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Figure S1. Cell viability of S, R and T cells after 1-3 passage in the presence of tunicamycin (0.1 uM) by
using both propidium iodide and FITC-annexin V staining. The bars represent the mean + S.E.M. (of
three independent measurements) of the percentage of cells that were not stained with either propidium
iodide or FITC-annexin V. S cells: green; R cells: red and T cells: blue. Significance: Data differ from

control at the levels: *-P<0.02; *-p<0.01.
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Figure S2. RT-PCR detection of cyclin A, Bl and E expression in S, R and T cells after 0, 4, 8 and 24
hours of incubation in medium containing 0.1 uM tunicamycin. GAPDH was used as an internal
control. Data are representative of three independent measurements.
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Figure S3. Levels of GRP78/BiP proteins in S, R and T cells after incubation of cells in medium containing
0.1 uM tunicamyecin for 0, 4, 8 and 24 hours. Data are representative of three independent measurements.
Protein bands were quantified by densitometry and data were expressed as means+S.E.M from three
independent measurements. Significance: Data differ from values obtained in cells that were not
incubated in the presence of tunicamycin at the levels: *- p<0.02 ; **- p<0.01.

5 R T

0 4 8 24 0 4 8 24 0 4

8 24
EREERT T WA 0 At
50 4 00 00 00 69 09 49 69 SO GAPDH

wh

g

n

-

=
2

e
-

&
®
-

ATF& protes nammalized 10 GAPOH
2
g

Figure S4. Levels of ATF4 proteins in S, R and T cells after incubation of cells in medium containing
0.1 uM tunicamycin for 0, 4, 8 and 24 hours. Data are representative of three independent measurements.
Protein bands were quantified by densitometry and data were expressed as means+S.E.M from three
independent measurements. Significance: Data differ from values obtained in cells that were not
incubated in the presence of tunicamycin at the levels: *- p<0.05; **- p<0.01.
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Figure S5. Expression of calnexin and GRP94 using RT-PCR (upper) and Western blotting (lower) in S, R and T
cells after incubation of cells in medium containing 0.1 uM tunicamycin for 0, 4, 8 and 24 hours. Data are
representative of three independent measurements.



