Table S2: RNA-Seq read mapping statistics
	
	Rumen
	Ileum
	Total/rate

	Total reads
	1,383,732,850
	1,130,200,180
	2,513,933,030

	Reads after adaptor/quality trimming
	1,322,642,346
	1,082,243,572
	2,404,885,918

	Rate after adaptor/quality trimming
	95.787%
	96.213%
	96.000%

	Mapped reads
	1,168,494,785
	1,025,936,631
	2,194,431,416

	Mapping rate
	88.842%
	94.843%
	91.843%

	Uniquely mapped reads
	978,683,760
	900,097,472
	1,878,781,232

	Rate of unique mapped reads
	84.206%
	88.135%
	86.172%
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