.ncbi.nlm.nih.gov/pubmed/18029230
https://doi.org/10.1172/JCI84577
https://doi.org/10.1111/imm.13394
https://doi.org/10.1046/j.1365-2567.2001.01299.x
https://doi.org/10.1016/j.vetimm.2006.07.002
https://doi.org/10.1016/S0165-2427(03)00132-6
https://doi.org/10.1051/vetres/2010012
https://doi.org/10.1042/BJ20040741
https://doi.org/10.1354/vp.39-1-74
https://doi.org/10.1292/jvms.10-0470
https://doi.org/10.1084/jem.20052288
https://www.ncbi.nlm.nih.gov/pubmed/16418399
https://doi.org/10.1111/imm.12888
https://doi.org/10.2353/ajpath.2010.100367
https://doi.org/10.3389/fimmu.2016.00287
https://www.ncbi.nlm.nih.gov/pubmed/27536300
https://doi.org/10.1128/microbiolspec.MCHD-0013-2015
https://doi.org/10.1111/1348-0421.12325
https://doi.org/10.1002/1521-4141(2000012)30:12%3C3498::AID-IMMU3498%3E3.0.CO;2-6
https://www.ncbi.nlm.nih.gov/pubmed/11093169
https://doi.org/10.4049/jimmunol.167.8.4534


Cells 2024, 13, 445 23 of 24

62. Xin, L.; Li, Y.; Soong, L. Role of interleukin-1beta in activating the CD11c (high) CD45RB-dendritic cell subset and priming
Leishmania amazonensis-specific CD4+ T cells in vitro and in vivo. Infect. Immun. 2007, 75, 5018–5026. [CrossRef]

63. Soong, L. Modulation of dendritic cell function by Leishmania parasites. J. Immunol. 2008, 180, 4355–4360. [CrossRef]
64. Margaroni, M.; Agallou, M.; Vasilakaki, A.; Karagkouni, D.S.; Koufos, G.; Hatzigeorgiou, A.G.; Karagouni, E. Transcriptional

profiling of Leishmania infantum infected dendritic cells: Insights into the role of immunometabolism in host-parasite interaction.
Microorganisms 2022, 10, 1271. [CrossRef] [PubMed]

65. Prina, E.; Abdi, S.Z.; Lebastard, M.; Perret, E.; Winter, N.; Antoine, J.C. Dendritic cells as host cells for the promastigote and
amastigote stages of Leishmania amazonensis: The role of opsonins in parasite uptake and dendritic cell maturation. J. Cell. Sci.
2004, 117, 315–325. [CrossRef]

66. von Stebut, E.; Tenzer, S. Cutaneous leishmaniasis: Distinct functions of dendritic cells and macrophages in the interaction of the
host immune system with Leishmania major. Int. J. Med. Microbiol. 2018, 308, 206–214. [CrossRef]

67. Rodrigues, A.V.; Valério-Bolas, A.; Alexandre-Pires, G.; Pereira, M.A.; Nunes, T.; Ligeiro, D.; Pereira da Fonseca, I.; Santos-Gomes,
G. Zoonotic Visceral Leishmaniasis: New insights on innate immune response by blood macrophages and liver Kupffer cells to
Leishmania infantum parasites. Biology 2022, 11, 100. [CrossRef]

68. Lecoeur, H.; Rosazza, T.; Kokou, K.; Varet, H.; Coppée, J.Y.; Lari, A.; Commère, P.H.; Weil, R.; Meng, G.; Milon, G.; et al. Leishmania
amazonensis subverts the transcription factor landscape in dendritic cells to avoid inflammasome activation and stall maturation.
Front. Immunol. 2020, 11, 1098. [CrossRef] [PubMed]

69. Sacramento, L.A.; da Costa, J.L.; de Lima, M.H.; Sampaio, P.A.; Almeida, R.P.; Cunha, F.Q.; Silva, J.S.; Carregaro, V. Toll-Like
Receptor 2 is required for inflammatory process development during Leishmania infantum infection. Front. Microbiol. 2017, 8, 262.
[CrossRef]

70. Bamigbola, I.E.; Ali, S. Paradoxical immune response in leishmaniasis: The role of toll-like receptors in disease progression.
Parasite Immunol. 2022, 44, e12910. [CrossRef] [PubMed]

71. Muxel, S.M.; Acuña, S.M.; Aoki, J.I.; Zampieri, R.A.; Floeter-Winter, L.M. Toll-Like Receptor and miRNA-let-7e expression alter
the inflammatory response in Leishmania amazonensis-infected macrophages. Front. Immunol. 2018, 9, 2792. [CrossRef]

72. Baska, P.; Norbury, L.J. The role of nuclear factor kappa B (NF-κB) in the immune response against parasites. Pathogens 2022, 11,
310. [CrossRef] [PubMed]

