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Supplementary Material 

 

Figure S1. Representative 2D silver-stained gel electrophoresis of 600 µM SM-exposed HEKA1 cells. 

Isoelectric focusing of cell lysates was performed by 7 cm strips (pH 3–11, non-linear). Proteins were 

separated by 10% Bis-Tris gels. In total, 28 differential protein spots after SM exposure compared to 

controls were identified. White frames represent 12 up-regulated proteins while open white circles 

indicate 16 down-regulated protein spots. None of these proteins spots were affected by AP18 pre-

incubation. Experiments were carried out with n = 3 per group. Molecular weight is indicated on the 

left and the pI value on top of the gels. 

 

Figure S2. RT-qPCR measurements of relative HSPA6 mRNA levels in HEKA1 and HEKwt cells. 

AITC treatment (25 µM) resulted in a significant change of HSPA6 mRNA levels compared to 

unstimulated controls (normalized to 1.0, data not shown). Pre-incubation with AP18 (2 µM) 

attenuated the AITC effect significantly. AP18 alone had no effect. HEKwt cells responded with a 

small, rather unspecific increase of HSPA6 gene expression that was not affected by AP18 pre-

treatment. SM (600 µM) had no effect in HEKwt cells. Significant differences are marked by asterisk. 

Data are derived from 3 independent experiments (n = 3).  
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Table S1. Fold change values of RT-qPCR products in relation to controls (normalized to 1.0, data not 

included). Data are derived from 3 independent biological experiments (n = 3). 

 


