Table S1. Primer sequences of the reference and candidate genes for qRT-PCR.

Homology

gene

gene ID

Sequence F (5'—3")

Sequence R (5'—3")

Actin
AGP31
AHP
14427
LHY
NAC002-1
NAC002-2
PEXS5
RAP2-3
WRKY23
WRKY70
Vre?2
MYB32

Litchi GLEAN_10038709
Litchi_ GLEAN_10002497
Litchi_ GLEAN_10035463
Litchi_ GLEAN_10002826
Litchi GLEAN_10035859
Litchi GLEAN_10030627
Litchi_ GLEAN_10007023
Litchi GLEAN_10034724
Litchi_ GLEAN_10034637
Litchi GLEAN_10031581
Litchi GLEAN_ 10017404
Litchi_ GLEAN_10038304

AGTTTGGTTGATGTGGGAGAC
AAAAGCCCTAGCCCATACCGAC
GGTTTTGGATGGACAGTTTTTACA
TGTTCTCTCCTGCTGATACCAATG
GCGGGAGCGATGGACAGAGG
TGGAAGCGGGTACTGGAAGG
TAAGGCTGGATGATTGGGTGC
CACCAGAATCAAATCCCACCTC
ACTGCTGAAGAAGCCGCCAA
TGGAATCTCCTGAGTTGTTGAATC
TAAGGGGAGGAGAGGTTGTTACA
CTCCCACCAAGAAGATAACCAC
ACAGCCCTCGCTTAGATC

TGGCTGAACCCGAGATGAT
GCTGACTCCACCATGCAAATCA
TCTTTGTGCCCCTATGCTTGAG
GGCACCGTCCATACTGACTTTG
TTGGGGCGTGGTGGTGGAAT
AAGAGGCAGACGCAGAGCGA
TAGGATTTGGTGGCATGGCA
GCCTTCAGACAATCCAAGCAA
AGCCCCATACCCTCCAAACT
CGAATCTCGGCTCTCTCTGTCT
TGTGGGTTGTCTTCCATTTTTTG
TCCACAATCAGAAATGAGCACA
AGCCTGAAGTGGGTAGTG
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Figure S1. Correlation analysis of the sequencing samples
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Figure S2. Gene ontology analysis of differentially expressed genes in the panicle leaves
A: molecular function; B: cellular component; C: biological process.



Litchi_GLEAN_10001160 Protein TOPLESS
A62637 Probable indole-3-acetic acid-amido synthetase GH3.5
Litchi_GLEAN_10036203 Protein TIFY 38

AT2G23610.1-D3 Methylesterase 1

Litchi_GLEAN_10036142 Probable WRKY transcription factor 50
GSVIVT01025151001 E3 SUMO-protein ligase SIZ1
Litchi_GLEAN_10034075 E3 SUMO-protein ligase SIZ1
Litchi_GLEAN_10007958 Cytosolic sulfotransferase 15 0
Litchi_GLEAN_10002570 Mitogen-activated protein kinase 4
Litchi_GLEAN_10007960 Cytosolic sulfotransferase 15
evm.TU.supercontig_5.187 Regulatory protein NPRS 4
Litchi_GLEAN_10005243 BTB/POZ and TAZ domain-containing protein 4
Litchi_GLEAN_10016114 Acyl-CoA-binding domain-containing protein 4
Litchi_GLEAN_10010929 Squalene epoxidase 3
Litchi_GLEAN_10011133 Cytosolic sulfotransferase 15

POPTR_0001s07380.1-D34 Cytosolic sulfotransferase 15

Litchi_GLEAN_10014863 Non-classical arabinogalactan protein 31 15
Litchi_GLEAN_10038709 Non-classical arabinogalactan protein 31

ppa007753m Transcription factor AS1 1
Litchi_GLEAN_10003477 Mannose-1-phosphate guanylyltransferase 1

Pppa004578m-D2 Regulatory protein NPRS 05
Litchi_GLEAN_10029022 Transcription factor GLABRA 3

Litchi_GLEAN_10007956 Cytosolic sulfotransferase 15 0
Litchi_GLEAN_10014687 Transcription factor MYB113

Litchi GLEAN_10017317 Cytosolic sulfotransferase 15 05
Litchi_GLEAN_10033789 Squalene epoxidase 3

Litchi_GLEAN_10025684 NAC transcription factor 56 -
Litchi_GLEAN_10028920 Protein NRT1/ PTR FAMILY 5.2