73. Nogueira, P.M.; de Menezes-Neto, A.; Borges, V.M.; Descoteaux, A.; Torrecilhas, A.C.; Xander, P.; Revach, O.Y.; Regev-Rudzki,
N.; Soares, R.P. Immunomodulatory properties of Leishmania extracellular vesicles during host-parasite interaction: Differential
activation of TLRs and NF-κB translocation by dermotropic and viscerotropic species. Front. Cell. Infect. Microbiol. 2020, 10, 80.
[CrossRef] [PubMed]

74. Figueiredo, A.B.; Souza-Testasicca, M.C.; Mineo, T.W.P.; Afonso, L.C.C. Leishmania amazonensis-induced cAMP triggered by
adenosine A2B receptor is important to inhibit dendritic cell activation and evade immune response in infected mice. Front.
Immunol. 2017, 8, 849. [CrossRef] [PubMed]

75. Nakahara, T.; Moroi, Y.; Uchi, H.; Furue, M. Differential role of MAPK signaling in human dendritic cell maturation and Th1/Th2
engagement. J. Dermatol. Sci. 2006, 42, 1–11. [CrossRef]

76. Tibúrcio, R.; Nunes, S.; Nunes, I.; Ampuero, R.M.; Silva, I.B.; Lima, R.; Machado Tavares, N.; Brodskyn, C. Molecular aspects of
dendritic cell activation in Leishmaniasis: An immunobiological view. Front. Immunol. 2019, 10, 227. [CrossRef]

77. Ribeiro-de-Jesus, A.; Almeida, R.P.; Lessa, H.; Bacellar, O.; Carvalho, E.M. Cytokine profile and pathology in human leishmaniasis.
Braz. J. Med. Biol. Res. 1998, 31, 143–148. [CrossRef]

78. Alexander, J.; Bryson, K. T helper (h) 1/Th2 and Leishmania: Paradox rather than paradigm. Immunol. Lett. 2005, 99, 17–23.
[CrossRef]

79. Lima-Junior, S.; Costa, D.L.; Carregaro, V.; Cunha, L.D.; Silva, A.L.; Mineo, T.W.; Gutierrez, F.R.; Bellio, M.; Bortoluci, K.R.; Flavell,
R.A.; et al. Inflammasome-derived IL-1β production induces nitric oxide-mediated resistance to Leishmania. Nat. Med. 2013, 19,
909–915. [CrossRef]

80. Manna, L.; Reale, S.; Viola, E.; Vitale, F.; Foglia Manzillo, V.; Pavone, L.M.; Caracappa, S.; Gravino, A.E. Leishmania DNA load and
cytokine expression levels in asymptomatic naturally infected dogs. Vet. Parasit. 2006, 142, 271–280. [CrossRef]

81. Liu, D.; Uzonna, J.E. The early interaction of Leishmania with macrophages and dendritic cells and its influence on the host
immune response. Front. Cell. Infect. Microbiol. 2012, 2, 83. [CrossRef] [PubMed]

82. Belkaid, Y.; Hoffmann, K.F.; Mendez, S.; Kamhawi, S.; Udey, M.C.; Wynn, T.A.; Sacks, D.L. The role of interleukin (IL)-10 in the
persistence of Leishmania major in the skin after healing and the therapeutic potential of anti-IL-10 receptor antibody for sterile
cure. J. Exp. Med. 2001, 194, 1497–1506. [CrossRef] [PubMed]

83. Albert, M.L.; Sauter, B.; Bhardwaj, N. Dendritic cells acquire antigen from apoptotic cells and induce class I-restricted CTLs.
Nature 1998, 392, 86–89. [CrossRef] [PubMed]

84. Regnault, A.; Lankar, D.; Lacabanne, V.; Rodriguez, A.; Théry, C.; Rescigno, M.; Saito, T.; Verbeek, S.; Bonnerot, C.; Ricciardi-
Castagnoli, P.; et al. Fcgamma receptor-mediated induction of dendritic cell maturation and major histocompatibility complex
class I-restricted antigen presentation after immune complex internalization. J. Exp. Med. 1999, 89, 371–380. [CrossRef]

