Supplementary material

S1: Sequence of the PNTs variants

We used the N-terminus moiety of measles virus phosphoprotein (PNT) as a model IDP. Acidic and
basic variants were obtained as described in [1]. Briefly, basic (H, K, R) residues from the wild type
protein were substituted with acidic (E or D) in the acidic variant; while in the basic variant wild
type acidic residues were almost all substituted by basic ones.

PNT wild type (N-terminus moiety of measles virus phosphoprotein)
MHHHHHHARSOARHVENGLEC IRA LFARP TGS LA IIaAMAAWSIHT SEINPGORIA T CI A
AGSSGLSPCLSAIGSTEGGAP
HSGIRAVIIGIOEABS IMVQSGLEGES TLS GERNIZSIAN SV I G P TG YA T TRGSAPIS
MGFEAS VETEQEGEIHELL' JGNNF PILGIITLNVPPPP, PG'ASTSGTE%EEENLY
FQGSHMPGTMPGTM

PNT acidic variant
MHHHHHHARSOAMMVIENGLEC IBA LBARP TGS LA TIEAMAAWSET SEINPGOENATC
AGSSGLSEPCLSAIGSTEHGGA P IBGOGPGESMNAITLGI PPIENLQASSTGLOCHYVY
HSGRAVIGIOEABNS IMVOSGLEGES TLSGGRINI SN SV T G PN TG YAT TJEGSAPIS
MGEASVRTARGGE AL LELOSEGNNF P LGYTLNVPPPPNPGRASTSGTP INaANL Y
FQGSHMPGTMPGTM

PNT basic variant
MHHHHHHARSIOARHVENGLECT
AGSSGLSPCLSAIGSTEGGAP
HSGRAVIRGIOEARIS IMVOSGLEG
MGFEAS VETEEEGEIHELL

FOGSHPGTMPGTM

ALRABPIGSLATEIAMARAWS ISENPGQEEATCEE%E
YVYi3

NLOASSTGLQCH

TIHGYAITMIGSAPIS
ASTSGTPI NLY
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Figure S2: Correlation between charge distribution and change in solubility in a range
of pH for PNTs

Correlation between the experimental solubility and net charge variation. Solid line corresponds to the fit

of the data to a linear regression with a p-value < 0.05.
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