Litchi_ GLEAN_10026795 Protein REVEILLE 8 -15
Litchi_GLEAN_10037569 Transcription factor MYB44

Litchi_GLEAN_10018682 Type IV inositol polyphosphate 5-phosphatase 11
Litchi_GLEAN_10036365 Probable WRKY transcription factor 51

Litchi_GLEAN_10031581 Probable WRKY transcription factor 70

Litchi_GLEAN_10035270 Probable WRKY transcription factor 51

Litchi_GLEAN_10008777 Rhod like domain-containing protein 15,
Litchi_GLEAN_10033343 Regulator of nonsense transcripts 1 homolog
POPTR_0005518620.1 Transcription factor MYB44

Litchi_GLEAN_10012459 3-ketoacyl-CoA thiolase 2, peroxisomal

Litchi_GLEAN_10034989 E3 SUMO-protein ligase SIZ1

Litchi GLEAN_10012297 Protein REVEILLE 6

A33206 GDP-L-galactose phosphorylase 1

Litchi_GLEAN_10026969 Regulator of nonsense transcripts 1 homolog
Litchi_GLEAN_10002109 GDP-L-galactose phosphorylase 1

Litchi_GLEAN_10028752 E3 SUMO-protein ligase SIZ1

Litchi_GLEAN_10007990 Protein REVEILLE 8

Litchi_GLEAN_10039079 Regulatory protein NPR3

Litchi_ GLEAN_10013454 Cullin-1

Litchi_GLEAN_10002410 Transcription factor MYB108

Litchi_GLEAN_10008991 Transcription repressor MYB6

Litchi_GLEAN_10024629 Regulatory protein NPR3

Litchi GLEAN_10038893 Protein REVEILLE 6

Litchi_GLEAN_10022121 Probable indole-3-acetic acid-amido synthetase GH3.5
Litchi_GLEAN_10012218 Protein TOPLESS

Litchi_GLEAN_10017404 GDP-L-galactose phosphorylase 1

Litchi_ GLEAN_10002826 Protein LHY

Litchi_GLEAN_10003786 GDP-L-galactose phosphorylase 1
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Ppa003206m-D5 DELLA protein GAl
A13179 Protein TIFY 8

Litchi_GLEAN_10027259 Glutamate receptor 3.6
A59837 NAC transoription factor 56
Litchi_GLEAN_10018276 Transcription factor MYB108

Litchi_GLEAN_10034099 Protein NRT1/ PTR FAMILY 5.2

POPTR_0014503920.1 Type IV inositol polyphosphate 5-phosphatase 11 0
Litchi_GLEAN_10027747 Protein NRT1/ PTR FAMILY 5.2
Litchi_GLEAN_10001722 Probable WRKY transcription factor 70
Litchi_GLEAN_10003657 Probable indole-3-acetic acid-amido synthetase GH3.5

Figure S3. Heat map diagram showing the JA related differentially expressed genes (DEGs) between senescing
and developing panicle leaves. A, the unique DEGs expressed at an early stage. B, the DEGs simultaneously
expressed at early and later stages. C, the unique DEGs expressed at a later stage. DLE, developing leaves at the
early stage. DLL, developing leaves at the later stage. SLE, senescing leaves at the early stage. SLL, senescing

leaves at the later stage.



GSVIVT01025151001 E3 SUMO-protein ligase SIZ1 2
Litchi_GLEAN_10034075 E3 SUMO-protein ligase SIZ1
Litchi_GLEAN_10006985 Prohibitin-3, mitochondrial
Litchi_GLEAN_10005243 BTB/POZ and TAZ domain-containing protein 4 0
Litchi_GLEAN_10033744 HVA22-like protein ¢

Litchi_GLEAN_10029789 Dof zinc finger protein DOF3.4
POPTR_0005513990.1 Dof zinc finger protein DOF3.4 15
ppa007753m Transcription factor AS1

Litchi_GLEAN_10006827 Protein SAR DEFICIENT 1 1
Litchi_GLEAN_10002184 Serine/threonine-protein kinase EDR1
Litchi_GLEAN_10007990 Protein REVEILLE 8 05
Litchi_GLEAN_10028920 Protein NRT1/ PTR FAMILY 5.2
Litchi_GLEAN_10037569 Transcription factor MYB44 [
Litchi_GLEAN_10013789 MACPF domain-containing protein CAD1
Litchi_GLEAN_10026795 Protein REVEILLE 8 05
Litchi_GLEAN_10008991 Transcription repressor MYB6
Litchi_GLEAN_10038732 MACPF domain-containing protein NSL1 -1
Litchi_GLEAN_10038893 Protein REVEILLE 6

