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Table S1. All primers used for qRT-PCR and vector construction.

Tm  Amplification Final
Primer name Sequence (5' to 3') (°C)  temperature  concentration
C) (HM)
AeActinl-gF CTTACAGAGGCACCACTCAACC 58 60 0.25
AeActinl-qR ATAGATGGGGACCGTGTGACT 58 60 0.25
AelQMI-gF TTGATGGACCTACCCACG 56 60 0.25
AelQM1-gR CCCTTACACACCCGATGCGT 63 60 0.25
AelQM2-gF ACGTGGAAGCCTCAGTGTTT 59 60 0.25
AeIlQM2-qR TCGAGTGCCCGGAATTGTAG 59 60 0.25
AelQM3-qF CTGAAGCGCCTGTGTTTGAC 58 60 0.25
AelQM3-qR GTAGTTCCTCACGCACCCAA 58 60 0.25
AeIlQM4-gF ACACGAAGAAACCTTGCGGA 59 60 0.25
AelQM4-qR TTTCCCACTTTGGCAGCTCT 59 60 0.25
AelQM5-qF AGCATTCGAGCTTCTTGGCT 59 60 0.25
AelQM5-gR GACCGCCTTTAGGATGCCTT 59 60 0.25
AeIQM6-qF CCGAGAACTCCTCCAACACC 59 60 0.25
AeIlQM6-qR GAGATCCGACGAAGGTGGTG 59 60 0.25
AelQM7-qF GAAGCTGTTGGACTTTGCCG 59 60 0.25
AelQM7-qR CGTGAAATTGCGGTCTCGTG 59 60 0.25
AeIQMS-gF ACGCATCGCAATCACAACAG 59 60 0.25
AelQMS8-qR CCCCAGTTTGTTTGTGCACC 60 60 0.25
AelQM9-qF GACACGAGGATTATTAGCGATTCT 57 60 0.25
AelQM9-gR GGGCTTTTATTGTGGTCTTTTAGG 57 60 0.25
AelQM10-gF AAGAGTGCCCGAGATCATGG 59 60 0.25
AelQM10-qR CCATAAGTCGTCCAGCAGCT 58 60 0.25
AelQM1-pYES2NB-F  cgataaggtacctaaggatcc ATGGGTTTTTGGAAAGAAGATTCC 682 58 0.25
AelQM1-pYES2NB-R  tgctggatatctgcagaattc ATGAACAGTTGAAGCAGCAACCT  67.6 58 0.25
AelQM4-pYES2NB-F  cgataaggtacctaaggatccATGGGCTTATCCCTATCCTTACTTC  69.6 58 0.25
AelQM4-pYES2NB-R tgctggatatctgcagaattc GCCAGAGGTGGGGATGGG 71 58 0.25
AelQM5-pYES2NB-F cgataaggtacctaaggatcc ATGGGGATATCCTTTTCGTGC 68.4 58 0.25
AelQM5-pYES2NB-R tgctggatatctgcagaattc CCGTATTCTCGTGGGGTCATG 69.4 58 0.25
AelQM6-pYES2NB-F  cgataaggtacctaaggatcc ATGGAGATCGAGACTCAAACGC 699 58 0.25

AelQM6-pYES2NB-R tgctggatatctgcagaattc GACAGCAAACGACGACTGGC 69.9 58 0.25