85. Rodriguez, A.; Regnault, A.; Kleijmeer, M.; Ricciardi-Castagnoli, P.; Amigorena, S. Selective transport of internalized antigens to
the cytosol for MHC class I presentation in dendritic cells. Nat. Cell. Biol. 1999, 1, 362–368. [CrossRef]

https://doi.org/10.1128/IAI.00499-07
https://doi.org/10.4049/jimmunol.180.7.4355
https://doi.org/10.3390/microorganisms10071271
https://www.ncbi.nlm.nih.gov/pubmed/35888991
https://doi.org/10.1242/jcs.00860
https://doi.org/10.1016/j.ijmm.2017.11.002
https://doi.org/10.3390/biology11010100
https://doi.org/10.3389/fimmu.2020.01098
https://www.ncbi.nlm.nih.gov/pubmed/32582184
https://doi.org/10.3389/fmicb.2017.00262
https://doi.org/10.1111/pim.12910
https://www.ncbi.nlm.nih.gov/pubmed/35119120
https://doi.org/10.3389/fimmu.2018.02792
https://doi.org/10.3390/pathogens11030310
https://www.ncbi.nlm.nih.gov/pubmed/35335634
https://doi.org/10.3389/fcimb.2020.00380
https://www.ncbi.nlm.nih.gov/pubmed/32850481
https://doi.org/10.3389/fimmu.2017.00849
https://www.ncbi.nlm.nih.gov/pubmed/28791011
https://doi.org/10.1016/j.jdermsci.2005.11.004
https://doi.org/10.3389/fimmu.2019.00227
https://doi.org/10.1590/S0100-879X1998000100020
https://doi.org/10.1016/j.imlet.2005.01.009
https://doi.org/10.1038/nm.3221
https://doi.org/10.1016/j.vetpar.2006.06.028
https://doi.org/10.3389/fcimb.2012.00083
https://www.ncbi.nlm.nih.gov/pubmed/22919674
https://doi.org/10.1084/jem.194.10.1497
https://www.ncbi.nlm.nih.gov/pubmed/11714756
https://doi.org/10.1038/32183
https://www.ncbi.nlm.nih.gov/pubmed/9510252
https://doi.org/10.1084/jem.189.2.371
https://doi.org/10.1038/14058


Cells 2024, 13, 445 24 of 24

86. Lindsten, T.; Lee, K.P.; Harris, E.S.; Petryniak, B.; Craighead, N.; Reynolds, P.J.; Lombard, D.B.; Freeman, G.J.; Nadler, L.M.; Gray,
G.S. Characterization of CTLA-4 structure and expression on human T cells. J. Immunol. 1993, 151, 3489–3499. [CrossRef]

87. Inaba, K.; Witmer-Pack, M.; Inaba, M.; Hathcock, K.S.; Sakuta, H.; Azuma, M.; Yagita, H.; Okumura, K.; Linsley, P.S.; Ikehara,
S.; et al. The tissue distribution of the B7-2 costimulator in mice: Abundant expression on dendritic cells in situ and during
maturation in vitro. J. Exp. Med. 1994, 180, 1849–1860. [CrossRef]

88. Freedman, A.S.; Freeman, G.J.; Rhynhart, K.; Nadler, L.M. Selective induction of B7/BB-1 on interferon-gamma stimulated
monocytes: A potential mechanism for amplification of T cell activation through the CD28 pathway. Cell. Immunol. 1991, 137,
429–437. [CrossRef] [PubMed]

89. Boussiotis, V.A.; Freeman, G.J.; Gribben, J.G.; Daley, J.; Gray, G.; Nadler, L.M. Activated human B lymphocytes express three
CTLA-4 counterreceptors that costimulate T-cell activation. Proc. Natl. Acad. Sci. USA 1993, 90, 11059–11063. [CrossRef]

90. Lenschow, D.J.; Sperling, A.I.; Cooke, M.P.; Freeman, G.; Rhee, L.; Decker, D.C.; Gray, G.; Nadler, L.M.; Goodnow, C.C.; Bluestone,
J.A. Differential up-regulation of the B7-1 and B7-2 costimulatory molecules after Ig receptor engagement by antigen. J. Immunol.
1994, 153, 1990–1997. [CrossRef]

91. Abel, S.; Hundhausen, C.; Mentlein, R.; Schulte, A.; Berkhout, T.A.; Broadway, N.; Hartmann, D.; Sedlacek, R.; Dietrich, S.;
Muetze, B.; et al. The transmembrane CXC-chemokine ligand 16 is induced by IFN-gamma and TNF-alpha and shed by the
activity of the disintegrin-like metalloproteinase ADAM. J. Immunol. 2004, 172, 6362–6372. [CrossRef]

92. Murphy, J.E.; Tedbury, P.R.; Homer-Vanniasinkam, S.; Walker, J.H.; Ponnambalam, S. Biochemistry and cell biology of mammalian
scavenger receptors. Atherosclerosis 2005, 182, 1–15. [CrossRef] [PubMed]

93. Oghumu, S.; Lezama-Dávila, C.M.; Isaac-Márquez, A.P.; Satoskar, A.R. Role of chemokines in regulation of immunity against
leishmaniasis. Exp. Parasitol. 2010, 126, 389–396. [CrossRef] [PubMed]