Litchi_GLEAN_10002826 Protein LHY 15
Litchi_GLEAN_10026871 MACPF domain-containing protein CAD1
Litchi_GLEAN_10012348 NF-X1-type zinc finger protein NFXL1
Litchi_GLEAN_10026969 Regulator of nonsense transcripts 1 homolog
Litchi_GLEAN_10012297 Protein REVEILLE 6

Litchi_GLEAN_10028752 E3 SUMO-protein ligase SIZ1

Litchi_GLEAN_10034989 E3 SUMO-protein ligase SIZ1

POPTR_0005518620.1 Transcription factor MYB44

Litchi_GLEAN_10002697 Protein SAR DEFICIENT 1

Litchi_GLEAN_10033343 Regulator of nonsense transcripts 1 homolog
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Litchi_GLEAN_10014250 Transcription factor MYB3
Litchi_GLEAN_10037985 Prohibitin-3, mitochondrial
ppa003206m-D5 DELLA protein GAI 1
Litchi_GLEAN_10034099 Protein NRT1/ PTR FAMILY 5.2
POPTR_0002513100.2 Dof zinc finger protein DOF3.4
AT2G23610.1-D3 Methylesterase 1

Litchi_GLEAN_10027747 Protein NRT1/ PTR FAMILY 5.2
Litchi_GLEAN_10013138 Poly(A)-specific ribonuclease PARN
Litchi_GLEAN_10024028 Chitinase-like protein 1
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Figure S4. Heat map diagram showing the SA related differentially expressed genes (DEGs) between senescing
and developing panicle leaves. A, the unique DEGs expressed at an early stage. B, the DEGs simultaneously
expressed at early and later stages. C, the unique DEGs expressed at a later stage. DLE, developing leaves at the
early stage. DLL, developing leaves at the later stage. SLE, senescing leaves at the early stage. SLL, senescing

leaves at the later stage.



Litchi_GLEAN_10024835 Serine carboxypeptidase 24 z
_GLEAN_10036691 Somatic embryogenesis receptor kinase 2 1
Litchi_GLEAN_10003777 Serine/threonine-protein kinase TOR
Litchi_GLEAN_10035341 Receptor-like protein kinase FERONIA 0
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Litchi_GLEAN_10021116 Protein BRASSINOSTEROID INSENSITIVE 1
POPTR_0010510090.1-D3 Probable membrane-associated kinase regulator 1
ppa001294m Probable receptor-like protein kinase At1g30570
Litohi_GLEAN_10035253 Protein BRASSINOSTEROID INSENSITIVE 1
Litchi_GLEAN_10013055 Inactive TPR repeat-containing thioredoxin TTL3 o5
POPTR_0005517200.1-D8 Protein EXORDIUM

Litohi_GLEAN_10006492 Probable serine/threonine-protein kinase At5g41260
Litchi_GLEAN_10029426 Probable serine/threonine-protein kinase At5g41260 0
Litchi_GLEAN_10021581 14-3-3-like protein GF14 lambda

evm.TU supercontig_14.203-D2 Receptor-like protein kinase FERONIA o
Litchi_GLEAN_10017341 Probable serine/threonine-protein kinase Atdg35230
C5a013038-D6 Somatic embryogenesis receptor kinase 1

Litchi_GLEAN_10003875 Lysine-specific demethylase REF6

Litchi_GLEAN_10031011 Probable serinefthreonine-protein kinase At5g41260 bt

Litchi_GLEAN_10007289 Somatic embryogenesis receptor kinase 2

Litchi_GLEAN_10009771 Probable serinefthreonine-protein kinase At541260 05

Litchi_GLEAN_10013128 Xyloglucan endotransglucosylase/hydrolase protein 22 [l

A56721 Receptor-like protein kinase FERONIA

Litchi_ GLEAN_10027698 Transcription factor bHLH75 =0l
e ] o '*
= K m 1.5

Figure S5. Heat map diagram showing the BR related differentially expressed genes (DEGs) between senescing
and developing panicle leaves. A, the unique DEGs expressed at an early stage. B, the DEGs simultaneously
expressed at early and later stages. C, the unique DEGs expressed at a later stage. DLE, developing leaves at the
early stage. DLL, developing leaves at the later stage. SLE, senescing leaves at the early stage. SLL, senescing

leaves at the later stage.



