Supplementary figures

Figure S1. Atlantic salmon families behavior under C. rogercresseyi infestation. A) Atlantic
salmon families sea lice burden per fish after eleven days of infestation. B) PCA analysis of
Atlantic salmon families transcriptome profile.

Figure S2. KEGG pathway and Biological Process enrichment analysis of genes
differentially expressed in the R and S Atlantic salmon families during a sea lice infestation.

Figure S3. GO enrichment analysis for non-synonymous SNPs variation in the R and the S
Atlantic salmon families.
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