94. Hurrell, B.P.; Beaumann, M.; Heyde, S.; Regli, I.B.; Müller, A.J.; Tacchini-Cottier, F. Frontline Science: Leishmania mexicana
amastigotes can replicate within neutrophils. J. Leukoc. Biol. 2017, 102, 1187–1198. [CrossRef] [PubMed]

95. Bahr, V.; Stierhof, Y.D.; Ilg, T.; Demar, M.; Quinten, M.; Overath, P. Expression of lipophosphoglycan, high-molecular weight
phosphoglycan and glycoprotein 63 in promastigotes and amastigotes of Leishmania mexicana. Mol. Biochem. Parasitol. 1993, 58,
107–121. [CrossRef]

96. Naderer, T.; McConville, M.J. The Leishmania-macrophage interaction: A metabolic perspective. Cell. Microbiol. 2008, 10, 301–308.
[CrossRef]

97. Carvalho, A.K.; Silveira, F.T.; Passero, L.F.; Gomes, C.M.; Corbett, C.E.; Laurenti, M.D. Leishmania (V.) braziliensis and L. (L.)
amazonensis promote differential expression of dendritic cells and cellular immune response in murine model. Parasite Immunol.
2012, 34, 395–403. [CrossRef]

98. Favali, C.; Tavares, N.; Clarencio, J.; Barral, A.; Barral-Netto, M.; Brodskyn, C. Leishmania amazonensis infection impairs differentia-
tion and function of human dendritic cells. J. Leukoc. Biol. 2007, 82, 1401–1406. [CrossRef]

99. Xin, L.; Li, K.; Soong, L. Down-regulation of dendritic cell signaling pathways by Leishmania amazonensis amastigotes. Mol.
Immunol. 2008, 45, 3371–3382. [CrossRef] [PubMed]

100. Figueiredo, A.B.; Serafim, T.D.; Marques-da-Silva, E.A.; Meyer-Fernandes, J.R.; Afonso, L.C.C. Leishmania amazonensis impairs DC
function by inhibiting CD40 expression via A 2B adenosine receptor activation. Eur. J. Immunol. 2012, 42, 1203–1215. [CrossRef]
[PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.4049/jimmunol.151.7.3489
https://doi.org/10.1084/jem.180.5.1849
https://doi.org/10.1016/0008-8749(91)90091-O
https://www.ncbi.nlm.nih.gov/pubmed/1716521
https://doi.org/10.1073/pnas.90.23.11059
https://doi.org/10.4049/jimmunol.153.5.1990
https://doi.org/10.4049/jimmunol.172.10.6362
https://doi.org/10.1016/j.atherosclerosis.2005.03.036
https://www.ncbi.nlm.nih.gov/pubmed/15904923
https://doi.org/10.1016/j.exppara.2010.02.010
https://www.ncbi.nlm.nih.gov/pubmed/20206625
https://doi.org/10.1189/jlb.4HI0417-158R
https://www.ncbi.nlm.nih.gov/pubmed/28798144
https://doi.org/10.1016/0166-6851(93)90095-F
https://doi.org/10.1111/j.1462-5822.2007.01096.x
https://doi.org/10.1111/j.1365-3024.2012.01370.x
https://doi.org/10.1189/jlb.0307187
https://doi.org/10.1016/j.molimm.2008.04.018
https://www.ncbi.nlm.nih.gov/pubmed/18538399
https://doi.org/10.1002/eji.201141926
https://www.ncbi.nlm.nih.gov/pubmed/22311598

	Introduction 
	Materials and Methods 
	Peripheral Blood Monocyte-Derived Dendritic Cells 
	moDC Immunophenotyping 
	Leishmania Parasites 
	Purification of Extracellular Vesicles Shed by L. infantum and L. amazonensis-Cultured Promastigotes 
	moDC Activation 
	Microscopic Images of moDCs 
	moDC Viability 
	Gene Expression of PRRs, Cytokines, and Co-Stimulatory Molecules 
	NF-B Activation 
	Chemokines 
	Surface Expression of MHC Molecules 
	Data Analysis 

	Results 
	Monocyte-Differentiated Dendritic Cells Exhibit Characteristic Morphology 
	Monocyte-Differentiated Cells Exhibit a Molecular Signature Compatible with DCs 
	moDCs Bind and Internalize L. infantum and L. amazonensis Parasites 
	L. infantum Parasites Promote TLR4 Gene Expression and Activate NF-B 
	L. infantum and L. amazonensis EVs Promote Surface Expression of MHCI and Upregulate CD80 and CD86 Co-Stimulatory Molecules 
	L. infantum and L. amazonensis Trigger moDCs to Release the Chemokine CXCL16 
	L. infantum-Infected moDCs Can Generate IL-1 and IL-18 

	Discussion 
	Conclusions 
	References

