
Alignment of genomic sequence reads from NCPPB2005 (sub-lineage I) and NCPPB4392 
(sub-lineage II) versus RefSeq:NZ_ACHT0100081. The alignment was generated using 
BWA and visualised using IGV. The single-nucleotide polymorphism falls within an AluI 
restriction site (AG↓CT) in NCPPB4392 that is abolished in NCPPB2005. 
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Alignment of genomic sequence reads from NCPPB2005 (sub-lineage I) and NCPPB4392 
(sub-lineage II) versus RefSeq:NZ_ACHT0100112. The alignment was generated using 
BWA and visualised using IGV. The single-nucleotide polymorphism falls within a FokI 
restriction site (↓[N]13CATCC) in NCPPB4392 that is abolished in NCPPB2005. 
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Alignment of genomic sequence reads from NCPPB2005 (sub-lineage I) and NCPPB4392 
(sub-lineage II) versus RefSeq:NZ_ACHT0100124. The alignment was generated using 
BWA and visualised using IGV. The single-nucleotide polymorphism falls generates an 
AluI restriction site (AG↓CT) in NCPP2005 that is absent from NCPPB4392.  

3 



Alignment of genomic sequence reads from NCPPB2005 (sub-lineage I) and NCPPB4392 
(sub-lineage II) versus RefSeq:NZ_ACHT0100304. The alignment was generated using 
BWA and visualised using IGV. The single-nucleotide polymorphism falls within a NdeI 
restriction site (CA↓TATG) in NCPPB4392 that is abolished in NCPPB2005. 
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