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Figure S1. The scatter diagram of eight datasets by t-SNE. (a) Biase; (b) Yan; (c) Deng; (d) Pollen; (e) 
Treutlein; (f) Patel; (g) Chung; (h) Ramskold. 
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Figure S2. The three-dimensional scatter diagram of eight datasets by PCA. (a) Biase; (b) Yan; (c) Deng; 
(d) Pollen; (e) Treutlein; (f) Patel; (g) Chung; (h) Ramskold. 
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Table S1. Cluster result comparison between SSE and NMF, SIMLR, SE in terms of NMI 

GSE/ID Datasets NMF SIMLR SE 
GSE57249 Biase 0.358 0.920 0.718 

GSE36552 Yan 0.745 0.941 0.841 
GSE45719 Deng 0.547 0.917 0.837 

E-MTAB-2805 Pollen 0.962 1.000 0.794 

GSE52583 Treutlein 0.508 0.909 0.334 
GSE57872 Patel 0.531 0.753 NA 

GSE75688 Chung 0.331 0.411 0.416 
GSE38495 Ramskold 0.736 0.922 0.597 

 
 

Table S2. Cluster result comparison between SSE and NMF, SIMLR, SE in terms of ARI 

GSE/ID Datasets NMF SIMLR SE 
GSE57249 Biase 0.246 0.927 0.651 

GSE36552 Yan 0.647 0.826 0.670 
GSE45719 Deng 0.299 0.730 0.682 
E-MTAB-2805 Pollen 0.936 1.000 0.630 
GSE52583 Treutlein 0.242 0.744 0.208 
GSE57872 Patel 0.434 0.557 NA 
GSE75688 Chung 0.118 0.335 0.239 
GSE38495 Ramskold 0.559 0.844 0.468 

 
 
 


